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complex-indole acetic acid, structure, X-ray diffraction 5411. 

Adenine (1,N°-etheno), 

effects on DNA biosynthesis 2647. 

Adenine (2-fluoro) arabinoside, 

metabolism/activity, leukaemia cells, mice 1904. 

toxicity/metabolism, human lymphoblastoid cell lines, 
comparison-adenine arabinoside 59. 

Adenine (N°-formy]), 

synthesis 2627, 

Adenine (9-(2-hydroxyethoxymethyl)), 

synthesis, methodology 1276. 

Adenine (9-(2-hydroxy-3-nonyl), 

enhancement-adenine arabinoside antiviral activity, herpes 
simplex virus 1 infection, mice 1284. 

Adenine (N°-(A?- isopenteny))), 

role-mevalonate-mediated DNA replication regulation, BHK 
cells 1652. 

Adenine (1-(2-isopenteny])), 

structure 2629, 

Adenine (methyl), 

occurrence-Neisseria gonorrhoeae DNA 2264. 


ee at 


iRL©1981 


55 


Subject Index 


Suet ite ee ee 


Adenine (3-methyl), 

excision-DNA, DNA glycosylase, liver, rats, 
characterization 3230. 

Adenine (9-methyl), : 

+ thymine (1-methyl), complementary base pairs, 

spectroscopy (Raman) 54. 

structure, neutron scattering 2628. 

Adenine (N,N,3-Trialkyl), 

synthesis 1274. 

Adenine (N,N,9-trialky!), 

synthesis 1274. 

Adenine arabinoside, 

analogues, n.m.r. 3895. 

antiviral activity, herpes simplex virus | infection, mice, 
enhancement-adenine (9-(2-hydroxy-3-nonyl) 1284. 

antiviral activity-simian varicella virus-infected Erythrocebus 
patas /Cercopithecus aethiops 660. 

conjugate-asialofetuin, inhibition-DNA biosynthesis, 
ectromelia virus-infected hepatocytes, mice 456. 

cytotoxicity-BHK cells, comparison-AMP arabinoside 1907. 

effects on DNA replication, cell lines, man 6212. 

effects on growth/DNA repair, Ehrlich ascites tumour cells 
1906. 

effects on-herpes simplex virus/varicella-zoster virus/ 
cytomegalovirus, comparison-hypoxanthine arabinoside/ 
AMP arabinoside 3354. 

effects on herpes simplex virus | protein biosynthesis 4991. 

effects on immune response (cell-mediated), in vitro, man 
1304. 

incorporation-herpes simplex virus 1 DNA 4989. 

inhibition-DNA repair, Ehrlich ascites tumour cells 6585. 

interaction-adenosylhomocysteinase 3900. 

structure, X-ray diffraction 1899. 

synthesis 2658. 

toxicity/metabolism, human lymphoblastoid cell lines, 
comparison-adenine (2-fluoro) arabinoside 59. 

treatment-herpes simplex virus infection, neonates 1908. 

treatment-herpes simplex virus 1 encephalitis, brain, man 
5892. 

treatment-human hepatitis B virus infection, comparison- 
interferon 662. 

treatment-vaccinia virus/herpes simplex virus keratitis, 
rabbits 60. 

Adenine nucleosides, 

modified, chromatography (high-performance liquid) 2676. 

synthesis/antiviral activity 4982. 

Adenine nucleotides, 

see also AMP, ADP, ATP 

chromatography (anion-exchange), parameters 3360. 

Adenine phosphoribosyltransferase, 

genes. hamsters, cloning/isolation 3166. 

genes. human, cloning/expression-cells, mice 530. 

Adenine xylofuranoside, 

toxicity, CHO cells 4990. 

Adenine xyloside, 

analogues, n.m.r. 3896. 

Adeno-associated virus, 

DNA, inverted repeat, termini, characterization 4160. 

DNA respiration, capsids proteins, effects on 5710. 

poly (A)-containing RNA transcripts, characterization 151, 

replication, adenovirus genes, location 4686. 

Adeno-associated virus 2, 

RNA, mapping 2037. 

mRNA, S'-terminus promoters, nucleotide sequence 2238. 

Adeno-associated virus 4, 

DNA, restriction endonuclease mapping 332. 


Adeno-SV40 hybrid virus, 
mRNA, structure/splicing junctions 2053. 


adenosine-containing nucleoside antibiotics, structure 661. 

Adenosine, 

analogues, conformation, determination, methodology 2675. 

analogues, inhibition-protein biosynthesis 3901. 

binding-transition metals 2657. | 

derivatives, RNA biosynthesis initiation, Escherichia coli 
RNA polymerase, magnesium/manganese/rifampicin, effects — 
on 2099, 

effects on guanine (6-thio)/purine (6-mercapto) antitumour 1 
activity selectivity 4992. 

effects on pyrimidine nucleotides biosynthesis/RNA q 
biosynthesis, lymphocytes, chronic lymphocytic leukaemia 
5891. 

effects on RNA labelling, Chironomus tentans salivary gland 
5423. 

inhibition-RNA methylation, leukaemia cells, mice, 
mechanisms 3353. | 

interaction-poly (U), stoichiometry 5018. 

labelling, salivary gland eee, 07130974 chit, Chironomus } 
tentans 5422. 

methylation 2659. 

methylation, use-trimethylanilinium methoxide 2656. 

modification, effects on transcription errors 4051. 

pyrazolopyrimidine analogues, synthesis 3890. 

Adenosine (N°-(A?-(isopentenyl)), 

levels, Ricinus communis seeds, relationship-DNA 
biosynthesis 1685. 

Adenosine (2'-amino-2’-deoxy), 

actinomycetes, isolation/characterization/antitumour activity 
1905. 

synthesis 41. 

Adenosine (3'-amino-3'-deoxy), 

structure 2674, 

Adenosine (8-aza), 

inhibition-RNA methylation, leukaemia cells 58. 


Adenomycin, 
: 


Adenosine (8,5'-cyclo), 

X-ray diffraction 5418. 

Adenosine (3’-cyclobutylamino-3'-deoxy), 

structure 2674, 

Adenosine (3-deaza), 

antiviral activity 3899. 

inhibition-avian sarcoma virus B77 protein biosynthesis, 
embryo fibroblasts, chickens 4465. 

Adenosine (9-deaza), 

C-nucleoside, synthesis 2660. 

Adenosine (deoxy), 

methylation 2659. 

reaction-£-propiolactone 3891. 

Adenosine (2'-deoxy), 

adducts-7-bromomethyl-12-methylbenz(a)anthracene, 
structure, X-ray crystallography 6340. 

binding-ethidium bromide, relaxation 53. 

derivatives, chromatography (gas) 1290. 

effects on DNA biosynthesis synchronization, Neurospora 
crassa 3119. 


electrons adduts, reaction-p-nitroacetophenone 4981. 


inhibition-RNA methylation, leukaemia cells, mice, 
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Adenosine (2'-deoxy),(continued) 
mechanisms 3353. 

Adenosine (3’-deoxy), 

antiviral activity, adenovirus (human) 5/vaccinia virus/ 
herpesvirus 1306. 

effects on Dendraster excentricus embryos development 
1305. 


effects on polyribosomes formation, Pisum sativum embryos 
3961. 


inhibition-DNA repair, radiation (X), Chinese hamster cells, 
2'-deoxycoformycin, effects on 3706. 

inhibition-RNA methylation, leukaemia cells, mice, 
mechanisms 3353. 

structure 2673. 

Adenosine (5’'-deoxy), 

analogues, conformation, determination, methodology 2675. 

antiviral activity, adenovirus (human) 5/vaccinia virus/ 
herpesvirus 1306. 

Adenosine (2'-deoxy-2'-fluoro), 

synthesis, use-protecting groups 39. 

Adenosine (5'-deoxy-5'-isobutylthio-3-deaza), 

antiviral activity 3899. 

Adenosine (3'-deoxy-3'-methylidene), 

synthesis/antiviral activity 4983. 

Adenosine (N°,N°-Dimethy)]), 

antibodies, interaction-Escherichia coli ribosomal subunit 
30S, role-magnesium 110. 

Adenosine (I,N°-etheno), 

self-association 1900. 


transcription errors 2681. 

Adenosine (2’-fluoro-2'-deoxy), 

containing, dinucleoside monophosphates, synthesis/ 
characterization 5435. 

Adenosine (O?’-methyi), 

_ methylation 2659. 

Adenosine (3-methyl-2'-deoxy), 

synthesis/properties 1293. 

Adenosine (5’-methylthio), 

chromatography (high-pressure liquid) 2651. 

Adenosine (2-Methyithio-N°-(A?-isopentenyl)), 

role-tRNA regulation-amino acids transport, Escherichia coli 

273M. 

Adenosine (8-morpholino arabinoside), 

structure, X-ray diffraction 655. 

Adenosine (8-thioxo), 

structure, X-ray diffraction 656. 

Adenosine (5-trifluoro), 

synthesis 2664. 

Adenosine (5-trifluorodeoxy), 

synthesis 2664. 

Adenosine(N°-(o-hydroxybenzyl)), 

deuterium-labelled, synthesis 42. 

Adenosine pentaphosphate, 

Streptomyces galilaeus , occurrence/role-anthracycline 
antibiotics production 676. 

Adenosinetriphosphatase, 

ATPase, mutants, Escherichia coli , interaction-RNA 6291. 

dicyclohexylcarbodiimide-binding proteins/a-subunit, genes, 
Escherichia coli , nucleotide sequence 6506. 

DNA-dependent, Bacillus cereus , purification/ 
characterization 1179. 

DNA-dependent, mitochondria, liver, rats, properties 4882. 

ribosomes, Escherichia coli , characterization 2759. 

RNA-dependent, Chlamydomonas reinhardtit , 


characterization 6286. 

RNA-dependent, Saccharomyces cerevisiae , purification/ 
characterization 3227. 

S-Adenosyl homocysteine, 

effects on tRNA methylation patterns 5919. 


stimulation-RNA biosynthesis, spring viraemia of carp virus 
4595. 

S-Adenosylmethionine, 

stimulation-transcription, cytoplasmic polyhedrosis virus 
5525, ; 


stimulation-RNA biosynthesis, spring viraemia of carp virus 
4595. 

Adenovirus, 

chromatin, restriction endonuclease analysis 3818. 

DNA, replication-Xenopus laevis oocytes 6586. 

DNA, restriction endonuclease/denaturation mapping 4161. 

DNA, structure, transformed cells 4155. 

DNA, termini inverted repeat, nucleotide sequence 331. 

DNA, turkeys, infectivity 5725. 

DNA-binding protein mutation, effects on adeno-associated 
virus mRNA translation control 6028. 

DNA replication, initiation 1016. 

DNA replication, role-SV40 A gene, proteins 5392, 

DNA replication, role-5’-terminus-linked proteins 3683. 

early genes, mapping 4151. 

genes, adeno-associated virus replication, location 4686. 

infected, HeLa cells, low molecular weight RNA, 
characterization 180. 

inhibition-hosts DNA biosynthesis, temperature, effects on 
3682. 

recombinants-SV40, construction 5310. 

RNA, splicing patterns 4033. 

mRNA, translation, products analysis, review 3324. 

mRNA accumulation/translation, regulation mechanisms 
4054. 

RNA biosynthesis, transcription complex, infected HeLa 
cells 4034. 

strains, RNA nucleotide sequence, comparison 5483. 

termini proteins precursors, genes/mRNA, identification 
3971. 

transforming genes, role-replication 6564. 

Adenovirus (avian), 

DNA, arrangement, transformed cells, rats/tumours, 
hamsters 2208, 

induced tumours, hamsters, DNA levels 2158. 

Adenovirus (human), 

DNA replication, mechanisms, review 3876. 

fibres mRNA, identification/characterization 152. 

infected, cells, transcription initiation, products analysis, use- 
thiotriphosphates 2855. 

transformation genes, structure/function 4152. 

Adenovirus (human) 1, 

DNA, endodeoxyribonuclease HindIII mapping 4687. 

Adenovirus (human) 2, 

antigens mRNA, nucleotide sequence 150. 

chromatin organization, infected cells 2548. 

DNA. complex-human/wheat germ RNA polymerase II, 
kinetics 4373. A 

DNA. containing, liposomes, transfection-KB cells 6614. 

DNA, containing clones, construction 1703. 

DNA, endodeoxyribonuclease Hpal fragments, cloning/ 
mutagenesis 3748. 

DNA, endodeoxyribonuclease Smal fragments, nucleotide 
sequence 934. 

DNA, integration sites, transformed cells, rats 4158. 
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DNA. integration-transformed cells 3579. 

DNA, interaction-RNA polymerase II, placenta, man, 
transcription 3779. 

DNA, promoters, mapping 4685. 

DNA, restriction endonuclease fragments, nucleotide 
sequence 4150. 

DNA, restriction endonuclease subfragments, nucleotide 
sequence, localization-DNA-binding protein mRNA 3’- 
terminus coding sequence 2975. 

DNA. RNA polymerase II wheat germ/placenta, man, 
binding sites 3778. 

DNA biosynthesis, BHK-21 cells, induction-early genes 
5685. 

DNA biosynthesis, cells, man/monkeys 4263. 

DNA biosynthesis in vitro 4778. 

DNA recombination intermediates, infected HeLa cells, 
electron microscopy 1525. 

DNA replication, HeLa cells, role-proteins complex 4783. 

DNA replication, role-DNA polymerase y, inhibition- 
dinucleoside triphosphates, mechanisms 5783. 

DNA replication, 5’-terminus proteins complex-dCMP 5828. 

DNA replication-CHO cells 5684. 

DNA replication initiation 1015. 

early infection, RNA transcription/splicing 4036. 

early regions mRNA, 5/-terminus nucleotide sequence/ 
mapping 5076. 

early RNA, splicing, role-ribonucleoproteins 4588. 


fibres mRNA, 5’-terminus localization/characterization 3972. 


gene expression, adenovirus (human) 2 + herpes simplex 
virus-transformed human cell lines 1108. 

gene expression, regulation-transcription termination/RNA 
processing 4053. 

gene expression, transformed cells 4035. 

genes. transcription, cell-free system 185. 

infected. HeLa cells, detection-nuclear/viruses-associated 
RNA, ribonucleoproteins 143. 

infected, HeLa cells, late transcription unit, MRNA, 
arrangement 2784. 

infected cells, RNA levels 791. 

infection-HeLa cells, nucleoproteins complex, RNA 
transcripts/transcription, replication 5504. 

integration sites, DNA, hosts 4159. 

late DNA, transcription initiation sites 5602. 

late promoters, mRNA transcripts production 2854. 

late transcription unit, characterization 5194, 

precursors proteins, genes/mRNA, characterization 5193. 

promoters, transcription initiation, DNA nucleotide sequence 
requirement 4684. : 

radiation (u.v.)/radiation (y) damage, DNA repair-human 
xeroderma pigmentosum heterozygotes fibroblasts 2365. 

recombination sites-adenovirus (human) 5, localization 6487. 

replicating DNA, characterization 6167. 

mRNA, abundance control 6009. 

RNA, interaction-ribonucleoprotein (heterogeneous nuclear), 
HeLa cells 3803. 

mRNA, promoters/5’-terminus heterogeneity 6486. 

RNA biosynthesis, early infection 6420. 

mRNA biosynthesis, transformed cells 4038. 

RNA genes, transcription control regions 2974, 

RNA genes deletion mutant, construction 5309. 


mRNA 5'-terminus coding regions, nucleotide sequence 4153. 


RNA transcription, control regions 6429. 

RNA transcription, initiation, cell-free system 6410. 
mRNA transcription, regulation 5519, 

RNA transcripts, 5'-terminus capping 1427, 

RNA 9S, in vitro translation products, identification 830. 


3’-terminus non-coding regions, nucleotide sequence 2973. 

transcription, initiation-RNA polymerase 4055. 

transcription termination sites 3429. 

transformed cells, hamsters, DNA integration patterns 5601. 

wild-type/mutants, transforming regions mRNA, translation 
in vitro products characterization, comparison 1457. 

Adenovirus (human) 5, 

+ SV40, infected cells, heterologous DNA-proteins 
interaction 6685. 

adenosine (3'-deoxy)/adenosine (5’-deoxy), antiviral activity 
1306. 

DNA, containing clones, construction 1703. 

DNA, early regions, nucleotide sequence 1526, 5603. 

DNA, linkage-5’-terminus proteins 3841. 

DNA, 5’-terminus-bound proteins, characterization 1839. 

DNA biosynthesis, n-butyrate, effects on 3114. 

DNA biosynthesis, cells, man/monkeys 4263. 

DNA fragments, transformation-kidney cells, rats 1107. 

DNA-proteins complex, assembly intermediates, 
characterization 2590. 

DNA regions, nucleotide sequence 2239. 

DNA repair, N-methyl-N’-nitro-N-nitrosoguanidine 4788. 

DNA replication, role-DNA polymerase y, inhibition- 
dinucleoside triphosphates, mechanisms 5783. 

early RNA, translation-reticulocyte lysate, products analysis 
3510. 

endonuclease, purification/characterization 3174. 

gene expression, regulation, role- DNA-binding protein 4032. 

gene expression, transformed cells 4035. 

integrated DNA, gene expression regulation, transformed 
human cell lines 2840. 

late genes regions, expression, role-DNA replication 2839. 

recombination sites-adenovirus (human) 2, localization 6487. 

RNA biosynthesis, early infection 6420. 

RNA genes, transcription control regions 2974. 

mRNA 12S/mRNA 13S, characterization 3990. 

transformation defective mutant, mRNA biosynthesis 4037. 

transformed, cell lines, rats, RNA translation-cell-free 
system, products analysis 3511. 

wild-type/mutants, transforming regions mRNA, translation 
in vitro, products characterization, comparison 1457. 

Adenovirus (human) 6, 

DNA, replication-Xenopus laevis oocytes 4264. 

DNA, restriction endonuclease fragments cloning, plasmids 
vectors characterization 6605. 

DNA restriction endonuclease fragments, cloning-plasmid 
pBR322 6615. 

DNA sequence, transformed cells, rats 6489. 

Adenovirus (human) 7, 

DNA. early regions, nucleotide sequence 5603. 

DNA. endodeoxyribonuclease BglII fragments, nucleotide 
sequence 935. 

DNA fragments transformed cell lines, rats, MRNA, 
characterization 2039. 

Adenovirus (human) 12, 

antigens mRNA, in vitro translation 2131, 

DNA, early regions, nucleotide sequence 5603. 

DNA, integration/methylation, transformed cells, hamsters 
4157, 

DNA, integration sites, transformed cell lines/tumour cells, 
hamsters 2236, 

DNA, integration sites, transformed cells, hamsters/rats 
4156. 

DNA, recombinants-KB cells DNA, characterization 5604. 

DNA, transforming regions, mRNA, mapping 2976, 

DNA biosynthesis, BHK-21 cells, stimulation-antigen T 
fractions 1620. 
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Adenovirus (human) 12,(continued) 
early gene expression products, mRNA, characterization 233. 
early genes products, identification/mapping 829. 
transformation genes, nucleotide sequence/transcription/ 
integration 4154. 
transformed cell lines, hamsters, revertants, DNA integration 
sites. characterization 2237. 
Adenovirus (murine), 
DNA replication 5269. 
Adenovirus (simian), 
DNA. restriction endonuclease mapping 6488. 
Adenovirus (simian) SA7, 
DNA, restriction endonuclease fragments cloning, plasmids 
vectors characterization 6605. 
DNA restriction endonuclease fragments, cloning-plasmid 
pBR322 6615. 
DNA sequence, transformed cells, rats 6489. 
Adenovirus (simian) SV20, 
DNA, transformation-embryo cells, rats 6613. 
Adenovirus (simian) 7, 
DNA, replication-Xenopus laevis oocytes 4264. 
DNA biosynthesis, cells, man/monkeys 4263. 
DNA replication/transcription 5673. 
Adenyly!-(3’,5’)-adenosine, 
conformation, c.d. 657. 
1,N®-etheno derivatives, stacking 1935. 
interaction-caffeine, n.m.r. 689. 
methylated, stacking properties 687. 
Adenylyl-(3’,5’)-3'-O-methylguanosine, 
synthesis 5433. 
Adenylyl-(3’,5’)-Uridine phosphate, 
photoaffinity labelling-Escherichia coli RNA polymerase 
4868. 
Adenylyl-(2’,5’)-uridylate, 
n.m.r./c.d. 5911. 
Adeturone, 
effects on post-irradiation DNA repair, Escherichia coli / 
_ human lymphocytes 1029. 
ADP, 
conformation, theories 1316. 
photoaffinity labelling-Escherichia coli RNA polymerase 
4868. 
ADP dihydrate, 
potassium salts, structure, X-ray dirfraction 2694, 2695. 
ADP-ribose, ‘ 
binding-elongation factor 2, Halobacterium cutirubrum / 
Methanobacterium thermoautotrophicum / Sulfolobus 
acidocaldarius /Thermoplsma acidophilum , catalysis- 
diphtheria toxin 1380. 
Adrenocorticotropin, 
+ f-lipotropin, precursors, mRNA, tumours, man, 
identification 4090. 
analogues, effects on polyribosomes, cortex, brain, rats, 
hypophysectomy 3419. 
analogues, effects on polyribosomes, liver, rats, 
hypophysectomy 3418. 
effects on RNA biosynthesis/protein biosynthesis, brain, 
review 5851. 
Adriamycin, 
DNA damage, human lymphoblastoid cell lines 4101. 
effects on DNA repair, radiation, mice, adriamycin 5279. 
induced, DNA single-stranded breakage, relationship- 
cytotoxicity 899. 
interaction-chromatin DNA, conformation, effects on 4404. 
Aedes aegypti, 
accessory gland, DNA biosynthesis/RNA biosynthesis/ 
protein biosynthesis 1616. 
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midgut cells, free/membrane-bound ribosomes, quantitation 
2764, 

RNA biosynthesis, cytosine arabinoside, effects on 669. 

Aedes albopictus, 

cell lines, production-vesicular stomatitis virus defective- 
interfering particles 2842. 

vesicular stomatitis virus replication, methionine deprivation, 
effects on 6424. 

Aedes triseriatus, 

bunyavirus transmission, role-virions glycoproteins RNA 
5542. 

Aeromonas punctata, 

rRNA 3’-terminus, structure 5089. 

Aflatoxin B1, 

adducts-DNA, Salmo gairdnerii embryos/liver 2924. 

binding-DNA, effects on templates activity 281. 

binding-DNA, liver, rats/mice/pigs 2925. 

binding-DNA, nucleosomes, Salmo gairdnerii liver 2183. 

DNA adducts, formation/removal, embryo fibroblasts, mice, 
effects on-cells viability 876. 

DNA adducts, patterns, liver, rats 3532. 

effects on translation, cell culture, kidney, monkeys/liver, rats 
275M 

enhancement-guanine (O°-methyl) removal, DNA repair, 
liver, rats 6578. 

inhbition-RNA biosynthesis, nucleoli, liver, rats, mechanisms 
6018. 

inhibition-poly (A) containing/lacking RNA biosynthesis, 
liver, rats 2869. 

metabolites, binding-DNA, liver, rats 880. 

metabolites, damage-Escherichia coli DNA, effects on recA 
gene 4108, 

Aflatoxin M1, 

binding-DNA, liver, rats 2925. 

Aflatoxins, 

adducts-DNA, liver/kidney, rats/mice 5569. 

Agaricus bisporus, 

mushroom bacilliform virus, single-stranded RNA, 
purification/characterization 154. 

RNA polymerase II, metals cations, effects on 3203. 

Age, 

effects on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, mitochondria, brain regions, rats 1671. 

effects on DNA/DNA-RNA hybrids autoantibodies, New 
Zealand mice 5361. 

effects on DNA replication, liver, rats 1066. 

effects on DNA replication, spleen, rats 480. 

effects on DNA replication, spleen/kidney, rats 3123. 

effects on DNA single-stranded breakage, normal/ 
regenerating liver/kidneys, rats 305. 

effects on histones-DNA ratio, Triticum durum roots 571. 

effects on Raphanus sativus cotyledons rRNA gene 4619. 

effects on RNA biosynthesis/protein biosynthesis, human 
fibroblasts 3484. 

effects on RNA biosynthesis/protein biosynthesis, oocytes, 
rats 4612. 

effects on RNA content relationship-cells volume, human 
embryos mesenchyme cell lines 223. 

effects on RNA metabolism, liver, rats 3483. 

Agmenellum quadruplicatum, 

DNA-mediated transformation, characterization 1730. 

Agrobacterium, 

plasmids, transformation-Petunia protoplasts 1078. 

Agrobacterium rhizogenes, 

plasmids, nucleotide sequence homology 5582. 

plasmids, structure/function, comparison-Agrobacterium 
tumefaciens 2219. 
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Agrobacterium tumefaciens, 

DNA-unwinding protein, purification/characterization 3836. 

plasmids, structure/function, comparison-A grobacterium 
rhizogenes 2219. 

tRNA, uridine (2-thio) derivatives, changes 5442. 

RNA polymerase, isolation/characterization 3196. 

Ti plasmid, fragments cloning/characterization/expression- 
Escherichia coli 1096. 

Ti plasmid, genes insertion 6609. 

Ti plasmid, insertion-transposon Tn7 1724. 

Ti plasmid, segments, location-DNA, crown gall cell lines 
404. 

Ti plasmid, transformation-plants cells 3742. 

Ti plasmid DNA, detection-Nicotiana tabacum cell lines 858. 

Ti plasmid transformed Nicotiana tabacum cells, crown gall 
DNA, structure 2256. 

transformed, Nicotiana tabacum , nuclei, location-Ti plasmid 
1483. 

Agrotis segetum, 

granulosis virus, DNA structure 4167. 

AKR leukaemia, 

immunosuppression-cell surface DNA, suppressor cells, mice 
3133% 

AKR leukaemia virus, 

DNA, structure/infectivity, cell lines, mice 4162. 

genomes, integration-mice, tumours DNA analysis 6490. 

proviruses, DNA sequence, detection-mice 3526. 

RNA, nucleotide sequence, comparison-Gross leukaemia 
virus 2040. 

Albumin, 

genes. mice, structure 6138. 

mRNA, cloned, serum, rats, nucleotide sequence 4563. 

mRNA, levels, yolk sac/liver, foetuses/neonates, rats 1470. 

mRNA, liver, chickens, translation efficiency 4627. 

mRNA, liver, rats, partial hepatectomy/laparotomy, effects 
on 2868. 

mRNA, rats, nucleotide sequence homology-a-foetoprotein 
6405. 

Alcaligenes faecalis, 

ATP-dependent deoxyribonuclease, reaction mechanisms 
4356. 

Alcohol dehydrogenase, 

gene expression, Saccharomyces cerevisiae , transposons, 
effects on 4341. 

genes. Drosophila , nucleotide sequence/localization-introns 
5648. 

mRNA, Saccharomyces cerevisiae , accumulation, gene 
regulation 5994, 

mRNA, Zea mays , translation in vitro 2904. 

mRNA/complementary DNA clones, Drosophila 
melanogaster , isolation/characterization 2136. 

Aldosterone, 

effects on RNA polymerase activity, mitochondria, kidney, 
rats 200. ‘ 

Alfalfa mosaic virus, 

RNA, activation-coat protein 6688. 

RNA replication, Vigna protoplasts 5117. 

RNA 5'-terminus/RNA 3 intercistronic region, nucleotide 
sequence 2055. 

RNA 1. termination codons 131. 

RNA 1, termination codons translation-tR NA Glu 1342. 

RNA 3. 5/-terminus, binding-ribosomes 3966. 

RNA 4. complex-coat protein dimers 1843. 

aes 3’-terminus, coat protein binding sites localization 

RNA 4, 3/-terminus fragments, binding-virions 1844, 

strains. RNA 4, 5'-terminus non-coding regions, nucleotide 


sequence homology 773. 
Alkaline phosphatase, 
genes, Escherichia coli , cloning 1719. 
Alkaloids, 
intercalation-DNA, Rana erythrocytes 1506. 
8-Alkoxypsoralen, 
interaction-thymine, DNA intercalation models 4452. 


Allium cepa, 

light-induced sister chromatid exchange, relationship-cell 
cycle 2573. 

Allium sativum, 

roots meristems, DNA biosynthesis during cell cycle 1618. 

Allomyces macrogynus, 

mitospores, protein biosynthesis during germination 721. 

mitospores, RNA biosynthesis, during germination 802. 

Allopurinol, 

effects on uracil (5-fluoro) antitumour activity/toxicity, mice/ 
rats 31, 

Aluminium, 

interaction-DNA 2166, 4642. 

a-Amanitin, 

effects on nuclear polyhedrosis virus RNA biosynthesis, 
Heliothis zea /Spodoptera frugiperda 5521. 

effects on ribonucleoprotein (heterogeneous nuclear), liver, 
rats 1802. 

effects on RNA biosynthesis, pineal body, rats, comparison- 
actinomycin D/cordycepin 2867. 

effects on rRNA precursors transcription, Rous sarcoma 
virus transformed cells, chickens 5538. 

inhibition-RNA biosynthesis, Triticum aestivum embryos 
822. 

inhibition-RNA polymerase I/RNA polymerase II, yeasts 
4369. 

Ameiurus nebulosus, 

liver, vitellogenin mRNA, translation-cell-free system, 
products, characterization 2888. 


Amino acids, 

see also specific acids 

effects on RNA biosynthesis, Neurospora crassa 2106. 

starvation, Mucor racemosus , effects on RNA biosynthesis 
804. 

Amino acids (aromatic), 

biosynthesis, Escherichia coli , relationship-tRNA 
modification 93. 

2-Amino-dipyrido[ 1,2-a:3',2'-d]imidazole, 

interaction-calf thymus DNA 1497. 

9-Aminoacridine, 

binding-dinucleoside phosphates 3920. 

complex-DNA + polynucleotides, e.s.r. 277. 

complex-DNA, fluorescence decay 295. 

Hy aot A polymerase I/RNA polymerase II, liver, rats 
2482. 

intercalation-DNA 2217. 

poly (A)-bound, fluorescence decay 3921. 

2-Aminoanthracene, 

induced DNA biosynthesis alterations, tissues, rats, 
lithocholic acid, effects on 481. 

p-Aminobenzoic acid, 

interaction-DNA, liver, mice 905. 

2-Amino-5,6-dihydro-4-n-1,3-thiazine, 

radioprotection-DNA 2195. 

S-(2-Aminoethyl)isothiourea, 

radioprotection-DNA 2195. 
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2-Aminofluorene, 

binding-DNA, liver, rats 2181. 
binding-guanosine (deoxy), n.m.r. 1888. 
metabolism, DNA repair, liver, rats 5697. 
modified, dinucleotides, c.d./n.m.r. 1934. 


modified, guanosine/GMP/dinucleotides, conformation 1300. 


6-Aminolaevulinate, ; 

effects on catalase MRNA levels, Saccharomyces cerevisiae 
6-aminolaevulinate synthase defective mutant 240. 

6-Aminolaevulinate synthase, 

defective mutant, Saccharomyces cerevisiae , catalase 
mRNA levels, 6-aminolaevulinate, effects on 240. 

6-Aminolaevulinic acid, 

mRNA. Cucumis sativus , RNA biosynthesis/protein 
biosynthesis inhibitors/adenine (benzy)), effects on 853. 

9-Amino-10-methylacridinium, 

complex-DNA, fluorescence decay 295. 


4'-(Aminomethy])-4,5’,8-trimethylpsoralen, 

cross-linking-DNA, kinetics 3533. 

4'-Aminomethyltrioxsalen, 

modification-reovirus 3 RNA, cations, effects on 6384. 

trans-4-Aminostilbene, 

derivatives, binding-DNA, rats, relationship-toxicity/ 
carcinogenicity 2926. 

2-Amino-1,3,4-thiadiazole, 

inhibition-Sindbis virus replication, mechanisms 5123. 

2-Amino-2-thiazoline, 

radioprotection-DNA 2195. 

Ammonia, 

reaction-uridine (2-alkoxy)/uridine (4-alkoxy) 2646. 

Amoeba discoides, 

DNA polymerase, templates specificity 1786. 

low molecular weight RNA, transfer-Amoeba proteus 2128. 

Amoeba proteus, 

DNA biosynthesis, refeeding, effects on 3722. 


transfer-A moeba discoides low molecular weight RNA 2128. 


AMP, 

complex-manganese, structure, n.m.r. 2693. 

complex-polyribonucleotide synthetase, structure 4387. 

conformation, theories 1315. 

interaction-poly (U), spectroscopy (i.r.) 694. 

reaction-methylmercury perchlorate/cis-dimethylgold 
perchlorate/dichloroethylenediamine palladium II/trans- 
dichlorodiammine palladium II/ci-dichlorodiammine 
platinum II/trans-dichlorodiammine platinum II/tetray- 
acetato-dirhodium II, spectroscopy (Raman) 674. 

AMP (2'(3’)-aminoacy)), 

analogues, inhibition-protein biosynthesis 3901. 

AMP (cyclic), 

binding, proteins, stimulation-poly (A) RNA biosynthesis, 
chick embryos cartilage, mechanisms 1419. 

content, liver, rats, relationship-protein biosynthesis/ 
ribosomal proteins phosphorylation 5475. 

effects on Dictyostelium discoideum mRNA biosynthesis/ 
stability 6413. 

effects on tRNA (formylmethiony!) deacylase, reticulocyte 
lysate, rabbits 1968. 

effects on RNA polymerase Escherichia coli interaction- 
catabolite activator protein 1775. 

inhibition-DNA biosynthesis, adrenocortical cells, cattle, 
kinetics 2409. 

AMP (dibutyryl cyclic), 

+ isoproterenol, effects on lactate dehydrogenase mRNA, 
glioma cells, rats 2148. 
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AMP (peptidyl), 

analogues, Escherichia coli ribosomes donors 3363. 

AMP arabinoside, 

antiviral activity-simian varicella virus-infected Erythrocebus 
patas /Cercopithecus aethiops 660. 

conjugate-asialofetuin, inhibition-DNA biosynthesis, 
ectromelia virus-infected hepatocytes, mice 456. 

cytotoxicity-BHK cells, comparison-adenine arabinoside 
1907. 

effects on-herpes simplex virus/varicella-zoster virus/ 
cytomegalovirus, comparison-hypoxanthine arabinoside/ 
adenine arabinoside 3354. 

interaction-adenosylhomocysteinase 3900. 

dAMP, 

3’-terminus labelling-DNA 4666. 

Amphetamine, 

effects on DNA biosynthesis, brain, rats 5289. 

Amphotericin B, 

inhibition-DNA biosynthesis, Chinese hamster cells 4305S. 

Amylase, 

genes/mRNA, pancreas, rats, structure 4741. 

mRNA, pancreas/salivary gland/liver, mice, 
characterization, use-cloned complementary DNA 783. 

a-Amylase, 

genes, Bacillus subtilis , cloning 6238. 

genes, mice, transcripts mRNA, polyadenylation sites 5112. 

mRNA, cloned complementary DNA, pancreas, rats, 
nucleotide sequence 389. 

mRNA, content, Bacillus subtilis , relationship-a-amylase 
production 834. 

mRNA, genes, salivary gland/liver, mice, nucleotide 
sequence analysis 4216. 

mRNA, liver/salivary gland, mice, nucleotide sequence, 
comparison 3467. 

mRNA, pancreas/salivary gland, mice, nucleotide sequence 
IWS 

Anabaena, 

glutamine synthetase genes, cloning/expression-Escherichia 
coli 6632. 

Anabaena cylindrica, 

endodeoxyribonuclease Asul/endodeoxyribonuclease Asull/ 
endodeoxyribonuclease AsullI, purification/characterization 
4358. 

Anabaena variabilis, 

heterocysts/spores, DNA content 866. 

nucleoids, composition 1229. 

Anacystis nidulans, 

endodeoxyribonuclease, induction-phage AS-1, purification/ 
characterization 5764. 


tRNA Leu, nucleotide sequence 6353. 

Androgens, 

see also Testosterone, etc. 

effects on nonhistone proteins binding-DNA, prostate, rats 
4439, 

receptors, prostate, rats, binding-DNA/RNA/chromatin 
4446, 

regulation-DNA-unwinding protein, prostate, rats 4933. 

Angelicin, 

+ radiation (u.v.), treated, human fibroblasts, DNA repair 
450, 

Angiotensin, 

genes, synthetic, expression-Escherichia coli 1723. 

Aniline, 

derivatives, DNA damage, mammalian cells/mutagenicity, 
Salmonella typhimurium 2952. 
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N-(4-Anilino-1-naphthyl)bromoacetamide, 

reaction-uridine (4-thio)/uridine (2-thio), fluorescence 1894. 

Anopheles stephensi, 

satellite DNA, location-chromosomes/replication 5640. 

Antheraea polyphemus, : 

chorion genes, structure/organization, use-recombinant 
DNA 3630. 

chorion genes, structure/organization/evolution 3011. 

chorion proteins precursors mRNA, translation-cell-free 
system, products characterization 839. 

follicles, transcription, in vitro 2861. 

pupae, DNA biosynthesis, development, effects on 5263. 

Antheridiol, 

effects on Achlya ambisexualis mRNA 199. 

Anthracycline antibiotics, 

production, Streptomyces galilaeus , role-guanosine-5'- 
diphosphate-3'-diphosphate/adenosine-5'-triphosphate-3'- 
diphosphate 676. 

Anthramycin, 

adducts-DNA, structure 301. 

adducts-DNA, structure/characterization 4125. 

complex-DNA, characterization 4645. 

Antibiotics, 

see also specific compounds 

aritibiotic G418, selection-cloning vectors, eukaryotes 3735. 

antitumour agents, interaction-DNA, review 5853. 

antitumour antibiotics, binding-DNA, cytofluorometry 6071. 

binding-ribosomes, bacteria 2769. 

effects on translation, viruses infected cells 1371. 

inhibition-DNA polymerase, phage T4 wild-types/mutants 
5345. 

inhibition-protein biosynthesis, Escherichia coli cell-free 
system, kinetics 2742. 

Antibodies, 

bound. DNA fragments, immune complexes, systemic lupus 
erythematosus, isolation/characterization 4255. 

chemicals-modified DNA, rabbits, specificity 2526. 

chromatin/nonhistone proteins, thymocytes, rats, isolation/ 
characterization 6660. 

complex-DNA, complement fixation, assays 3240. 

DNA. enzyme-linked immunosorbent assay 2529. 

DNA, low molecular weight complex-polynucleotides, 
systemic lupus erythematosus 5791. 

DNA. mice, production-somatic cell hybrids 2530. 

DNA, radiation (u.v.), assays 4893. 

DNA, systemic lupus erythematosus, man, assays 4894. 

DNA/nuclear antigen, assays 4896. 

DNA Z-form, rabbits/mice 6659. 

double-stranded DNA, detection, methodology 2528. 

double-stranded DNA, radioimmunoassay 5360. 


double-stranded DNA, serum, systemic lupus erythematosus, 


man, purification/characterization 3239. 

double-stranded DNA, spleen cells, mice, radioimmunoassay 
4895. 

double-stranded RNA, enzyme-linked immunosorbent assay 
2525% 

Escherichia coli ribosomal subunit 50S, production/ 
characterization, hybridoma cell lines 1186. 

fragments, subunits-specific, inhibition-Escherichia coli 
RNA polymerase 6647. 

human, complex-double-stranded DNA, dissociation, pH 
effects 2527. 

monoclonal antibodies, inhibition-influenza A virus RNA 
transcription 6421. 

monoclonal antibodies, RNA polymerase II, Drosophila 
melanogaster , characterization 3799. 

nucleosomes, erythrocytes, chickens, production-rabbits 
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1187. 

poly (A), myasthenia gravis, man 6292. a ws 

poly (A), systemic lupus erythematosus/rheumatoid arthritis, 
assays 5789. 

poly (I.C), rabbits, production 4891. 

reaction-denatured DNA, human systemic lupus 
erythematosus serum, role-secondary structure 1795. 

ribosomes, immunofluorescence 559. 

RNA, hybridoma cells, purification 6658. 

single-stranded/double-stranded DNA, fluorescence 
immunoassays 6293. 

Antigen t, 

genes, polyoma virus DNA, organization 4178. 

Antigen T, 

associated, DNA-unwinding protein, SV40 1832. 

fractions, stimulation-adenovirus (human) 12 DNA 
biosynthesis, BHK-21 cells 1620. 

genes, polyoma virus DNA, organization 4178. 

like, proteins, SV40, binding-regulatory mutant DNA 4443. 

oligomers, SV40, binding-DNA 6687. 

polyoma “irus, regulation-DNA integration, transformed 
cells 4837. 

regulation-SV40 early transcription, in vitro 1428. 

related, proteins, SV40, binding-DNA 5394. 

role-SV40 gene expression regulation 4032. 

SV40, DNA binding affinity 4444. 

SV40, interaction-homologous/heterclogous DNA 6686. 

Antigens, 

antigen T, expression, SV40 deletion mutant 515. 

antigen T, mRNA, SV40-transformed cell lines, rats, 
mapping 3448. 

complementary DNA, foot-and-mouth disease virus, cloning/ 
expression-iEscherichia coli plasmid pBR322 3750. 

DNA polymerase, avian reticuloendotheliosis virus/C-type 
virus, comparison 565. 

genes, carrying, plasmid K99 fragments, cloning/expression 
1693 

genes, lymphocytes T, mice, mapping 5658. 

genes, Trypanosoma brucei , analysis, use-complementary 
DNA 3615. 

genes, Trypanosoma brucei , rearrangement 3616. 

genes, Trypanosoma brucei , structure, analysis 3617. 

hepatitis B 6 antigen, hepatitis B virus, association-RNA, 
serum, infected monkeys 1841. 

histocompatibility antigens, complementary DNA clones, 
man, isolation/nucleotide sequence 4897. 

ribonucleoproteins, thymus, rabbits, purification/ 
characterization 4898. 

ribosomes, Trypanosoma cruzi , role-RNA 4391. 

mRNA, Trypanosoma brucei , complementary DNA cloning/ 
characterization 5631. 

stimulation-deoxyribonuclease activity, lymphocytes 564. 

surface antigen, mRNA, Trypanosoma brucei , isolation/ 
characterization 835, 

thymus-leukaemia, mRNA, mice, isolation/translation-wheat 
germ cell-free system, products characterization 2146. 

Trypanosoma brucei , complementary DNA, nucleotide - 
sequence 2999, 

variant surface antigen, mRNA, Trypanosoma brucei , 
purification/translation-cell-free system 237. 


Antipain, 


effects on sister chromatid exchange, Chinese hamster V79 
cells 596. : 

Antirrhinum majus, 

mutants, rRNA/plastids DNA, characterization 3039. 
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Antitumour agents, 

see also specific compounds 

antibiotics, interaction-DNA, review 5853. 

binding-DNA 3863. 

interaction-DNA/RNA, cells, in vitro 4659. 

Antitumour antibiotics, 

BBM-928A, intercalation-DNA, phage PM2/calf thymus 
2233. 

Antiviral agents, 

see also specific compounds 

complex-DNA/RNA, review 5857. 

nucleosides analogues, effects on retrovirus particles 
induction, BALB/3T3 cells, mice 4468. 

Aphelasterias japonica, 

chromatin organization, role-histone H2b 3255. 

Aphidicolin, 

effects on DNA repair, HeLa cells 5704. 

effects on DNA replication/DNA repair, ascites tumour 
cells, mice 3129. 

effects on uridine (5-iododeoxy)/uridine (5-bromodeoxy) 
retrovirus induction 1911. 

inhibition-calf thymus DNA polymerase a 3221. 

inhibition-DNA biosynthesis, cells, mice, nucleosides, effects 
on 1647. 


inhibition-DNA biosynthesis, mastocytoma cells, mice 3110. 


inhibition-DNA polymerase a, eukaryotes 4877. 

inhibition-DNA polymerase a-like activity, Oryza sativa , 
cells 554. 

inhibition-DNA polymerase I/DNA polymerase II, 
Saccharomyces cerevisiae 1169. 

inhibition-DNA repair, radiation (u.v.) damage, fibroblasts, 
man 6189. 

inhibition-herpes simplex virus-induced DNA polymerase/ 
cellular DNA polymerase a 2490. 

inhibition-herpes simplex virus 1/vaccinia virus DNA 
polymerase, mechanisms 2495. 

Apocytochrome b, 

mRNA. Saccharomyces cerevisiae , processing 5996. 

- Apoferredoxin, 


mRNA, Clostridium pasteurianum , assays/purification 235. 


Apolipoprotein E, 
mRNA, liver, rats, in vitro translation 5459. 
Apothioneins, 
effects on heavy metals inhibition-RNA biosynthesis, liver, 
mice 5535. 
Arabidopsis thaliana, 
DNA, cloning-Escherichia coli , stability 4346. 
Arabinosides, 
see also specific arabinosides 
synthesis 2658. 
Arachidonic acid, 
role-DNA biosynthesis initiation, liver cells, rats 2407. 
_ Arachis hypogaea, 
-DNA. characterization 405. 
Arginosuccinate synthetase, 
genes. man, expression-Chinese hamster cells 527. 
mRNA, levels, canavanine-resistant cells, man 5152. 
Arginyltransferase, 
activity. brain, rats, stress, effects on 2733. 
Aristeromycin, 
induction-DNA biosynthesis, 3T3 cells 1657. 
Aromatic-L-amino-acid decarboxylase, 
mRNA, induction-ecdysterone, Drosophila melanogaster 
241. 
Arsenic, 
| effects on DNA biosynthesis fidelity in vitro 465. 


Artemia, 

cyst, cytoplasmic membranes-associated poly (A)-containing 
RNA 2596. 

larvae, rRNA gene, restriction endonuclease mapping 4201. 

tRNA )N-acetylphenylalany!) hydrolase, characterization/ 
evolution 5924. 

RNA polymerase I/RNA polymerase II/RNA polymerase 
III levels, during early larvae development 1162. 

Artemia salina, 

DNA biosynthesis, radiation (y)/2,4-bis-diazoacetylbutane, 
effects on 1045, 

embryos, DNA biosynthesis, developmental stages 3675. 

larvae, nuclei, RNA polymerase II, stimulation- 
aurintricarboxylic acid 5342. 

poly (A)-containing ribonucleoproteins, chromatography 
(affinity) 1190, 

polyribosomes, globin biosynthesis, immunoprecipitation 
3952. 

ribonucleoprotein (heterogeneous nuclear), RNA-unwinding 
protein, characterization 5826. 

ribosomes, ricin, effects on 3965. 

Arthrobacter globiformis, 

synchronous culture, DNA biosynthesis/RNA biosynthesis/ 
protein biosynthesis 1614. 

Ascorbic acid, 

adducts-methyl glyoxal, inhibition-DNA biosynthesis/protein 
biosynthesis, epithelium cells 460. 

induction-sister chromatid exchange, Chinese hamster bone 
marrow 1217. 

inhibition-DNA binding-benzo(a)pyrene metabolites 2930. 

interaction-DNA, liver, rats 6075. 

Asialofetuin, 

conjugate-adenine arabinoside/AMP arabinoside, inhibition- 
DNA biosynthesis, ectromelia virus-infected hepatocytes, 
mice 456, 

Aspartate aminotransferase, 

mRNA, heart, chickens, translation-cell-free system, 
products characterization 244. 

Aspartate carbamoyltransferase, 

mRNA, liver, rats, translation-cell-free system, dietary intake/ 
fasting, effects on 6039. 

Aspergillus clavatus, 

ribonuclease, isolation 1136. 

ribonuclease, properties 3177. 

Aspergillus nidulans, 

clones homologous-RNA-poly (A) containing, selection 1731. 

DNA, mitochondria, mapping 6114. 

DNA repair-deficient mutant, mutation induction-benomyl 
4276. 

mitochondria, structural gene, nucleotide sequence 
organization 3002. 

poly (A)-containing RNA, regulation during development 
1416. 

tRNA genes, organization/nucleotide sequence 4196. 

rRNA 5S, nucleotide sequence 5093. 

Aspergillus niger, 

deoxyribonuclease, purification/characterization 4860. 

mycelia, rRNA levels during conidia formation 803. 

Aspergillus oryzae, 

endonuclease S, (Aspergillus), purification/characterization 
S73. 

endonuclease S, (Aspergillus), substrate specificity 1743. 

ribonuclease T,, complex-2'-GMP, crystallization 1142. 

ribonuclease T,, kinetics 4354, 

Aspergillus saitoi, 

ribonuclease, inactivation-iodoacetamide 3178. 
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Association factor I, 

inhibition-protein biosynthesis, Bacillus stearothermophilus , 
mechanisms 747. 

Ataxia telangiectasia, 

fibroblasts, radiation (y) DNA biosynthesis inhibition, 
relationship-DNA repair capacity 4286. 

ATP, 

analogues, effects on Escherichia coli RNA polymerase 
RNA biosynthesis initiation 5003. 

conformation, theories 1316. 

dependence-DNA biosynthesis, Bacillus brevis 
permeabilized cells 5296. 

effects on 2-mercaptoethanol inhibition-DNA replication, 
cells, mice 4312. 

mediated, DNA binding-6-hydroxymethylbenzo(a)pyrene/7- 
hydroxymethylbenz(a)anthracene 284. 

role-Escherichia coli DNA-unwinding protein activity 1238. 

role-Escherichia coli endodeoxyribonuclease EcoP 15 
cleavage mechanisms 3764. 

role-ribosomal subunit 40S binding/migration-mRNA 1982. 

ATP (3'-deoxy), 

effects on RNA release-nuclei, BHK cells 1320. 

ATP arabinoside, 

effects on ribonucleoside-triphosphate reductase, human cells 
1918. 

inhibition-DNA biosynthesis, leukaemia permeabilized cells, 
mice 5432. 

inhibition-DNA polymerase, hepatitis B virus 5347. 

inhibition-RNA biosynthsis, vesicular stomatitis virus 2682. 

interaction-adenosylhomocysteinase 3900. 

dATP, 

effects on ribonucleoside-triphosphate reductase, human cells 
1918. 

Aurintricarboxylic acid, 

binding-ribonuclease (pancreatic), cattle, mechanisms 616. 

stimulation-RNA polymerase II, nuclei, Artemia salina 
larvae 5342. 

Auromomycin, 

breakage-DNA strands, dithiothreitol/2-mercaptoethanol, 
effects on 1501. 

Autoantibodies, ; 

DNA/deoxyribonucleoproteins, assays 5362. 

DNA/DNA-RNA hybrids, New Zealand mice, age, effects 
on 5361. 

RNA. nucleotide sequence specificity 3235. 

Autoantigens, 

ribonucleoproteins, RNA, characterization 3800. 

Autographa californica, 

nuclear polyhedrosis virus, DNA, restriction endonuclease 
mapping 3589. 

nuclear polyhedrosis virus, DNA, transfection-Spodoptera 
Srugiperda /Trichoplusia ni cell lines 3753. 

Auxins, 

see also specific auxins 

effects on poly (A)-containing RNA biosynthesis, Glycine 
max hypocotyls 795. 

Avian erythroblastosis virus, 

activation-globin genes, embryo fibroblasts, chickens 792. 

DNA, cloning/characterization 2425. 

erb genie, characterization 5195. 

oncogenicity genes, expression 3486. 

mRNA. characterization 2785. 

RNA. characterization 3973, 3985. 

RNA. transformation genes, characterization 6386. 

transformation related nucleotide sequence, identification 
4164. 


transformed cells, globin genes regions, methylation patterns, 


comparison-normal erythroblasts, chickens 4726. 

Avian infectious bronchitis virus, 

ribonucleoproteins, characterization 4900. 

RNA, characterization/mapping 2042. 

RNA, oligonucleotides fingerprinting 5962. 

Avian leucosis virus, 

activation-onc gene, lymphoma induction 4589. 

induced, tumours, fibroblasts, mice, transforming genes 
detection 1705. 

induction-tumours, proviruses integration sites/RNA 
biosynthesis 5116. 

proviruses, DNA, deletion/integration 6492. 

RNA, characterization 3985. 

terminal repeats, recombination-chickens DNA 4689. 

tumours, bursa of Fabricius, RNA/DNA, analysis 4039. 

Avian leukaemia virus, 

RNA, characterization 3430. 

Avian myeloblastosis-associated virus, 

proteins, RNA binding affinity, role-intracellular processing 
1236. 

Avian myeloblastosis-associated virus 2, 

DNA, multiple integration sites, genomes, chickens 936. 

Avian myeloblastosis virus, 

activation-globin genes, embryo fibroblasts, chickens 792. 

defective particles, isolation/characterization, avian 
myeloblastosis virus-transformed myeloblasts, chickens 1528. 

DNA, characterization, comparison-cytoplasmic sequence, 
leukaemia myeloblasts, chickens 2244. 

DNA, physical properties/nucleotide sequence 2243. 

DNA polymerase, binding affinity-closed circular double- 
stranded DNA 3781. 

DNA polymerase (RNA-dependent), inhibition- 
phosphonoformic acid 2506. 

DNA polymerase (RNA-dependent), inhibition-ethidium 
bromide 3789. 

DNA polymerase (RNA-dependent), interaction-tRNA Trp/ 
Toe S792 

DNA polymerase (RNA-dependent), purification, 
chromatography (affinity) 3224. 

DNA polymerase (RNA-dependent), reaction-periodate- 
treated tRNA Trp 557. 

DNA polymerase (RNA-dependent), reverse transcription, 
RNA-DNA linkage 3672. 

DNA polymerase (RNA-dependent), transcription- 
mammary tumour virus RNA 4780. 

endogenous, expression-cells, chickens 1420. 

Bates re RNA binding affinity, role-intracellular processing 
1236. 

proviruses, DNA, integration sites, nucleotide sequence 
specificity 3581, 

are | DNA, substituted sequence, characterization 
1527. 

proviruses DNA, restriction endonuclease analysis 2241. 

proviruses DNA restriction endonuclease fragments, 
association-leukaemogenicity 2240. 

reverse transcription, DNA organization/structure 4258. 

Be characterization, proviruses DNA in vitro synthesis 

077. 

RNA, characterization, transformed cells 5485. 

RNA, characterization/gene expression 3431. 

mRNA, translation-Pisum cell-free system 1981. 

transi agc related nucleotide sequence, identification 

164. 

Avian myelocytomatosis virus, 

gag gene proteins mutants, transforming activity 3146. 

oncogenicity genes, expression 3486. 

transformation genes, homologues, detection, chickens 860. 
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Avian myelocytomatosis virus,(continued) 

transformation related nucleotide sequence, identification 
4164. 

Avian myelocytomatosis virus MC29, 

DNA transformation sequence, cloning 4834. 

RNA. characterization 3985. 

Avian reticuloendotheliosis virus, . 

DNA polymerase antigens, comparison-C-type virus 565. 

RNA, mapping 3974. 

transformation genes, identification 5605. 

Avian sarcoma virus, 

cloned DNA, nucleotide sequence 4690. 

DNA. cloning-phage 4, recombinants isolation/ 
characterization 1704. 

DNA, homology-Rous-associated virus 0, restriction 
endonuclease analysis 3594. 

DNA biosynthesis 3684. 

DNA biosynthesis/integration, mechanisms 4265. 

DNA polymerases (RNA-dependent), role-tRNA packaging 
3226. 

envelopes glycoproteins mRNA, size determination, 
methodology 1458. 

genes, nucleotide sequence homology-chickens 1529. 

infected, mammalian cells, DNA/RNA, structure 2242. 

proviruses, chickens, isolation/characterization 4163. 

proviruses, DNA duplication, transformed cells 6491. 

proviruses, integration-DNA, fibroblasts, chickens 3580. 

proviruses, integration sites, DNA, chickens 4210. 

proviruses, sequence, Rous sarcoma virus DNA 4688. 

proviruses RNA deletion, characterization 2041. 

reverse transcription 4779. 

reverse transcription, mechanisms 6198. 

RNA, structure 5078. 

RNA, structure, mapping, immunoelectron microscopy 758. 

tRNA Trp, structure/function, comparison-chickens 699. 

sre gene regions, nucleotide sequence 937. 

sre gene MRNA, translation-cell-free system 5143. 

transcription, Escherichia coli , initiation sites, localization 
5484. 

transforming genes, characterization 1390. 

transforming genes, products 3142. 

Avian sarcoma virus B77, 

protein biosynthesis, embryo fibroblasts, chickens, inhibition- 
adenosine (3-deaza) 4465. 

proteins, RNA binding affinity, role-intracellular processing 
1236. 

Azaserine, 

DNA damage, pancreas/liver, rats 6059. 

(4-Azidophenyl)glyoxal, 

tRNA-ribosomal proteins cross-linking, Escherichia coli 
ribosomal subunit 30S 3397. 


Baboon endogenous virus, 

DNA. cloning/structure 4691. 

DNA, mapping/integration sites, cell lines, dogs 2977. 

induction-uridine (5’-bromodeoxy), Papio cynocephalus cell 
lines 4997. © 

proviruses, DNA, nucleotide sequence variations 938. 

proviruses DNA, restriction endonuclease analysis 6493. 

Bacillis subtilus, - 

restriction-modification-phage SP10 DNA 3747. 

Bacillus brevis, 

DNA, cleavage-endodeoxyribonuclease PstI/ 


endodeoxyribonuclease Pvull, protection-DNA (cytosine-5-)- 


methyltransferase 4888. 


DNA replication, inhibition-streptolydigin/rifampicin 4809. 

germination/growth, RNA biosynthesis control-gramicidin S 
4598. 

permeabilized cells, DNA biosynthesis, ATP dependence 
5296, 

Bacillus centrosporus, 

endodeoxyribonuclease Benl, characterization 5334. 

Bacillus cereus, 

DNA-dependent adenosinetriphosphatase, purification/ 
characterization 1179. 

Bacillus globigii, 

endodeoxyribonuclease BgliIl, DNA recognition sequence 
1764, 1765, 1766. 

restriction endonuclease, isolation, methodology 6641. 

Bacillus licheniformis, 

penicillinase genes, nucleotide sequence 5620. 

penP gene, cloning/expression-Bacillus subtilis /Escherichia 
coli 4334, 

ribosomal subunit 50S, reconstitution, use-RNA 5S 3955. 

rRNA 55S, structure, n.m.r. 2796. 

rRNA 5S precursors, interaction-ribonuclease MS 2061. 

rRNA 5S precursors, nucleotide sequence analysis 774. 

Bacillus megaterium, 

DNA, binding-proflavine, kinetics, fluorescence relaxation 
279. 

DNA, circular electrophoresis 2165. 

plasmid pBM309, characterization 2223. 

plasmids, DNA, base composition/reassociation kinetics 
2958. 

plasmids, DNA, restriction endonuclease/denaturation 
mapping 2957, 

ribosomes, association-phospholipids 1364. 

spores-specific proteins, biosynthesis in vivo/in vitro 2741. 

transformation-plasmids 4327. 

Bacillus sphaericus, 

DNA methyltransferase genes, cloning-Escherichia coli 
5738. 

Bacillus stearothermophilus, 

DNA (cytosine-5-)-methyltransferase, purification/ 
characterization 4385. 

DNA polymerase, multiple forms, isolation/characterization 
5343, 

DNA polymerase I, purification/characterization 3784. 

protein biosynthesis, inhibition-association factor I, 
mechanisins 747, 

ribosomal protein L13-ribosomal protein L8 complex, 
stoichiometry/structure 1363. 

ribosomal subunit 50S, crystallization 3396. 

tRNA (arginyl) synthetase, kinetics 6360. 

tRNA (methionyl) synthetase, structure/activity, subtilisin/ 
trypsin digestion, effects on 101. 

tRNA acylation inhibition, effects on stringent response 5451. 

Bacillus subtilis, 

a-amylase genes, cloning 6238. 

a-amylase mRNA content, relationship-a-amylase 
production 834, 

apurinic sites-specific endodeoxyribonuclease, isolation/ 
characterization 1147. 

cell walls-associated DNA, characterization 3292. 

chromosomes, DNA-binding protein, purification/ 
characterization 4438. 

chromosomes, termini, radioactive labelling 1825. 

chromosomes DNA, termini labelling 601. 

chromosomes replication, coupling-cell division 4432. 

cloning, use-plasmids vectors 1080. 

cloning vectors, use-phage 1 3139. 

DNA + membranes complex, isolation 4941. 
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Bacillus subtilis, (continued) 

DNA, damage-pesticides 889. 

DNA, insertion-plasmid pC 194, effects on transformation 
6228. 

DNA. restriction endonuclease fragments, electrophoresis 
5158. 

DNA, transfer-Daucus carota protoplasts, mediation- 
liposomes 4839. 

DNA-binding protein, purification/characterization 3286. 

DNA cloning vectors, characterization 5731. 

dna gene temperature-sensitive mutant, mapping 349. 

DNA methylation, restriction endonuclease analysis, 
comparison-Escherichia coli 6589. 

DNA methyltransferase, characterization 6287. 

DNA polymerase III, role-phages DNA repair 1172. 

DNA replication initiation, role DNA-unwinding protein/ 
superhelix structure 6172. 

endodeoxyribonuclease (apurinic or apyrimidinic), DNA 
cleavage sites, determination 1771. 

endodeoxyribonuclease (apurinic or apyrimidinic), 
purification/characterization 3182. 

exodeoxyribonuclease V, substrate specificity/ 
adenosinetriphosphatase activity 4863. 

leucine biosynthesis genes, transformation-cell lines, mice 
6241. 

mutants, post-replication DNA repair, radiation (u.v.) 1624. 

mutants, post-replication DNA repair, relationship- 
transduction 1625. 

nucleoids, assimilation-single-stranded DNA fragments 5396. 

nucleoids, DNA, organization 2595. 

permeabilized cells, DNA replication, use-mercury- 
substituted nucleotides substrates 5674. 

phage g1, DNA, restriction endonuclease mapping 4145. 

phage 9105, transduction phages, construction/ 
characterization 1099. 

phage SP, DNA methyltransferase genes, identificatin 2910. 

phage SPP1, DNA, structure, relationship-transfection 
activity 4177. 

phage SP02/phage @3T/phage p11 cloning vectors 1104. 

phage 2C, DNA replication, macromolecular biosynthesis 
inhibitors, effects on 5707. 

plasmid pUB110 restriction-modification, effects on 
transformation/transduction 3755. 

plasmids, cloning vectors, construction 5727. 

plasmids DNA transfer during transformation 496. 

plasmids transformation, fate-DNA 6224. 

processing-phage SP01/phage SP82 RNA 4031. 

radiation (u.v.)-treated transforming DNA, post-replication 
DNA repair 3693. 

restrictior-modification, effects on DNA transformation/ 
transfection 1115, 1116. 

ribonuclease, rRNA 5S precursors nucleotide sequence 
recognition 1746. 

ribonuclease P, RNA components, characterization 1143. 

ribosomal proteins, conformational analysis 108. 

ribosomal proteins, sporulation, effects on 109. 

RNA, poly (A) sequence 3455. 

RNA biosyrithesis/guanosine tetraphosphate/guanosine 
Oa oe levels, protein biosynthesis inhibition, effects 
on 2102. 

RNA polymerase subunits, interaction-Escherichia coli 
RNA polymerase cores 3769. 

tRNA Lys, uridine (S-(carboxymethylaminomethy])-2-thio), 
structure 4464, 

tRNA Met. nucleotide sequence 700. 

tRNA nucleosides, modification-uracil (S-fluorc) 3342. 

RNA polymerase, heterogeneity 6269. 


RNA polymerase, multiple forms, poly (A.U) synthesis 
activity 2478. 

RNA polymerase, promoters selectivity, d-factor, effects on 
3195. 


RNA polymerase, promoters sites utilization, phage 929 
DNA, specificity 1160. 

RNA polymerase, purification/characterization 3776. 

RNA polymerase, transcription biosynthesis peptides mRNA 
in vitro, spore-forming bacteria 6430. 

RNA polymerase, transcription-poly (dT), stimulation-AMP 
5507. 

RNA polymerase promoters, nucleotide sequence 2990. 

RNA polymerase o-subunit, characterization 3775. 

RNA polymerase subunits, binding-DNA 6274. 

tRNA Tyr, nucleotide sequence 91. 

tRNA Tyr modification, relationship-sporulation initiation 
5024. 

tRNA Val, cross-linking-rRNA 16S, pyrimidine dimers 
formation 745, 

single-stranded DNA, characterization 6559. 

spontaneous transformation specificity 1717. 

spoOB gene/pheA gene-carrying DNA fragments, cloning 
4840. 

spores, heating, DNA single-stranded breakage 4132. 

spoOB gene, cloning/characterization 6240. 

transcription-exogenous/endogenous DNA templates, cold 
shock, effects on 799. 

transcription regulation proteins, sporulation 4058. 

transfection-phage 9105 DNA 6611. 

transfection-phage SPP 1, inhibition-phage pW-14 DNA 
4322. 

transformation, antitumour agents, effects on 1718. 

transformation-chromosomes DNA 3826. 

transformation/transfection-DNA, 4,5’,8-trimethylpsoralen- 
induced cross-linking, effects on 877. 

transforming DNA, inactivation-4,5’,8-trimethylpsoralen 
adducts 4106. 

Bacillus thuringiensis, 

crystals proteins genes, cloning/expression-Escherichia coli 
6239, 

DNA/RNA/proteins content, growth/cultivation, effects on 
1054. 

plasmid pVD 1/plasmid pVD2/plasmid pVD3, DNA, 
characterization 920. 

plasmids, isolation/characterization 4663. 

Bacteria, 

see also various species 

DNA, damage-freezing/drying 2204. 

DNA polymerase I, isolation 6651. 

luminescence, induction-acridine dyes/DNA intercalating 
agents 6558. 

operons, transcription attenuation, review 3877. 

phase variations, regulation-recombination, review 1872. 

protein biosynthesis, amino acids starvation, effects on, 
review 4955. 

radiation (u.v.) lesions, DNA replication blocking/recovery 
6190. 

Se ace (u.v.) resistance/mutagenesis, mediation-plasmids 

radiation (u.v.) resistance/mutagenesis, mediation-plasmids, 
mechanisms 5728. 

ribosomes, binding-antibiotics 2769. 

tRNA, occurrence-selenium, review 2621. 

RNA, processing, review 3855. 

translation, frameshift mutant suppression, review 6328. 
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Bacteriorhodopsin, 

mRNA, Halobacterium halobium , 5'-terminus nucleotide 
sequenice 6404. 

Bacteroides corrodens, 

strains, DNA homology 2991. 

Bacteroides fragilis, 

R factor pBF4, characterization 4142. 

Balbiani rings, 

Chironomus tentans , protein biosynthesis, products 
characterization 2744. 

Chironomus tentans , RNA, post-transcription 
polyadenylation 190. 

Chironomus tentans , RNA 75S genes, structure 3631. 

genes. Chironomus thummi , periodicity/tandem repeated 
sequence 2280. 

Barley yellow striate mosaic virus, 

genomes RNA, replication sites, characterization 2056. 

BCG, 

primed lymphocytes, DNA, isolation 867. 

Bean golden mosaic virus, 

DNA, isolation/characterization 951. 

DNA, restriction endonuclease analysis/infectivity 2988. 

Bean yellow mosaic virus, 

isolates, DNA homology 5619. 

Beneckea harveyi, 

rRNA 5S, nucleotide sequence 5970. 

Benomyl, 

induction-Aspergillus nidulans DNA repair-deficient mutant 
mutation 4276. 

Benz(a)anthracene, 

adducts-DNA/RNA, embryo cells, hamsters 2928. 

derivatives, binding-DNA 5167. 

diol epoxide, adducts-guanosine, hamsters embryo cells, 
structure 1301. 

Benzene, 

metabolites, effects on sister chromatid exchange, human 
lymphocytes 1220. 

Benzidine, 

binding-DNA/tRNA, role-prostaglandin endoperoxide 
synthetase 881. 

DNA damage, mice, in vivo, determination, methodology 
5561. 

induced, damage, liver/kidney, mice, DNA repair 1495. 

Benzo(a)pyrene, 

adducts-DNA, BALB/3T3 cells, mice 6060. 

binding-calf thymus DNA, epoxide hydrolase, effects on 
4109. 

binding-DNA, human skin, butylated hydroxyanisole, effects 
on 882. 

binding-DNA, rats, in vivo 5562. 

binding-DNA/RNA, fluorescence 2929. 

' binding-DNA/RNA/proteins, cells, hamsters 4647. 

binding-polydeoxyribonucleotides, induction-radiation (u.v.) 
5016. 

diol epoxide, binding-chromatin, erythrocytes, chickens 1209. 

diol epoxide, binding-DNA, mammalian cell culture 283. 

diol epoxide, binding-high mobility group nonhistone proteins- 
containing nucleosomes, erythrocytes, chickens 1206. 

diol epoxide, guanosine (N?-deoxy) adducts, error-free DNA 
repair, guanosine (N?-deoxy)/xeroderma pigmentosum 
human fibroblasts 1640. 

diol epoxide, modification-DNA, strands breakage sites 883. 

diol epoxide, reaction-DNA/nucleosomes 285. 

DNA adducts, assays 5563. 

DNA adducts formation, skin, mice 5564. 

effects on chromatin viscosity, hepatocytes, rats 4915. 

metabolites, binding-DNA, hepatocytes/microsomes 2927. 


metabolites, binding-DNA, inhibition-ascorbic acid 2930. 

metabolites, binding-DNA/RNA/histones, embryos cell 
lines, mice 6459, 

microsomes-mediated binding-DNA, magnesium, effects on 
1494, 

nucleosides/nucleoside (deoxy) adducts, separation- 
chromatography (high-performance liquid) 4457. 

substitution-guanine, DNA damage, carcinogenesis models 
1493, 

Benzo(a)pyrene 4,5-Oxide, 

induction-sister chromatid exchange/binding-DNA, human 
fibroblasts 2574. 

Benzoquinone, 

charge transfer complex-purines 4449. 

N-Benzoyloxy-N-methyI-4-aminobenzene, 

reaction-DNA/guanosine (deoxy) in vitro, adducts, 
characterization 282. 

Berberine, 

binding-DNA, pH, effects on 4655. 

Berenil, 

effects on kinetoplasts DNA tertiary structure, Trypanosoma 
cruzi , comparison-ethidium bromide/9-hydroxyellipticine 
361. 

induction-kinetoplasts DNA loss, Trypanosoma equiperdum 
2417. y 

Beta vulgaris, 

B-D-fructofuranosidase, solubility, DNA, effects on 1075. 

Betamethasone 17-valerate, 

effects on DNA biosynthesis, human skin fibroblasts 2393. 

BHK cells, 

DNA-binding protein, localization 1241. 

RNA polymerase II temperature-sensitive mutant, low 
molecular weight RNA biosynthesis 1448. 

temperature-sensitive mutant, DNA replication, G-phase, 
induction-SV40 A gene 6235. 

BHK-21 cells, 

rRNA 13S, 3/-terminus nucleotide sequence 1410. 

Biomphlaria alexandrina, 

DNA, isolation/base composition 2279. 

Bis-chloroethylnitrosourea, 

reaction-calf thymus DNA 2948. 

N,N’ -Bis(2-chloroethy!)-N-nitrosourea, 

reaction-DNA, products, identification 4126. 

1,3-Bis(2-chloroethyl)- 1-nitrosourea, 

induced sister chromatid exchange, mice 1822. 

BK virus, 

DNA, integration-transformed cells, mice/hamster, 
arrangement 5607. 

DNA, mapping, use-endodeoxyribonuclease Ddel 5606. 

DNA, structure, tumour cell lines, hamsters 5196. 

DNA structure, comparison-RF virus 2245. 

induced, tumour cells, hamsters, DNA, characterization 333. 

induced tumours, hamsters, occurrence-genomes DNA 3527. 

transformed cells/induction-tumours, DNA-DNA 
reassociation kinetics 6616. 

Black beetle virus, 

RNA, translation, products characterization 4077. 

RNA, translation-Drosophila melanogaster cell-free system, 
products analysis 4076. 

Blastomyces dermatitidis, 

RNA/DNA, precursors, non-specific incorporation 2083. 

Bleomycin, 

analogues, damage-phage PM2 DNA 2176. 

analogues, phage PM2 DNA single-stranded/double- 
stranded breakage 2917. 

cleavage-phage PM2 covalently closed circular DNA, 
potentiation-camptothecin 6468. 
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Bleomycin,(continued) 

complex-copper(II)/iron(III), binding-DNA 2931. 

complex-poly d(A-T) + metals, n.m.r. 1938. 

cross-linking-DNA 5577. 

damage-chromatin, preferences 6669. 

DNA repair, DNA polymerase III-dependent, Escherichia 
coli 3697. 

ferrous complex, reaction-DNA, kinetics 1488. 

fragmentation-DNA, phage PM2 303. 

induced, damage, Escherichia coli , DNA repair 1626. 

induced, DNA damage, hydroxyphenols, effects on 2947. 

induced, DNA damage, phage PM2, sites specificity 302. 

induced, DNA damage, yeasts, pH/incubation, effects on 
2946. 

interaction-DNA 2200. 

interaction-DNA, mechanisms, review 4954. 

mediated, nucleosomes DNA release, electrophoresis 6668. 


Bloom's syndrome, 

fibroblasts cell lines, DNA repair, N-acetoxy-2- 
acetylaminofluorene-induced damage 447. 

Blueberry leaf mottle virus, 

RNA. physicochemical properties 5968. 

Bombyx mori, 

DNA content during embryogenesis 1666. 

eggs, ribosomes dissociation, diapause 1998. 

eggs, rRNA biosynthesis during diapause termination 2112. 

fat body, mRNA, translation-wheat germ cell-free system 
2889. 

fibroin genes, 5'-terminus repetitive sequence 6521. 

tRNA Ala genes, transcription, in vitro, role-5’-terminus 
sequence 1435. 

mRNA methylation, development, effects on 4602. 

rRNA 18S genes 3’-terminus nucleotide sequence, 
comparison-Drosophila melanogaster /Escherichia coli 373. 

silk fibroin genes, nucleotide sequence organization 1561, 
1562. 

silk gland, fibroin genes transcription, during development 
Zlse 

silk gland, fibroin polyribosomes/ribonucleoprotein 
(messenger), isolation, use-hydroxystilbamidine isethionate 
2765. 

silk gland, fibroin mRNA biosynthesis, corpora allata, effects 
on 2085. 

silk gland, poly (A)-containing mRNA, complexity/diversity 
5499, 


silk gland, tRNA, nucleotide sequence/codons recognition 
2727. 

silk gland, tRNA Ser isoacceptors, characterization 4497. 

Bordetella pertussis, 

endodeoxyribonuclease, purification/characterization 1760. 

Boron, 

ions, irduction-chromosome aberrations, human 
lvmphocytes 608. ? 

Botryodiplodia theobromae, 

DNA/RNA content, sporulation, effects on 3118. 

Bottromycin A, 

effects on tRNA (aminoacyl) binding-ribosomes 4534. 

Bovine leucosis, 

effects on RNA biosynthesis, lymphocytes, blood/lymph, 
cattle 817. 

Bovine leukaemia virus, 

mee ed (RNA-dependent), detection, methodology 


proviruses, DNA, integration-lymphocytes genomes, cattle 
5) bp 


proviruses DNA, restriction endonuclease mapping 4692. 
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Bovine rhinotracheitis virus, 

strains, genomes, restriction endonuclease analysis, 
comparison-strains 5197. 

Bovine serum albumin, 

effects on orthophosphate incorporation-DNA, spleen, mice 
1063. 

Branched-chain-amino-acid aminotransferase, 

Escherichia coli , synthesis in vitro, use-transcription- 
translation systems 719. 

Brassica chinensis, 

turnip yellow mosaic virus-infected, RNA polymerase (RNA- 
dependent) 2486. 

Brassica nigra, 

satellite DNA, characterization 2307. 

Brassica oleracea, 

RNA polymerase I, purification/characterization 2484. 

Brassica pekinensis, 

turnip yellow mosaic virus nucleoproteins, biosynthesis/ 
assembly 6661. 

Brassica rapa, 

leaves, nuclei, cauliflower mosaic virus RNA biosynthesis 
2094. 

Brevibacterium ammoniagenes, 

DNA biosynthesis, manganese, effects on 1662. 

endonuclease I, fragmentation-chromatin, liver, rats 6635. 

Broad bean mottle virus, 

RNA, 3’-terminus secondary structure, comparison- 
cucumber mosaic virus 3450. 

Brome mosaic virus, 

cell-free system, translation-Drosophila melanogaster cell- 
free system 4076. 

RNA, 3’-terminus secondary structure, comparison- 
cucumber mosaic virus 3450. 

Bromocriptine, 

effects on DNA biosynthesis, oestrogen-induced pituitary 
tumours, rats 3727. 

effects on DNA biosynthesis, pituitary tumours, rats 6218. 

7-Bromomethylbenz(a)anthracene, 

treated, Chinese hamster clones, post-replication DNA repair 
3094, 

7-Bromomethyl-12-methylbenz(a)anthracene, 

adducts-adenosine (2'-deoxy), structure, X-ray 
crystallography 6340. 

N-Bromosuccinimide, 

modification-Escherichia coli ribosomal subunit 50S 3949, 

modification-tryptophan residues, deoxyribonuclease, 
pancreas, cattle 1145. 

Bromovirus, 

RNA, 3’-terminus secondary structure, comparison- 
cucumber mosaic virus 3450. 

Brucella, 

culture supernatants, RNA, isolation/properties 2062. 

Bruchidius obtectus, 

RNA biosynthesis, during early embryogenesis 2114. 

Bufo bufo, 

ribosomal subunit 40S/ribosomal subunit 60S, protein 
biosynthesis, cell-free system 3953. 

Bufo melanosticus, 

spermatozoa, DNA, isolation/electron microscopy 4724. 

Bulinus truncatus, 

DNA, isolation/base composition 2279. 

Bungarus fasciatus, 

sex chromosomes-associated satellite DNA, evolution/ 
conservation 377. 

Bunyavirus, 

RNA, characterization 3975. 

transmission-Aedes triseriatus , role-virions glycoproteins 
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Bunyavirus,(continued) 
RNA 5542. 
2,3-Butanedione, 
inactivation-Escherichia coli elongation factor Tu 3416. 
N-Butyl-N-(3-carboxypropyl) nitrosamine, 
induced DNA damage, inhibition-aromatic retinoids 2185. 
Butylhydroxytoluene, ‘ 
effects on DNA repair, radiation, temperature dependence, 
Chinese hamster cells 5702. 
3,5-di-tert-Butyl-4-hydroxytoluene, 
binding-DNA/RNA, liver, rats 287. 
N-n-Butyl-N-nitrosourea, 
reaction-calf thymus DNA, in vitro 4110. 
n-Butyrate, 
effects on DNA biosynthesis, adenovirus (human) 5 3114. 
effects on DNA biosynthesis, Epstein-Barr virus 3115. 


C.d., 

adenylyl-(3’,5’)-adenosine conformation 657. 

2-aminofluorene/2-acetylaminofluorene-modified 
dinucleotides 1934. 

calf thymus DNA conformation during transcription 2327. 

ColE1 superhelix 4245. 

DNA complex-Acipenser stellatus stellin A/stellin B 4251. 

DNA conformation 3054. 

DNA/DNA complex-poly(lysine) 1610. 

DNA films 3058. 

DNA interaction-poly(lysyl-phenylalanyl-lysine) 3052. 

DNA/nucleosomes cores heavy metals complex, structure 
2320. 

DNA/poly d(A-T).d(G-T) 1609. 

DNA restriction endonuclease fragments 6553. 

DNA/RNA interaction-rhodium 874. 

double-stranded RNA 2033. 

Escherichia coli initiation factor 1 binding-polynucleotides 
2014. 

Escherichia coli initiation factor 3 binding-polynucleotides/ 
oligonucleotides 1245. 

Escherichia coli \actose control regions-containing DNA 
restriction endonuclease fragments, B-form-A-form 
transition 2323. 

GMP complex-trimethylenediamine platinum II 68. 

guanosine (-6thio) nucleotide complex-myosin subfragments 
VST: 

2',5'-oligo (A)/adenylyl-(2’,5’)-uridylate 5911. 

oligo (dA)/poly (dA), stacking models 4487. 

oligonucleotides 678. 

phage pKZ DNA, physicochemical properties 1011. 

poly d(A.T) conformation, ionic strength, effects on 78. 


‘southern bean mosaic virus RNA 4555. 


Thermus thermophilus RNA polymerase, interaction-phage 
fd replicative form DNA promoters 2472. 

tingenone interaction-DNA, calf thymus/Clostridium 
perfringens /Micrococcus lysodeikticus BSS2: 

trinucleoside diphosphate/dinucleoside monophosphate 
stacking 1937. 

C-reactive protein, 

Cyclopterus lumpus , effects on DNA biosynthesis, 
leucocytes, fish/mice 1615. 

C-type virus, 

see also Oncornavirus 

DNA polymerase antigens, comparison-avian 
reticuloendotheliosis virus 565. 

RNA, lymphocytes T, leukaemia, man, nucleotide sequence 
analysis 4550. 


specific, RNA, Rous sarcoma virus-transformed cells, mice 
2081. 

Cadmium, 

complex-uracil, structure 2639. 

effects on DNA content, Euglena gracilis nuclei 1664. 

effects on ribosomes, kidney, rats 5471. 

induced, accumulation-metallothionein mRNA, liver, rats 
6017. 

interaction-DNA/RNA/proteins, review 5860. 

Cadmium chloride, 

effects on elongation factors activity, kidney, rats 748. 

Caenorhabditis elegans, 

DNA repeated sequence, arrangement 3009. 

DNA segments, replication autonomy-Saccharomyces 
cerevisiae , isolation 1058. 

rRNA 18S/rRNA 5.8S/rRNA 26S genes, organization 6125. 

unc-54 gene, cloning/analysis 5216, 

Caesium fluoride, 

use-dinucleoside monophosphates synthesis 3368. 

Caffeine, 

binding-DNA, spectroscopy (i.r.) 6062. 

effects on alkylating agents-induced sister chromatid 
exchange/chromosome aberrations 2572. 

effects on DNA biosynthesis, Chinese hamster cells/HeLa 
cells 3124. 

effects on DNA biosynthesis, regenerating liver, rats, 
following radiation (neutron) 459. 

effects on DNA repair, N-acetoxyacetylaminofluorene, 
Chinese hamster/xeroderma pigmentosum cells 5703. 

effects on DNA repair, radiation (u.v.), Dictyostelium 
discoideum 4275, 

effects on DNA repair, radiation (X)-treated DNA repair 
452, 

effects on DNA repair, radiation-induced damage, Chinese 
hamster cells 2354. 

effects on Escherichia coli DNA biosynthesis, thymidine 
incorporation 2387. 

effects on maleic hydrazide-induced chromosomes damage, 
Vicia faba 1829. 

effects on neocarzinostatin inhibition-DNA biosynthesis, 
HeLa cells 1654. 

effects on radiation (u.v.)-sensitivity, Dictyostelium 
discoideum 892. 

effects on sister chromatid exchange/chromosome 
aberrations, rats 1218. 

induction-chromosomes fragmentation/micronuclei, Chinese 
hamster cells, nucleoside (deoxyribo), effects on 3904. 

inhibition-DNA replication, radiation (u.v.), fibroblasts cell 
lines, man 6192, 

inhibition-post-replication DNA repair, radiation (u.v.), 
epidermis, mice 4792. 

interaction-adenylyl-(3’,5’)-adenosine/poly (A)/ 
oligonucleotides, n.m.r. 689. 

Caffeine benzoate, 

effects on DNA repair, radiation-induced damage, Chinese 
hamster cells 2354. 

Calcitonin, 

gene expression, thyroid tumours cell lines, rats, association- 
mRNA biosynthesis 5138. 

mRNA, human/mice, translation-cell-free system, products 
analysis 249. 

mRNA, rats, characterization 178. 

Calcium, 

interaction-chromatin, thymus, rats, radiation (y), effects on 
2554. 

Calcium-binding protein, 

biosynthesis, vitamin D-dependent, polyribosomes, kidney/ 
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Calcium-binding protein,(continued) 
duodenum, chickens 1975. 

mRNA, chickens, regulation-1,25-dihydroxycholecalciferol 
4064. 

Calcium chloride, 

complex-adenine, synthesis/spectroscopy (i..)/n.m.r. 1275, 

complex-cytosine, structure, X-ray diffraction 2635. 

Calliphora erythrocephala, 

rRNA genie, cistrons classes 6522. 

tRNA gene, spacer, length variation 4719. 

Callorhinus ursinus, 

fibroblasts, transformation-SV40 DNA 3148. 

Calmodulin, 

genes, Electrophorus electricus , cloning 4846. 

stimulation-DNA biosynthesis, liver cells, rats 1068. 

Camptothecin, 

potentiation-phage PM2 covalently closed circular DNA 
cleavage-bleomycin 6468. 

Cancer borealis, 

poly d(A-T)-bound RNA 692. 

Candida albicans, 

cytosine (5-fluoro)-peptides conjugate, antifungal activity 
2649. 

DNA repair, radiation (u.v.), inhibition-nalidixic acid 4277. 

Cannabinoids, 

effects on chromatin structure/function, HeLa cells 4418. 

Capreolus carpeolus, 

liver, DNA-unwinding protein, interaction-DNA, 
phosphorylation, effects on 3289. 

Capreomycins, 

induction-misreading, Escherichia coli , in vitro 3411. 

Caprine leukoencephalitis-arthritis virus, 

DNA polymerase (RNA-dependent)/RNA, characterization 
3792. 

Captan, 

analogues, inhibition-DNA polymerase , liver, cattle 6654. 

Carbamoyl-phosphate synthetase (ammonia), 

mRNA, liver, rats, translation-cell-free system, dietary intake/ 
fasting, effects on 6039. 

3-Carbethoxypsoralen, 

+ radiation, DNA cross-linking 2177. 

Carbon, 

ions. induction-chromosome aberrations, human 
lymphocytes 608. 

Carbon tetrachloride, 

induced, DNA repair, hepatocytes, rats, assays 1630. 

metabolites, binding-DNA/proteins, nuclei, liver, mice/rats 
358i 

Carcinogenesis, 

chemicals, role-metabolism 6458. 

Carcinogens, 

see also specific compounds 

alkylation-DNA, review 3865. 

DNA repair, human lymphocytes, correlation-NAD 
reduction 3705. 

induced. damage, excision DNA repair, Chinese hamster 
cells 3101. 

induced, DNA damage, assays, comparison 878. 

induced, DNA damage/DNA repair, review 3871. 

poe DNA repair, human peripheral blood monocytes 

induction-DNA biosynthesis, SV40-transformed cells 
Chinese hamster embryos 6472. 

inhibition-DNA polymerase, liver, rats, dithiothreitol, effects 
on 4379. 

modified, DNA replication, liver, rats, guanine (N-7-methyl)/ 
guanine (O*methyl) release, comparison 1648. 


reaction, DNA/RNA, mechanisms, review 1267. 

transformed, 3T3 cells, transforming genes 3757. 

Carminomycin, 

complex-DNA, antitumour activity 1686. ; 

complex-DNA, physicochemical properties/biological 
properties 2173. 

induced, DNA single-stranded breakage, DNA repair, 
Ehrlich ascites tumour cells 274. 

induction-DNA single-stranded breakage, normal/tumour 
cells, mice 4102. 

Carnation mottle virus, 

complementary DNA, synthesis/characterization 346. 

Casein, 

gene expression, lactation, mammary gland, guinea-pigs 4065. 

genes, mammary tumour virus, mice, abundance 2980. 

mRNA, levels, mammary gland, mice, cortisol, effects on 
1467. 

mRNA, mammary gland, mice, accumulation induction- 
prolactin, role-glucocorticoids 4066. 

mRNA, mammary gland, mice, purification/translation-cell- 
free system 1468. 

mRNA, rats, complementary DNA clones, restriction 
endonuclease/heteroduplex analysis 5240. 

mRNA, rats, complementary DNA clones construction/ 
characterization 5241. 

B-Casein, 

genes, transcription, mammary gland, rabbits, role-prolactin 
2847. 

genes, transcription, mammary gland, rabbits, role- 
progesterone/glucocorticoids 4593. 

genes, transcription rates, mammary gland, rabbits, 
colchicine, effects on 3505. 

Catabolite activator protein, 

DNA binding sites, models 5835. 

Escherichia coli , binding-B-form DNA 5836. 

Escherichia coli , binding-single-stranded DNA 3843. 

interaction-Escherichia coli lactose operon promoters 3296. 

Catalase, 

mRNA, levels, Saccharomyces cerevisiae 6-aminolaevulinate 
synthase defective mutant, d-aminolaevulinate, effects on 240. 

Cations, 

see also specific ions 

binding-DNA, theories 269. 

effects on DNA electrical properties 1007. 

effects on reovirus 3 RNA modification-4'- 
aminomethyltrioxsalen 6384. 

interaction-DNA, electrical birefringence 2167. 

Cauliflower mosaic virus, 

DNA, infectivity 5726. 

DNA, isolation, methodology 1478. 

DNA, nucleotide sequence 347. 

DNA, restriction endonuclease analysis 6099. 

DNA, transcription-RNA polymerase, Escherichia coli 206. 

DNA, wheat germ RNA polymerase complex formation/ 
RNA biosynthesis 4368. 

DNA clones, nucleotide sequence 6100. 

DNA fragments, promoters activity, isolation/mapping 3600. 

RNA biosynthesis, nuclei, Brassica rapa leaves 2094. 

RNA 198, structure 6399. 

Caulobacter crescentus, 

elongation factor Tu/elongation factor Ts, sensitivity- 
kirromycin/activity-phage QB RNA polymerase (RNA- 
dependent) 1376. 

CDP, 

hydrolysis-ribonuclease (pancreatic), cattle, temperature, 
effects on 540. 
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CDP arabinoside, 

synthesis/antitumour activity 46. 

Celerio euphorbiae, 

pupae, transcription, diapause/development 4603. 

Cells, 

hormones-DNA biosynthesis, mammalian 485. 

Cercopithecus aethiops, 

DNA, repeated units, sequence relationship 3028. 

infected, simian varicella virus, antiviral activity-adenine 
arabinoside/AMP arabinoside 660. 

Ceruloplasmin, 

biosynthesis, liver, rats, oestradiol, effects on 2749. 

genes, man, structure/expression-mutation 4743. 

genes, rats, restriction endonuclease analysis 6142. 

mRNA, liver, rats, characterization 6042. 

mRNA/polyribosomes, distribution-liver, rats 4539. 

Chara vulgaris, 

antheridia filaments, DNA biosynthesis/RNA biosynthesis/ 
protein biosynthesis, indoleacetic acid, effects on 2396. 

RNA metabolism, inhibition-actinomycin D 2877. 

Chartreusin, 

induction-phage PM2 closed circular DNA strands breakage 
4657. 

Chediak-Higashi syndrome, 

Epstein-Barr virus-transformed lymphoblastoid cell lines, 
radiation (u.v.)-induced DNA repair 1040. 

Chelating agents, 

see also specific compounds 

Chelonia, 

DNA repair, relationship-longevity 1628. 

Chenopodium bonus-henricus, 

seeds, RNA biosynthesis, light/osmotic pressure, effects on 
6021. 

Chironomus, 

polytene chromosomes, double-stranded DNA replicons 
3831. 

polytene chromosomes, replicons size, development, effects 
on 3282. 

Chironomus tentans, 


Balbiani rings, chromomere, DNA content/compaction 3012. 


Balbiani rings, protein biosynthesis, products 
characterization 2744. 


Balbiani rings, RNA, post-transcription polyadenylation 190. 


Balbiani rings, RNA 75S, secretory proteins messenger 
activity 2890. 

Balbiani rings, RNA 75S genes, structure 3631. 

chromosomes puffing, relationship-R NA biosynthesis 6672. 

salivary gland, RNA labelling, adenosine, effects on 5423. 

Chironomus thummi, 

Balbiani rings genes, periodicity/tandem repeated sequence 
2280. 

chromatids, structure 4923. 

chromosomes, mechanical properties 1230, 1231. 

polytene chromosomes, DNA nicking 4720. 

polytene chromosomes, oligo (A)-derivatives DNA 3827. 

polytene chromosomes, RNA, metabolic stability 2575. 

repetitive DNA, correlation-chromosomes segments 
duplication 6523. 

Chlamydomonas, 

mat-1 gene, regulation-DNA methylation, gametogenesis 
Sms. 

rRNA gene, organization 4200. 

a-tubulin/B-tubulin genes, multiple forms, occurrence, gene 
expression regulation 5627. 

Chlamydomonas eugametos, 

chloroplasts, DNA, characterization/inheritance-hybrids 


progeny 3628. 

Chlamydomonas moewusii, 

chloroplasts, DNA, characterization/inheritance-hybrids 
progeny 3628. 

Chlamydomonas reinhardtii, 

Chlorophyta, nucleotide sequence , structure/cytoplasm 5096. 

chloroplasts, DNA biosynthesis, cell cycle 5262. 

chloroplasts, DNA replication, review 5861. 

chloroplasts, gene expression 2069. 

chloroplasts, organization/function/expression, review 4965. 

chloroplasts DNA, inheritance 1732. 

colchicine-resistant mutant, RNA levels 2111. 

DNA (cytosine-5)-methyltransferase, multiple forms, activity 
5785. 

mitochondria, DNA, mapping/characterization 370. 

radiation (ionizing)-induced damage, DNA repair 2353. 

RNA-dependent adenosinetriphosphatase, characterization 
6286. 

thylakoid membranes, polyribosomes, isolation/ 
characterization 5049. 

tubulin mRNA biosynthesis, tubulin induction 5510. 


Chlorambucil, 

DNA repair, mechanisms 5699. 

effects on DNA biosynthesis/histones gene expression, HeLa 
cells 461. 

Chloramphenicol, 

effects on DNA replication initiation, Escherichia coli dnaA 
gene mutants 1055. 

resistant, cell lines, mice, rRNA gene, nucleotide sequence 
6534, 

Chlorella fusca, 

isocitrate lyase mRNA, purification/characterization 2803. 

polyribosomes/mRNA, isolation 4528. 

Chlorella sorokiniana, 

glutamate dehydrogenase (NADP*) mRNA, 
characterization 5146. 

Chloroacetaldehyde, 

modification-Escherichia coli rRNA 5S 6383. 

reaction-Lupinus luteus tRNA Phe 5918. 

treated, templates, induction-DNA biosynthesis errors 4306. 

Chloroauric acid, 

complex-inosine/guanosine/inosine (triacetyl)/guanosine 
(triacetyl)/cytidine 5889. 

Chloroethylcyclohexylnitrosourea, 

reaction-calf thymus DNA 2948. 

1-(2-Chloroethyl)-3-cyclohexy]-1-nitrosourea, 

binding-chromatin, HeLa cells, hydrocortisone, effects on 


1813. 
mutagenicity-Escherichia coli , DNA cross-linking 3542. 


4-(N-2-Chloroethyl-N-methylamino)benzylamine, 

alkylation-free/tRNA (phenylalanyl) synthetase-bound 
tRNA Phe 2721. 

N,N!-bis(2-Chloroethyl)-N-nitrosourea, 

treatment-DNA, guanine (6-hydroxyethyl) identification 
6072. 

1-(2-Chloroethyl) 1-nitrosourea, 

induced, cross-linking, DNA repair, human tumours cells 
3106. 

1,3-bis-(2-Chloroethy!)- 1-nitrosourea, 

induced, DNA damage, cells, rats, assays 1498. 

nonhistone proteins crosslinking-DNA, HeLa cells 5799. 


Chloroform, 
metabolites, binding-DNA/RNA, liver, mice/rats 288. 


(ES =) Se 


IRL©1981 


71 


Subject Index 


Subject Index 


Chlorogonium elongatum, ' 
ribulosebisphosphate carboxylase subunits mRNA 6031. 


Chlorophyll-protein, 

genes, expression-Hordeum vulgare leaves 2838. 

mRNA, absence-chloroplasts-free cells, plants 255. 

mRNA. translation initiation, Hordeum polyribosomes 257. 

Chloroquine, 

complex-DNA, models, synthesis 897. 

Chlorozotocin, 

binding-chromatin, HeLa cells, hydrocortisone, effects on 
1813. 

Chlorpromazine, 


+ radiation (u.v.), interaction-DNA, human fibroblasts 2199. 


effects on protein biosynthesis, brain, rats 1358. 

CHO cells, 

cell-free system, protein biosynthesis, temperature effects 
5460. 

chromosome aberrations/sister chromatid exchange, 
induction-uridine (5-bromodeoxy) 1309. 

chromosome aberrations/sister chromatid exchange/DNA 
damage, induction-n.m.r. 1823. 

chromosomes, replication forks movement, rates 3830. 

DNA biosynthesis, radiation (X), effects on 1049. 

nucleoli/nuclei, chromatin structure 5805. 

protein biosynthesis, inhibition-frog virus 3 6368. 

radiation (u.v.)-sensitive mutant, DNA repair 449. 

replication-adenovirus (human) 2 DNA 5684. 

ribonucleoproteins, ribosomes precursors, characterization 
5798. 

RNA (heterogeneous nuclear) 5'-terminus caps biosynthesis 
4582. 

mRNA, processing 4583. 

rRNA biosynthesis, following heat shock, regulation 818. 

RNA biosynthesis/content, relationship-poly amines 
accumulation, cell cycle, effects on 2836. 

RNA content, determination, comparison-spectroscopy 
(u.v.)/flow cytometry 1387. 

RNA polymerase activity, heat shock, effects on 2876. 

temperature-sensitive mutant, rRNA biosynthesis/ 
maturation 819. 

Cholera toxin, 

precursors, biosynthesis-free polyribosomes, Vibrio cholerae 
1355. 

Choriogonadotropin, 

a-subunit, genes, man, characterization 6547. 

subunits, polyribosomes, human placenta, biosynthesis-cell- 
free system 1978. 

Choriomammotropin, 

genes, human, location-chromosome 17 400. 

Chorion, 

genes, Antheraea polyphemus , structure/organization, use- 
recombinant DNA 3630. 

proteins. precursors, mRNA, Antheraea polyphemus , 


translation-cell-free system, products characterization 839. 


Chromates, 

induction-DNA cross-linking, liver/kidney, rats 6460. 

Chromatids, 

breaks, fluorescence-induced, DNA repair deficiency- 
associated, cell lines, mice 3824. 

Chironomus thummi , structure 4923. 

Chromatin, 

see also Heterochromatin 

adenovirus (human) 2, organization, infected cells 2548. 

adenovirus, restriction endonuclease analysis 3818. 


antibodies, thymocytes, rats, isolation/characterization 6660. 


associated, DNA polymerase £8, DNA biosynthesis fidelity 
2504, 

binding-androgens receptors, prostate, rats 4446. 

binding-3,4-dihydroxy phenylalanine, brain/liver, rats 5382. 

binding-N-5-trimethyllysine, ascites tumour cells 3273. 

brain, rats, organization 2559. 

calf thymus, endodeoxyribonuclease, purification/ 
characterization 4862. 

calf thymus, histone H1 arrangement 5375. 

calf thymus, low molecular weight RNA, effects on 
transcription 1446. 

calf thymus, thermal stability, methylmercury, effects on 
1211. 

calf thymus/erythrocytes, pigeons, separation, methodology 
3266. 

Chinese hamster cells, nucleosomes organization 5381. 

chromatography (affinity) 2565. 

complex-RNA polymerase II, liver, rats, electrophoresis 
3807. 

condensation, nuclei, liver, rats 5807. 

conformation, DNA repair-radiation (u.v.) damage effects on 
3271. 

conformation, effects on DNA repair, single-stranded 
breakage, polydeoxyribonucleotide synthetase 5813. 

conformation, immunoglobulins light chains constant region 
genes, mice, deoxyribonuclease I sensitivity 3642. 

conformation, ionic strength, effects on 1207. 

containing, satellite DNA, liver, rats, protein composition 
5383. 

cores particles, Strongylocentrotus purpuratus sperm, 
structure 1815, 

cores particles, structure, solutions, neutron scattering 4425. 

damage-bleomycin, preferences 6669. 

digestion, irradiated lymphoid tissue, mice, proteolvsis/ 
endonucleolysis, effects on 5816. 

dissociation-heparin 2568. 

DNA, interaction-adriamycin, conformation, effects on 4404. 

DNA, nucleotide sequence, dinucleotides periodicity 308. 

DNA, proteins recognition sites 1212. 

DNA, repeated dinucleotides, periodicity 315. 

DNA, templates activity, liver/lymphoid tissue, rats, space 
flight, effects on 1202. 

DNA polymerase £, mice, activity/fidelity, age, effects on 
5354. 

Drosophila embryos, assembly, roleeRNA 5380. 

Drosophila melanogaster heat shock proteins genes, 
structure 3016. 

Ehrlich ascites tumour cells, DNA biosynthesis, relationship- 
DNA polymerase release 431. 

Ehrlich ascites tumour cells, post-replication, sensitivity- 
micrococcal endonuclease 5377. 

embryo fibroblasts, Rous sarcoma virus proviruses sequence 
distribution 5814. 

aides (Gt chickens, binding-benzo(a)pyrene diol epoxide 
1209. 

erythrocytes, chickens, cleavage-micrococcal endonuclease 
4918. : 

erythrocytes, chickens, deoxyribonuclease I sensitivity 2542. 

erythrocytes, chickens, histone H1/histone HS-lacking, 
preparation 2558. 

erythrocytes, chickens, histone H1/histone H5 
rearrangement 4400. 

erythrocytes, chickens, nucleosomes packing 5808. 

erythrocytes, pigeons, nucleosomes repeats 6304. 

folding, ionic strength, effects on 585. 

fractionation 4423. 

fractions, binding-EDTA, liver, rats 568. 


a 


72 


IRL©1981 


Biochemistry Abstracts: Nucleic Acids 


Chromatin,(continued) 

fractions, HeLa cells, isolation/characterization 5379. 

fractions, mammary gland, rats, characterization 4412. 

fragmentation-endogenous endonuclease, cells, mice 580. 

fragmentation-endogenous endonuclease, tissues, mice 2550. 

fragments, calf thymus, structure 4911. 

fragments, thyroid hormones receptors-containing, liver, rats, 
release-micrococcal endonuclease/deoxyribonuclease I 1204. 

granules, liver, rats, ribonucleoproteins, characterization 
5796. 

HeLa ceils, binding-chlorozotocin/1-(2-chloroethyl-3- 
cyclohexyl-1-nitrosourea, hydrocortisone, effects on 1813. 

HeLa cells, in vitro transcription, histones acetylation, effects 
on 591. 

hepatocytes, guinea-pigs, structure, electron microscopy 
4413. 

herpes simplex virus 1 infection-kidney cells, monkeys, 
configuration 6665. 

histone H1-depleted, fractionation 4422. 

histone H1-lacking, nuclease digestion, rearrangement 588. 

histone H1-lacking, structure, heat denaturation, effects on 
3268. 

histones organization, models 2551. 

hosts cells, interaction-SV40 DNA 3597. 

human fibroblasts, N-acetoxy-2-acetylaminofluorene-induced 
DNA adducts, excision 2376. 

human lymphocytes, binding-ethidium monoazide 2549. 

human spermatozoa, condensation, mechanisms 3812. 

interaction-calcium, thymus, rats, radiation (y), effects on 
2554. 

interphase, HeLa cells/CHO cells, nonhistone proteins, 
characterization 577. 

isolation, mthodology 3822. 

isolation-human chromosome 7, human x mice cell hybrids 
3261. 

like, structure, Paramecium aurelia mitochondria, 
characterization 587. 

liver, rats, conformation, regeneration, effects on 4416. 

liver, rats, digestion-endonuclease (Ca/Mg) 4411. 

liver, rats, DNA repair factors, guanine (O°-ethyl) removal, 
kinetics 3806. 

liver, rats, endodeoxyribonuclease (apurinic or apyrimidinic), 
purification/characterization 2460. 

liver, rats, fragmentation-Brevibacterium ammoniagenes 
endonuclease I 6635. 

liver, rats, histone H1 depletion, heart denaturation 5371. 

liver, rats, isolation/characterization 2557. 

liver, rats, solubilization-deoxyribonuclease I 579. 

liver. rats, templates activity, thyroid hormones receptors 
complex, effects on 3814. 

liver, rats, transcription activity enrichment-nuclease 
digestion 4415. 

location-calf thymus histone H1 3267. 

location histone H5-like proteins 2541. 

low molecular weight peptides, normal/tumours cells, control- 
transcription 1811. 

nuclease sensitivity/solubility, histones acetylation, effects on 
6307. 

nuclei, small intestine, DNA packing 5811. 

nucleoli/nuclei, CHO cells, structure 5805. 

nucleosomes organization, use-exogenous endonuclease 4420. 

nucleosomes orientation, erythrocytes, chickens 2561. 

organization, malignant erythroleukaemia cells 2545. 

Oxytricha fallax macronuclei, nucleosomes arrangement 
3265. 

Palaemon serratus , moulting, characterization 4920. 

particles, reconstitution, composition, electron microscopy 


1205. 

peptides, calf thymus, inhibition-exogenous mRNA 
translation-cell-free system 1214. 

phosphorylation/composition/electron microscopy 3276. 

Physarum polycephalum , nucleosomes fractions, 
characterization 3815. 

Plasmodium knowlesi , nucleosomes organization 5803. 

Prorocentrum micans , structure 5815. 

prostate, rats, androgens receptors, isolation/characterization 
3808. 

prostate, rats, androgens receptors distribution 3811. 

proteolysis, effects on DNA repair, xeroderma pigmentosum 
cells 4294. 

Pteridium aquilinum , fragmentation 2564. 

radiation (y), DNA-histones cross-linking 4921. 

regenerating hepatocytes, rats, condensation, induction-RNA 
solubilization 5804. 

replication 578. 

replication, Drosophila nasuta imaginal discs cells 6308. 

replication, review 13. 

replication, Vicia faba embryos 3264. 

ribonucleoproteins, bone marrow cells, pigeons, 
characterization 1191. 

RNA biosynthesis, rats, hepatectomy, effects on 815. 

Salmo gairdnerii testis, binding-high mobility group protein 
25525 

satellite DNA-containing, liver, rats, nucleosomes repeated 
length 2546. 

satellite DNA-containing, liver, rats, nucleosomes 
arrangement 2547. 

sea urchins, structure, repeat length 3262. 

segments, histone H1 exchange 4909. 

spermatozoa, man, degradation/organization 4916. 

spermatozoa, sea urchins, nucleosomes heterogeneity 6302. 

stability, temperature, effects on 3277. 

Strongylocentrotus intermedius /Aphelasterias japonica , 
organization, role-histone H2b 3255, 

structure 4410, 4913. 

structure, deoxyribonuclease II cleavage sites 3249. 

structure, deoxyribonuclease II cleavage 3250. 

structure, Drosophila melanogaster histones genes 4414. 

structure, Drosophila melanogaster rRNA 5S genes 2566. 

structure, during sea urchins development 3270. 

structure, erythrocytes, chickens, role-histone H1/histone HS 
4409. 

structure, HeLa cells, theophylline, effects on 5719. 

structure, L cells, relationship-DNA replication 5800. 

structure, micrococcal endonuclease digestion 5378. 

structure, models 3274, 4912. 

structure, models, role-DNA repair 3813. 

structure, plants, review 9. 

structure, probes, use-fluorescence spectroscopy 2563. 

structure, role-phosphorylation 3275. 

structure, size dependence 2567. 

structure, Strongylocentrotus purpuratus /Lytechinus pictus 
embryogenesis 6667. 

structure, Tetrahymena thermophila , relationship-DNA 
methylation 6590. 

structure, Xenopus laevis oocytes, rRNA gene transcription, 
effects on 5801. 

structure/function, HeLa cells, cannabinoids, effects on 4418. 

structure/function, role-histone H4 acetylation, Physarum 
polycephalum 1806. 

$V40, DNA replication, digitonin-permeabilized cells 6171. 

SV40, histones modification patterns 2553. 

$V40, occurrence-high mobility group nonhistone proteins 
3259. 
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Chromatin,(continued) 

§V40, radiation (u.v.)-induced pyrimidines dimers formation, 
efficiency 3269. 

SV 40, replication, role-associated DNA polymerase a 1174. 

SV40, structure 4426. 

SV40, structure, electron microscopy 5806. 

SV40, transformation, role-histones acetylation 4427. 

Tetrahymena pyriformis , digestion-deoxyribonuclease, 
selective release-high mobility group nonhistone proteins 
2544. 


thymus, rats, post-irradiation degradation/nuclease digestion, 


products comparison 2555. 

thymus, rats, post-irradiation degradation products, density 
gradients/electron microscopy 2556. 

thymus cells, rats/erythrocytes, chickens, DNA patterns 
1208. 

transcription, embryos, rabbits, electron microscopy 215. 

transcription, models 2543. 

Trypanosoma cruzi , subunit structure 3820. 

viscosity, hepatocytes, rats, thioacetamide/benzo(a)pyrene, 
effects on 4915. 

X-ray diffraction/neutron diffraction 581. 

Xenopus laevis , B-globin/albumin/vitellogenin genes- 
coritaining, conformation 5820. 

Xenopus laevis , vitellogenin genes-containing, conformation, 
oestrogen, effects on 5821, 

Xenopus laevis /Pleurodeles waltlii /Triturus cristatus 
oocytes, rRNA gene spacer, structure 5809. 

Zea mays roots cells, organization 5810. 

Chromatography, 

separation-nucleotides 4471. 

Chromatography (affinity), 

closed circular DNA 4095. 

polynucleotides 3364. 

Chromatography (anion-exchange), 

adenine nucleotides, parameters 3360. 

Chromatography (column), 

Sepharose-Sephadex, RNA 2776. 

Chromatography (gas), 

thymidine/uridine/2'-deoxyadenosine/adenosine (2'-deoxy)/ 
uridine (2’-deoxy derivatives 1290. 

Chromatography (high-performance liquid), 

analysis-tRNA Phe, yeasts 5445. 

CTP arabinoside/CTP/UTP (deaza), leukaemia cells, man 
3914. 

cytosine arabinoside metabolites 2679. 

deoxyribonuclease hydrolysis products, lymphoma cells, 
mice 542. 

determination-DNA base composition 909. 

modified adenine nucleosides 2676. 

nucleosides/nucleotides 3888, 4463. 

oligonucleotides 4474, 

separation-benzo(a)pyrene-nucleosides/nucleoside (deoxy) 
adducts 4457. 

thymine/thymidine dimers 1281. 

trinucleoside diphosphates, purification 690. 

uracil (S-alkyl) + purines 5414. 

uridine (S-iodo-2'-deoxy) hydrolysis 3345. 

Chromatography (high-pressure liquid), 

Artemia salina rRNA oligonucleotides 2025, 

DNA alkylation products 1507. 

methylated purines 3335. 

pS (5-fluoro-2'-deoxy, human plasma 

Chromatography (liquid), 

nucleosides/purines/pyrimidines 2653. 


Chromatography (reversed-phase), ; 

Drosophila tRNA Tyr/tRNA Leu, cadmium/zinc/ 
magnesium, effects on 1958. 

purines/pyrimidines/nucleosides/nucleotides 5890, 6341. 

uracil (5-fluoro)/uridine (5-fluoro-2'-deoxy)/uridine (5- 
fluoro)/UMP (5-fluoro-2'-deoxy) 643. 

Chromatography (thin-layer), 

purines/pyrimidines derivatives 1880. 

separation-thymidine/thymidine metabolites 647. 

separation-thymidine/uridine (deoxy) nucleotides 70. 

thymine/thymidine dimers 1281. 

Chromium, 

effects on DNA biosynthesis fidelity in vitro 465. 

effects on DNA denaturation, comparison-copper 3053. 

Chromosome aberrations, 

alkylating agents-induced, caffeine, effects on 2572. 

ataxia telangiectasia, man, thiotepa, effects on 1828. 

bone marrow, Chinese hamster, sodium selenite, effects on 
1224, 

bone marrow/spermatocytes, mice, sodium selenite, effects 
on 1223. 

CHO cells, induction-uridine (5-bromodeoxy) 1309. 

CHO cells/HeLa cells, induction-n.m.r. 1823. 

human lymphocytes, during mitosis, radiation (y), effects on 
605. 

human lymphocytes, induction-phenazepam/sydnocarb 1830. 

human lymphocytes, radiation, effects on 2576. 

human lymphocytes, sodium selenite, effects on 1222. 

induction-carbon/boron/neon ions, human lymphocytes 608. 

induction-radiation (neutron), human lymphocytes 607. 

lead occupational exposure, lymphocytes, females 1827. 

mice, uridine (bromodeoxy), effects on 3359. 

radiation (y)-induced, human lymphocytes, uridine (5-fluore- 
2-deoxy), effects on 2577. 

radiation (y)-induced, Philosamia ricini spermatocytes 2578. 

radiation (ionizing)-induced, human lymphocytes 604. 

radiation (u.v.)/methyl methanesulphonate, cytosine 
arabinoside, effects on 4298. 

rats, phenacetin/phenazone/caffeine, effects on 1218. 

relationship-DNA repair, N-methyl-N’-nitro-N- 
nitrosoguanidine, CHO cells 4299. 

styrene, effects on, review 1261. 

uridine (5-fluorodeoxy)/ethyl methanesulphonate-induced, 
Chinese hamster cells, distribution 1219. 

Chromosome 9, 

man, location-interferon genes 5819. 

Chromosomes, 

Bacillus subtilis , termini, radioactive labelling 1825, 

cell lines, liver, rats, DNA transformation/integration 3828. 

centromeres, DNA, Saccharomyces cerevisiae , isolation/ 
characterization 1234. 

chickens, localization-endogenous retrovirus ev-1 gene 
integration sites 1232. 

Chinese hamster, proteins depletion, structure 4430, 4431. 

Chinese hamster cells, nucleosomes organization 5381. 

Chironomus thummi , mechanical properties 1230, 1231. 

CHO cells, replication forks movement, rates 3830. 

chromosome 11, man, localization-insulin genes 599. 

chromosome 17, location-human somatotropin/ 
choriomammotropin/somatotropin-like genes 400. 

classification 1233. 

condensation, HeLa cells, G phase, kinetics 5385. 

condensed, G phase cells, DNA biosynthesis initiation 2580. 

damage, maleic hydrazide-induced, Vicia faba , caffeine/ 
hydroxyurea, effects on 1829. 

degradation, Escherichia coli , role-phage T1 DNA 
biosynthesis 3681, 
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Chromosomes,(continued) 

DNA. Bacillus subtilis , termini labelling 601. 

DNA, single-stranded breakage, mammalian cells, detection- 
sedimentation 2206. 

DNA, transformation-Bacillus subtilis 3826. 

DNA, urrwinding, role-carcinogenesis 4433. 

Drosophila melanogaster , distribution-DNA repetitive - 
sequence 5647. 

Drosophila melanogaster , \ocalization-heat shock proteins 
genes 1824. 

Drosophila simulans , localization +RNA gene 603. 

erythrocytes, chickens, structure, X-ray scattering 3279. 

Escherichia coli , identification-phage 4 prophages loci 3278. 

Escherichia coli ,tRNA genes, organization 2263. 

Escherichia coli , superhelix domains 4924. 

eukaryotes, replication origin, review 5406. 

folding. review 5858. 

fragmentation, induction-radiation (u.v.)/caffeine, Chinese 
hamster cells, nucleoside (deoxyribo), effects on 3904. 

Glossina , repetitive DNA distribution 3636. 

HeLa cells, DNA packing 3283. 

human, DNA repeated sequence, nucleotide sequence/ 
organization 1581. 

human, rRNA 5.88 genes, frequency/distribution/ 
relationship-rRNA 18/28S 1582. 

lampbrush, transcription-satellite DNA, Triturus cristatus 
1434. 

lampbrush, Triturus cristatus , hybridization-Xenopus laevis 
rRNA gene, genes location 1558. 

lampbrush, Xenopus laevis , transcription units, 
characterization 3284. 

lymphoblastoid cell lines, chickens, association-DNA, 
Marek’s disease virus 338. 

man, fibroblasts interferon genes-containing regions, 
mapping 5663. 

man, replication, human x mice hybrids 1228. 

metaphase, HeLa cells/CHO cells, nonhistone proteins, 
characterization 577. 

mice, distribution-ribosomal proteins genes 5235. ; 

mice, location-immunoglobulins heavy chains genes 1227. 

mitochondria, liver, rats, DNA polymerase, characterization, 
comparison-DNA polymerase y 3780. 

Muntiacus muntjak , endodeoxyribonuclease EcoRI/ 
endodeoxyribonuclease Hpall/endodeoxyribonuclease Haell 
analysis 393. 

mutagenesis, relationship-non-induced DNA biosynthesis, G 
phase 1651. 

phage A, transfection efficiency 3825. 

polytene, Chironomidae, heterochromatin, binding-repetitive 
DNA 5817. 

polytene, Chironomus , double-stranded DNA replicons 
3831. 

polytene, Chironomus , replicons size, development, effects 
on 3282. 

polytene, Chironomus thummi , DNA nicking 4720. 

polytene, Chironomus thummi , oligo (A)-derivatives DNA 
3827. 

polytene, Chironomus thummi , RNA, metabolic stability 
25'152 

polytene, DNA, Sciara coprophila /Drosophila melanogaster 
/Drosophila persimilis , cytosine (5-methy!) content 376. 

polytene, Drosophila melanogaster , DNA cloning, 
methodology 5748. 

polytene, Drosophila melanogaster , DNA content 2579. 

polytene, Drosophila melanogaster , DNA replication during 
puffing 598. 

polytene, Drosophila melanogaster , hybridization-tRNA 


Met/tRNA Arg 702. 

polytene, Drosophila melanogaster , mobile dispersed gene, 
localization 5387. 

polytene, Drosophila melanogaster , rRNA SS genes regions, 
hybridization-tRNA 5643. 

polytene, Drosophila melanogaster , structure, electron 
microscopy 3281, 

PtK, cells, mitosis, kinetochores/centrosomes DNA/RNA 
content 5386, 

puffing, Chironomus tentans , relationship-RNA biosynthesis 
6672. 

radiation-induced damage/DNA repair, cornea epithelium 
cells, mice 606. 

recombinants, DNA nucleotide sequence determination 1512. 

regions, cell surface-associated mRNA, testis, mice, 
translation-reticulocyte lysate 2892. 

replication, Bacillus subtilis , coupling-cell division 4432. 

replication, Escherichia coli dnaA mutant, DNA 
biosynthesis inhibition-nalidixic acid, effects on 6310. 

replication, initiation, Escherichia coli , control 5261. 

Saccharomyces cerevisiae , centromeres DNA, isolation 
6671. 

Sciara coprophila , DNA organization 602. 

Streptococcus faecalis , radiation (X), mesosomes formation 
5818. 

structure, chick embyros, development, relationship-a-globin 
gene expression 5227. 

structure forms, organization 4926. 

SV40, digestion-micrococcal endonuclease, nucleosomes 
structure 4919, 

SV40, DNA, interaction-N-acetoxy-2-acetylaminofluorene 
5559. 

SV40, nucleosomes organization 4405. 

Triticum , rRNA gene content 999. 

X chromosome, DNA, role-hypoxanthine 
phosphoribosyltransferase genes transformation 1226. 

X chromosome, DNA replication, human diploids/triploid 
fibroblasts, synchronization 484. 

X chromosome, fragments, man, transfer-cell lines, mice 
6634. L 

X chromosome, man, specific cloned DNA, isolation/ 
characterization 528. 

Chrysanthemum stunt viroid, 

RNA, nucleotide sequence/secondary structure 5969. 

Chrysaora quinquecirrha, 

venom, deoxyribonuclease, purification/characterization 
6261. 

Cibacron blue, 

interaction-RNA polymerase I, yeasts 6275. 

Cicer arietinum, 

cotyledons, mRNA, isolation/translation-cell-free system, 
products analysis 256. 

Ciona intestinalis, 

eggs, membranes, MRNA biosynthesis/protein biosynthesis 
5126. 


Citrinin, 

inhibition-DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, hepatoma cells, rats 2394, 

Citrobacter freundii, 

endodeoxyribonuclease CfrlI, purification/characterization 
4360. 

Citrus exocortis viroid, 

complementary RNA, characterization 2057. 

Citrus limon, 

satellite DNA, characterization 2307. 
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Citrus limon, (continued) 

satellite DNA, rRNA gene organization 3040. 

Cloacins, 

genes. plasmid CloDF 13, transcription mapping 1514. 

Clomiphene, 

effects on RNA polymerase I/RNA polymerase IT, uterus, 
rats 1165. 

Clostridium pasteurianum, 

apoferredoxin mRNA, assays/purification 235. 

CMP, 

deamination, spectroscopy (u.v.) components analysis 25. 

reaction-methylmercury perchlorate/cis-dimethylgold 
perchlorate/dichloroethylenediamine palladium II/trans- 
dichlorodiammine palladium II/ci-dichlorodiammine 
platinum II/trans-dichlorodiammine platinum II/tetray- 
acetato-dirhodium II, spectroscopy (Raman) 674. 

CMP arabinoside, 

derivatives, synthesis/antiviral activity/antitumour activity 
3915. 

dCMP deaminase, 


activity, relationship-DNA biosynthesis, hepatoma, rats 1073. 


Coal tar, 

+ radiation, effects on DNA biosynthesis, Ehrlich ascites 
tumour cells 1658. 

Coat protein, 

interaction-phage T7 DNA, role-radiation (u.v.) damage 
5173. 

papaya mosaic virus/tobacco mosaic virus, melting-RNA 
3451. 

mRNA, southern bean mosaic Virus, characterization 6400. 

Cobait(IID, 

ammonia complex, condensation-DNA 3064. 

Colcemid, 

effects on DNA biosynthesis initiation, 3T3 cells 5721. 

Colchicine, 

effects on B-casein/rRNA 28S genes transcription rates, 
mammary gland, rabbits 3505. 

effects on DNA biosynthesis, 3T3 cells, following growth 
factors stimulation 2412. 

effects on DNA biosynthesis initiation, 3T3 cells 5721. 

resistant mutant, Chlamydomonas reinhardtii , RNA levels 
Pliers 

Collagen, 

genes, chickens, clones, isolation/characterization 3639. 

genes, chickens, regions size/nucleotide sequence 3017. 

genes, fibroblasts, man, characterization 6545. 

mRNA. biosynthesis, embryo fibroblasts, chickens, 
transformation-Rous sarcoma virus, effects on 4048. 

mRNA, complementary DNA, embryos, chickens, R-loops 
hybridization 4098. 

mRNA, levels, embryo fibroblasts, rats, relationship- 
transformation 5153. 

mRNA, precursors, levels, Rous sarcoma virus transformed 
cells 4047. : 

turnover, salivary gland, mice, isoproterenol-induced DNA 
biosynthesis, effects on 2402. 

a2-Collagen, 

genes. chickens, introns splicing sites, nucleotide sequence/ 
complementarity-RNA (small nuclear) 2286. 

Colorado tick fever virus, 

RNA, characterization 6387. 

Complement Clq, 

interaction- DNA/RNA/polynucleotides 4643. 

Computer programs, 

DNA nucleotide sequence analysis, review 1859. 

DNA/RNA nucleotide sequence determination 2956. 

genes. nucleotide sequence analysis 5183. 


RNA folding 2781. 

Conalbumin, 
genes, in vitro transcription, base pairs mutation, effects on 

3481. 
genes, thymine-adenine substitution, effects on transcription 
4725. 
mRNA, oviduct, chickens, induction-glucocorticoids 242. 
Concanavalin A, 
binding-ribosomes, Escherichia coli /hepatocytes, rats 2756. 
effects on RNA processing/transport, human lymphocytes 
4072, 

Copper, 

+ phenol impurities, effects on poliovirus RNA 
sedimentation 2051. 

+ phenol impurities, inactivation-poliovirus RNA 2127. 
complex-1,10-phenanthroline, degradation-DNA 2168. 
effects on DNA denaturation, comparison-chromium 3053. 
effects on ribonuclease heat denaturation 6259. 

Copper(II), 

complex-bleomycin, protection-DNA damage, iron catalysis 
6057. 

complex-bleomycin/phleomycin, binding-DNA 2931. 

complex-IMP + o-phenanthroline, crystal structure 3361. 

Coprinus cinereus, 

DNA polymerase, characterization 5346. 

Cordycepin, 

effects on polyribosomes formation, Pisum sativum embryos 
3961. 

effects on RNA biosynthesis, pineal body, rats, comparison- 
actinomycin D/a-amanitin 2867. 

inhibition-DNA repair, radiation (X), Chinese hamster cells, 
2'-deoxycoformycin, effects on 3706. 

inhibition-RNA methylation, leukaemia cells, mice, 
mechanisms 3353. 

structure 2673. 

Cordycepin-5’-triphosphate, 

3’-terminus labelling-DNA 4666. 


Corticosteroids, 

effects on polydeoxyribonucleotide synthetase, embryos, 
chickens 3231, 

induction, effects on DNA methylation, liver/hepatoma 
tissue culture, rats 1065. 

Corticotropin, 

+ B-lipotropin, precursors, genes, cattle, isolation/ 
characterization 2304. 

+ B-lipotropin, precursors, mRNA, cattle, 5’-terminus 
nucleotide sequence 4569. 

Corticotropin-f-lipotropin, 

precursors, cattle, DNA, cloning, review 3859. 

Cortisol, 

effects on-casein MRNA levels, mammary gland, mice 1467. 

effects on DNA polymerase a activity, thymocytes 1793. 

Cortisone, 

effects on double-stranded poly (A)-containing RNA, 
cytoplasm, liver, rats 2031. 

effects on free/templates-bound RNA polymerase I/RNA 
polymerase II activity, nuclei, liver, rats 3198. 

effects on poly (A)-containing double-stranded RNA, 
cytoplasm, rats 177. 

Corydoras aeneus, 

gene expression 1122, 

Corydoras julii, 

gene expression 1122, 
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Corydoras melanistius, 

gene expression 1122. 

Corydoras myersi, 

gene expression 1122. 

Coturnix coturnix, 

eggs. proteins/DNA/RNA metabolism, storage/ageing, 
effects on 4521. ‘ 

Coumermycin Al, 

effects on RNA polymerase genes-carrying phage 4 DNA, 
integration-Escherichia coli 2423. 

Cowpea chlorotic mottle virus, 

nucleoproteins, e.s.r. 4902. 

RNA, purification 5478. 

RNA, 3'/-terminus secondary structure, comparison- 
cucumber mosaic virus 3450. 

Cowpea mosaic virus, 

genomes-linked proteins, coding-RNA 1454. 

RNA, expression-Vigna unguiculata protoplasts 2093. 

RNA, 5/-terminus nucleotide sequence 1400. 

RNA. translation, in vivo/in vitro 5547. 

Coxsackievirus, 

translation, inhibition-double-stranded RNA, specificity- 
mRNA 5472. 

Crassostrea virginica, 

DNA/RNA, extraction 2162. 

Cricket paralysis virus, 

RNA, 3’-terminus, characterization 2043. 

RNA. translation, in vitro 5144. 

Crithidia fasciculata, 

kinetoplasts DNA replication, models 3674. 

rRNA. localization-ribosomal subunits 5047. 

tRNA 5S, nucleotide sequence 1401. 

Crithidia oncopelti, 

RNA. isolation/templates activity 5498. 

Crotalus adamanteus, 

venom. exonuclease, characterization 4348. 

Crypthecodinium cohnii, 

DNA, modified bases, distribution 960. 

a-Crystallin, 

mRNA. eye lens, normal/cataracts, characterization 2894. 

B-Crystallin, 

mRNA. eye lens, normal/cataracts, characterization 2894, 

6-Crystallin, 

genes, chickens, multiple forms, comparison 1572. 

CTP, 

leukaemia cells, man, chromatography (high-performance 
liquid) 3914. 

pools, activity, assays 2715. 

CTP (2'-deoxy), 

analogues. effects on DNA polymerase 3916. 

CTP (3’-deoxy), 

inhibition-Dictyostelium discoideum RNA polymerase I/ 
RNA polymerase II 6342. 

CTP arabinoside, 

inhibition-DNA polymerase, hepatitis B virus 5347. 

leukaemia cells, man, chromatography (high-performance 
liquid) 3914. 

Cucumber mosaic virus, 

RNA, 3/-terminus secondary structure, comparison- 
bromovirus 3450. 

RNA accumulation, Nicotiana tabacum infection 6441. 

satellite RNA, effects on Nicotiana tabacum infection 4074. 

Cucumis melo, 

satellite DNA, nucleotide sequence divergence/methylation/ 
localization 5247. 

Cucumis sativus, 

6-aminolaevulinic acid MRNA, RNA biosynthesis/protein 


biosynthesis inhibitors/adenine (benzyl), effects on 853. 
isocitrate lyase/malate synthase, regulation-germination 3522. 
rRNA gene content, comparison-Ecballium elaterium / 

Cucurbita pepo 1482. 

Cucurbita maxima, 

cotyledons, nucleoli, RNA accumulation, abscisic acid, 
effects on 3493, 

Cucurbita pepo, 

cotyledons, tRNA (leucyl) synthetase/tRNA (valyly) 

synthetase, control-cytokinins 1351. 
rRNA gene content, comparison-Ecballium elaterium / 

Cucumis sativus 1482. 

CVI cells, 

permeable, SV40 infected/non-infected, RNA polymerase II 
transcription initiation 2837. 

Cyanuric chloride, 

activated, paper, binding-DNA/RNA 6076. 

Cyclic nucleotides, 

effects on DNA biosynthesis, cartilage, rats 1672. 

Cycloheximide, 

effects on DNA biosynthesis, chickens erythrocytes/BHK 

cells heterokaryons 1069. 
effects on DNA replication, cell lines, man 6212. 
effects on Gross leukaemia virus DNA biosynthesis/ 

processing, cell lines, mice 1661. 
effects on ribonucleoprotein (heterogeneous nuclear), liver, 

rats 1802. 
effects on ribosomes biosynthesis/RNA biosynthesis, 

Neurospora crassa 2767. 
effects on RNA biosynthesis, Mucor racemosus 804. 
effects on rRNA precursors processing, nuclei/nucleoli, liver, 

rats 4068. 
inhibition-dexamethasone induction-phosphoenolpyruvate 

carboxykinase (GTP) mRNA, kidney, rats 1424. 
inhibition-polynucleotide adenylyltransferase, liver, rats 1155. 
inhibition-protein biosynthesis, effects on rRNA precursors 

transcription, liver, rats 216. 

Cycloleucine, 

effects on vesicular stomatitis virus mRNA 5’-terminus caps 
6432. 

Cyclophosphamide, 

induced, sister chromatid exchange, foetus, mice, age, effects 

on 1216. 
induced, sister chromatid exchange, lymphocytes, rabbits 

593. 

Cyclopterus lumpus, 
C-reactive protein, effects on DNA biosynthesis, leucocytes, 

fish/mice 1615. 

Cyprinus carpio, 
preproinsulin complementary DNA, cloning-plasmid 

pBR322 1733. 
protein biosynthesis, regulation, mechanisms 105. 
tRNA (aminoacy)) levels, acclimatization, effects on 1948. 
Cystathionine y-lyase, 
mRNA, content, lymphoblastoid cell lines, man 4614. 
Cysteamine, 
effects on DNA repair/DNA replication, irradiated 

thymocytes, mice 3712. 
effects on phage 9X174 DNA radiation-induced damage 

1486. 

Cysteine, 
effects on calf thymus DNA radiation strands breakage 6064. 
effects on phage 9X174 DNA radiation-induced damage 

1486. 
effects on sister chromatid exchange 1225. 

Cytidine, 
complex-chloroauric acid 5889, 
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Cytidine,(continued) 

complex formation-poly (UV), spin labelling 1941. 

deamination, spectroscopy (u.v.) components analysis 25. 

interaction-glvcyl-histidine + pallidium(II) complex, n.m.r. 
1296. 

methylation 45. 

modification, effects on transcription errors 4051. 

orieritation, electrodes surfaces, polarography 4451. 

reaction-methy] N-cyanomethanimidate 4977. 

self-association/base pairs formation-adenine/guanine/ 
uridine, n.m.r. 1277. 

spectroscopy (i.r.) 659. 

Cytidine (5-aza), 

activation-ev-1! gene/ev-3 gene, retrovirus 6501. 


effects on DNA methylation 5895. 


effects on DNA methylation, Ehrlich ascites tumour cells 
1451. 


effects on Escherichia coli DNA (cytosine-5)- 
methyltransferase 6289. 


effects or kidney tubules function, leukaemia, man 3907. 


induction-muscles differentiation, embryo cells, mice, 
comparison-cytidine (5-aza-2'-deoxy) 2683. 


induction-tRNA (cytosine-5-)-methyltransferase deficiency, 
mice, mechanisms 668. 


metabolism, leukaemia, human/mice, treatment-uridine (3- 
aza), effects on 1910. 


stimulation-tryptophan-mediated enzymes induction, liver, 
rats 5896. 


Cytidine (5-aza-2'-deoxy), 

effects on haematopoiesis, mice 666. 

induction-muscles differentiation, embryo cells, mice, 
comparison-cytidine (5-aza) 2683. 

phosphorylation, spleen cells/L1210 cells, mice 667. 

stability-acids, time dependence 1303. 


Cytidine (deoxy), 

modification-sodium bisulphite 652. 

orientation, electrodes surfaces, polarography 4451. 
radioactive labelling-lymphoid tissue, mice 1062. 
Cytidine (2'-deoxy), 

protected derivatives, synthesis 2665. 
O-tetrahydrofuranyl! derivatives, synthesis 653. 
Cytidine (2'-deoxy-2'-thio), 

synthesis/properties 2666. 

Cytidine (3,N‘*-etheno), 

transcription errors 2681. 

Cytidine (N*-hydroxy), 

induction-bases transition, Escherichia coli DNA 665. 
Cytidine (5-methyldeoxy), 

modification-sodium bisulphite 652. 

Cytidine (5-trifluoro), 

syrithesis 2664. 

Cytidine (5-trifluorodeoxy), 

synthesis 2664. 


Cytidylyl-(3',5’-)-adenosine, 

interaction-proflavine, structure, X-ray crystallography 1326. 
Cytidylyl-(3',5’)-cytidine, 

adsorption 1327. 
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Cytidylyl-(3',5’)-guanine, rok 

interaction-2-methoxy-6-chloro-9-aminoacridine derivatives, 
n.m.r. 5434. 

Cytidylyl-(3’,5’)-Guanosine, 

methylation, eukaryotes DNA 4192. 

Cytochalasin B, 

effects on DNA biosynthesis, fibroblasts, man 6210. 

inhibition-DNA biosynthesis, adrenocortical ceils, normal 
rats/tumours, mice 1649. 

Cytochrome b, 1 

genes, DNA, mitochondria, Saccharomyces cerevisiae petite 
mutant, nucleotide sequence/organization 1553. 

genes, regions, DNA, mitochondria, Saccharomyces 
cerevisiae petite mutant, restriction endonuclease mapping 
1552. 

genes, Saccharomyces cerevisiae , structure/nucleotide 
sequence 4715. 

mutants, Saccharomyces cerevisiae , introns/flanking 
regions, nucleotide sequence 2275. 

Cytochrome c, 

genes, clusters, Saccharomyces cerevisiae , transposition 
6246, 

Cytochrome c oxidase, 

mitochondria, lymphocytes, spleen, rabbits, comparison- 
DNA polymerase y 3222. 

mRNA, HeLa cells, 5’-terminus, nucleotide sequence 1411. 

mRNA, mitochondria, yeasts, translation-wheat germ-cell- 
free system, termination codons suppression 1462. 

subunits, biosynthesis, mitochondria, yeasts 104. 

subunits, genes, Saccharomyces cerevisiae , structure/ 
nucleotide sequence 2277. 

subunits, man, N-terminus amino acid sequence, MRNA 
identification/nucleotide sequence 3470. 

subunits, precursors, liver, rats, biosynthesis-cell-free system 
106. 

Cytochrome oxidase, 

subunits, structural gene, Saccharomyces cerevisiae , 
mutation 6117, 

Cytochrome P-450, 

mRNA, complementary DNA, rats, cloning 4853. 

mRNA, liver, rabbits, purification/translation-wheat germ 
cell-free system 5955. 

mRNA, liver, rabbits, translation in vitro 2747. 

mRNA, 3-methylcholanthrene-treated liver, mice, translation- 
reticulocyte lysate, products characterization 6034. 

variants, mRNA, liver, rats, induction-phenobarbital 5150. 

Cytochromes, 

genes, coding sequence 4138. 

Cytokinins, 

activity, Y base, tRNA Phe 4509. 

control-tRNA (leucyl) synthetase/tRNA (valyly) synthetase, 
Cucurbita pepo cotyledons 1351. 

effects on RNA polymerase, Hordeum vulgare leaves 6273. 

effects on RNA polymerase I/RNA polymerase II activity, 
Hordeum protoplasts 1164. 

separation, chromatography (gas) 5876. 

Cytomegalovirus, 

DNA, detection-fibroblasts, skin, man 4639. 

DNA, detection-Kaposi’s sarcoma 861. 

DNA-binding protein, characterization 5823. 

DNA replication, inhibition-phosphonoformate 4300. 

DNA replication, temperature, effects on 3685. 

infection, Vero cells, effects on DNA repair 4798, 4799. 

strains, DNA nucleotide sequence heterogeneity 1530. 

transcription, regulation 5520. 

Cytomegalovirus (equine), 

DNA, characterization 4165. 
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Cytoplasmic polyhedrosis virus, 

structure, relationship-mRNA biosynthesis 759. 

transcription, stimulation-S-adenosylmethionine 5525. 

Cytosine, 

N-carbamoy] pyrimidines derivatives, synthesis/properties 
2642. 

charge transfer complex-chloranil, analysis 2630. 


complex-calcium chloride, structure, X-ray diffraction 2635. 


complex-N,N-phthaloyl-DL-glutamic acid, structure, X-ray 
diffraction 3341. 

deamination, Escherichia coli DNA, role-mutagenesis 954. 

deamination, spectroscopy (u.v.) components analysis 25. 

derivatives, hydration 4450. 

dielectric constants 24. 

mass spectroscopy 640. 

orientation, electrodes surfaces, polarography 4451. 

reaction-methyl N-cyanomethanimidate 4977. 

Cytosine (1,5-dimethyl-N*-hydroxy), 

structure/self-association, spectroscopy (i-r.) 1881. 

Cytosine (1,5-dimethy!-N*-methoxy), 

structure/self-association, spectroscopy (i-r.) 1881. 

Cytosine (3,N*-etheno), 

effects on DNA biosynthesis 2647. 

Cytosine (5-ethynyl) arabinoside, 

synthesis 47. 

Cytosine (5-fluoro), 

peptides conjugate, antifungal activity, Candida albicans 
2649. 

reaction-hydroxylamine, kinetics/mechanisms 1882. 


Cytosine (5-Hydroxy), 

identification-phage N17 DNA 326. 

Cytosine (1-(2-hydroxyethoxymethyl)), 

synthesis, methodology 1276. 

Cytosine (5’-iodo), 

containing, denatured DNA/poly (C), photolysis 1280. 
Cytosine (iso), 

reaction-methyl N-cyanomethanimidate 4977. 


content, DNA, adenocarcinoma, stomach 3037. 

Cytosine (5-methyl), 

content. DNA, normal/tumour-bearing rats, alkylating 
agents, effects on 2184. 

content. DNA, polytene chromosomes, Sciara coprophila / 
Drosophila melanogaster /Drosophila persimilis 376. 

content, frog virus 3 DNA 2247. 

content, SV40 DNA, determination, methodology 264. 


distribution, DNA, leukaemia cells, mice/man 993. 
DNA. eucaryotes, distribution/role, review 6320. 
fluorescence polarization 27. 


mass spectroscopy 640. 

Cytosine (2’-methylthio) arabinoside, 
symithesis 49. 

Cytosine (N*-succiny]) arabinoside, 
production/antitumour activity 6344. 
Cytosine (5-trifluoro) arabinoside, 
synthesis 2664. 
Cytosine (N*-ureido) nucleotide, 
enzymatic addition-DNA 3/-terminus 72. 
Cytosine arabinoside, 

+ methotrexate, effects on nucleoside triphosphates pools, 

L1210 cells 3906. 


+ podophyllotoxin derivatives, effects on DNA 
sedimentation, leukaemia cells, mice 1504. 

antitumour activity, leukaemia, intramuscular administration, 
clinical trials 63, 

antitumour activity/toxicity, liposomes encapsulation, effects 
on 62, 

chromatography (high-performance liquid) 4980. 

containing, CDP-diacylglycerol analogues, antitumour 
activity 670, 

derivatives, antiviral activity 6343. 

derivatives, synthesis 44. 

effects on cell proliferation, intestine, mice 3355. 

effects on daunorubicin/guanine ( 6-thioguanine, HeLa cells 
5428. 

effects on DNA biosynthesis, myeloid leukaemia cells, mice 
2391, 

effects on DNA repair/chromosome aberrations/sister 
chromatid exchange/DNA replication inhibition, radiation 
(u.v.)/methyl 4298, 

effects on immune response (cell-mediated), in vitro, man 
1304. 

effects on radiosensitivity, intestine cells, mice 3908. 

effects on RNA biosynthesis, Aedes aegypti 669. 

effects on testis cell culture properties, rats 64. 

incorporation-DNA, leukaemia cells, mice, correlation- 
toxicity 1070, 

incorporation-DNA, myeloblasts, man, relationship-lethality 
5426. 

interaction-methotrexate, hepatoma cell lines, rats, 
modulation-purines 4467. y 

metabolites, chromatography (high-performance liquid) 2679. 

n.m.r, 4986. 

reaction-1,3-dichloro-1,1,3,3-tetraisopropyldisiloxane 48. 

sensitivity-DNA biosynthesis, human acute myeloid 
leukaemia 1650. 

synergism-cis-dichlorodiammine platinum II, lethality, 
carcinoma cell lines, man 2684. 

treatment-leukaemia, man 5894. 


Cytosine monohydrate, 

hydrogen bonds 5877. 

Cytosine nucleosides, 

synthesis, use-Streptomyces griseochromogenes 4985. 

Cytosine nucleotides, 

role-tRNA 3’-terminus binding-peptidyltransferase, 
Escherichia coli 1374. 


Dane particles, 

hepatitis B virus, DNA, role-partial genomes, hypothesis 
2426, 

Datura innoxia, 

DNA reassociation kinetics-Daucus carota 6154. 

Daucus carota, 

cell culture, DNA biosynthesis, thymidine incorporation 432. 

DNA biosynthesis/RNA biosynthesis/protein biosynthesis, 
during embryogenesis 488. 

DNA reassociation kinetics-Petroselinum crispum /Datura 
innoxia 6154. 

protoplasts, transfer-Bacillus subtilis DNA, mediation- 
liposomes 4839. 

satellite DNA, characterization 6155. 

Daunomycin, 

analogues, complex-poly d(A-T), n.m.r. 6349. 

binding-DNA 1489. 
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Daunomycin,(continued) 

complex-DNA, radiation (u.v.) 5578. 

complex-DNA, structure, X-ray diffraction 3547. 

induced, sister chromatid exchange, foetus, mice, age, effects 
on 1216. 

inhibition-RNA polymerase, ascites tumour cells 5339. 

interaction-dinucleotides, n.m.r. 688. 

interaction-DNA, kinetics 1490. 

interaction-self-complementary oligonucleotides 686. 

radiation (u.v.)-induced binding-DNA 2949. 

Daunorubicin, 

complex-calf thymus DNA, n.m.r. 3541. 

free radicals, binding-DNA 900. 

6-thioguanine, HeLa cells, cytosine arabinoside, effects on 
5428. 

DDT, 

effects on DNA biosynthesis, uterus, rats 477. 

DDVP, 

effects on calf thymus DNA physical properties 2192. 

Defective-interfering particles, 

effects on RNA, vesicular stomatitis virus-infected cells 198. 


RNA. vesicular stomatitis virus, structure 3991. 


Semliki Forest virus, RNA 18S, 5’-terminus nucleotide 
sequence heterogeneity 4551. 

vesicular stomatitis virus, production-Aedes albopictus cell 
lines 2842. 

vesicular stomatitis virus, RNA, characterization/in vitro 
transcription 5492. 

vesicular stomatitis virus, RNA biosynthesis in vitro 187. 

vesicular stomatitis virus, RNA 5’-terminus, L gene location/ 
role-polyadenylation 159. 

Delphinus bairdi, 

kidney cells, transformation-SV40 DNA 3148. 

Dendraster excentricus, 


embryos, development, adenosine (3'-deoxy), effects on 1305, 


hatching enzymes mRNA, origin 3516. 
Dengue virus, 
RNA, characterization 2044. 


2'-Deoxycoformycin, 

effects on cordycepin inhibition-DNA repair, radiation (X), 
Chinese hamster cells 3706. 

2-Deoxy-D-glucose, 

effects on RNA biosynthesis/protein biosynthesis, 
Saccharomyces carlsbergensis 2110. 

Deoxyribodipyrimidine photolyase, 

Escherichia coli , insertion-Chinese hamster cells 438. 

Escherichia coli , purification/properties 1184. 

Deoxyribonuclease, 

see also Nuclease, Endodeoxyribonuclease, 
Exodeoxyribonuclease, etc. 

activation-N-nitrosomethylurea 6262. 

activity, brain, rats, undernutrition, effects on 3078. 

activity. lymphocytes, stimulation-antigens 564. 

activity, urea derivatives, effects on 3762. 

Aspergillus niger , purification/characterization 4860. 

ATE epee, Alcaligenes faecalis , reaction mechanisms 

Chrysaora quinquecirrha venom, purification/ 
characterization 6261. 

HeLa cells, separation/characterization 541. 

herpes simplex virus, DNA degradation, mechanisms 5763, 

herpes simplex virus 1/herpes simplex virus 2-infected kidney 
cells, rabbits, assays 3761. 


Hordeum vulgare , purification/characterization 1139. 

lymphoma cells, mice, hydrolysis products, chromatography 
(high-performance liquid) 542, 

Monilinia fructicola , purification/characterization 2459. 

pancreas, cattle, tryptophan residues, modification-N- 
bromosuccinimide 1145. 

Strongylocentrotus intermedius embryos, substrate 
specificity 5329. 

Vespa orientalis venom, purification/characterization 5330. 

yeasts, relationship-DNA yield 5762. 

Deoxyribonuclease f, 

Ustilago maydis , purification/characterization 2464. 

Deoxyribonuclease I, 

activity, DNA-bound antitumour agents/antiparasitic agents, 
effects on 544. 

activity, liver nuclei, inhibitors, effects on 1130. 

Drosophila melanogaster , localization 2465. 

formation-acids-soluble DNA, mathematical models 1756. 

hydrolysis-DNA, magnesium/manganese, effects on 3185. 

hypersensitivity-heat shock proteins genes 5’-terminus, 
Drosophila melanogaster 4723. 

multiple forms, purification/characterization, review 5865. 

pancreas, cattle, interaction-manganese 3180. 

pancreas, cattle, purification/characterization 3184. 

release-thyroid hormones receptors-containing chromatin 
fragments, liver, rats 1204. 

removal-ribonuclease contamination 2466. 

resistance-DNA complex-rubomycins, incorporation- 
liposomes 5557, 

sensitive, sites, Drosophila melanogaster heat shock proteins 
genes, mapping 374. 

sensitivity, 3’-terminus/5'-terminus regions, X gene/Y gene/ 
ovomucoid genes/ovalbumin genes, oviduct, chickens 977. 

serum, mice, inhibitors 5333. 

solubilization-chromatin, liver, rats 579. 

tissues, rats, inhibition-actin 6637. 

Deoxyribonuclease II, 

cleavage, chromatin structure 3250. 

cleavage sites, chromatin, structure 3249, 

human spleen, purification 1757. 

intestine, cattle, purification/characterization 3186. 

Deoxyribonuclease V, 

Novikoff hepatoma, purification/characterization 1758. 

Deoxyribonucleoproteins, 

see also Nucleoproteins 

autoantibodies, assays 5362. 

binding-EDTA, liver, rats 568. 

Escherichia coli /Serratia marcescens /Pseudomonas 
Jluorescens /Micrococcus luteus , fragmentation- 
endonuclease, structure orgaization 1797. 

phage Sd/phage P22, linkage formation, sodium disulphite, 
effects on 4899. 

Deoxyribonucleosides, 

see Nucleoside (deoxyribo) 

Deoxyribopyrimidine photolyase, 

yeasts, complex formation-pyrimidines dimers, kinetics 4790. 

Deoxyuridine phosphorylase, 

cleavage-uridine (5-fluoro-2'-deoxy), inhibition-uracil 
derivatives 645, 


Desmin, 
mRNA, skeletal muscle/smooth muscle, chickens, 


translation-reticulocyte lysate, products characterization 
5548. 
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Dexamethasone, 

activation-metallothioneins genes, liver, mice 6004. 

effects on tyrosine 3-monooxygenase mRNA, 
pheochromocytoma cells, translation 4636. 

induction-metallothionein mRNA, HeLa cells 251. 

induction-phosphoenolpyruvate carboxykinase (GTP) 
mRNA, kidney, rats, inhibition-cycloheximide 1424. - 

induction-pre-somatotropin mRNA, pituitary cells, rats 5524. 

regulation-metallothionein mRNA synthesis, cell lines, mice 
6020. 

Diabetes mellitus, 

effects on poly (A)-containing RNA, skeletal muscle, rats 
201. 


Diacridines, 

intercalation-phage PM2 DNA 2203. 

Diadenosine monophosphate, 

conformation preferences 76. 

DiadenosineS’ ,5’’'-P’,P*-tetraphosphate, 

inhibition-DNA nucleotidylexotransferase, calf thymus 1176. 

3,8-Diamino-6-pheny!I-phenanthridine, 

binding-DNA, ionic strength, effects on 4131. 

cis-Diammine platinum II, 

complex-GMP/dGMP, n.m.r. 2697. 

trans-Diammine platinum II, 

complex-GMP/dGMP, n.m.r. 2697. 

Dianthin, _ 

inhibition-protein biosynthesis, reticulocyte lysate, rabbits, 
damage-ribosomes 5053. ; 

Dianthus caryophyllus, 

dianthin, inhibition-protein biosynthesis, reticulocyte lysate, 
rabbits, damage-ribosomes 5053. 

Diaulula sandiegensis, 

guanosine (iso), isolation 5417. 

Diazan, 

effects on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, L1210 cells 6213. 

N-Diazoacetyglycine amide, 

induction-DNA damage in vivo, assays 289. 

2,4-bis-Diazoacetylbutane, 

effects on DNA biosynthesis, Artemia salina 1045. 


cis-Dichlorodiammine platinum II, 

analogues, interaction-phage PM2 DNA, relationship- 
cytotoxicity 901. 

binding-DNA, sequence selectivity 304. 

complex-DNA, viscosity/nicking/denaturation 6063. 

complex-guanine (9-ethyl) 3336. 

cross-linking-DNA 2950. 

cross-linking-DNA, L1210 cells 4112. 

' DNA repair, mechanisms 5699. 

effects on DNA repair, radiation-induced damage, Chinese 
hamster cells 1042. 

induced, lesions, phage A DNA 3548. 

inhibition-plasmid pBR322 DNA restriction endonuclease 
cleavage/unwinding 6073. 

interaction-dinucleoside monophosphate 1936. 

interaction-phage PM2 DNA 902. 

interaction-poly (I)/poly (I.C), n.m.r. 74. 

synergism-cytosine arabinoside, lethality, carcinoma cell 
lines, man 2684. 

trans-Dichlorodiammine platinum II, 

complex-DNA, viscosity/nicking/denaturation 6063. 

induced, DNA-proteins cross-links, cells, mice 4111. 

induced, lesions, phage A DNA 3548. 


2,4-Dichlorophenoxyacetic acid, 
effects on RNA polymerase I/RNA polymerase II activity, 
Glycine max 2483. 


5,6-Dichloro-1-8-D-ribofuranosylbenzimidazole, 

effects on low molecular weight RNA biosynthesis, 
vertebrates 6015. 

inhibition-RNA biosynthesis, mitochondria/cytoplasm, HeLa 
cells 2121. 

Dichlorvos, 

methylation-DNA, mice 5570. 

Dictamnine, 

+ radiation (u.v.), cross-linking-DNA, calf thymus 887. 

Dictyostelium discoideum, 

actin, gene expression/5’-terminus mapping 6437. 

actin gene expression, during spores germination 1461. 

differentiation, rRNA/mRNA biosynthesis/degradation rates 
5105. 

discoidin I genes, transcription, AMP (cyclic), effects on 
3479. 

DNA repair, radiation (u.v.), caffeine, effects on 4275. 

DNA repair mutants, DNA biosynthesis, radiation (u.v.), 
effects on 1627. 

DNA segments, replication autonomy-Saccharomyces 
cerevisiae , isolation 1058. 

free/membrane-bound polyribosomes, development, effects 
on 5468. 

genes, clones, selection, methodology 3756. 

low abundance mRNA genes, introns, characterization 2267. 

nuclei/polyribosomes, RNA nucleotide sequence complexity 
1402. 

poly (A)-containing RNA, developmental stages, complexity 
4000. : 

radiation (u.v.), pyrimidines dimers excision 4789. 

radiation (u.v.) sensitivity, caffeine, effects on 892. 

radiation-sensitive mutant, DNA repair, methyl 
methanesulphonate, effects on 3700. 

ribosomes, conformation 3403. 

ribosomes, ribosomal proteins composition, differentiation, 
effects on 5457. 

tRNA, base composition 94. 

mRNA, developmental stages, changes 4062. 

RNA (small nuclear), homology-RNA, nucleoli, rats/genes 
characterization 1544. 

RNA (small nuclear), isolation/characterization 5496. 

RNA biosynthesis, inhibition-nogalamycin 5527. 

mRNA biosynthesis/stability, cells contact/AMP (cyclic), 
effects on 6413. 

mRNA content, changes during differentiation 1431. 

rRNA nucleotide sequence changes during development 
1403. 

RNA polymerase I/RNA polymerase II, inhibition-CTP (3’- 
deoxy)/UTP (3'-deoxy) 6342. 

RNA polymerase I/RNA polymerase II, purification, 
methodology 3199. 

mRNA stability, role-poly (A) 238. 

rRNA 5S, nucleotide sequence 2067. 

Dicyclohexylcarbodiimide, 

binding proteins, genes, Escherichia coli , localization 5208. 

Diepoxybutane, 

damage, Saccharomyces cerevisiae rad3 gene mutants, 
DNA repair 4278. 

Diethyl azodicarboxylate, 

+ triphenylphosphine, reaction-nucleosides 3889. 

9-(3'-Diethylaminopropylamino)acridine, 

inhibition-RNA polymerase I/RNA polymerase II, liver, rats 
2482. 
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Diethylnitrosamine, 

interaction-DNA, liver, rats, thymidine (O*-ethy!) formation/ 
persistence 290. 

Difenzoquat, 

inhibition-DNA biosynthesis, Triticum 6596. 

7,8-Dihydro-7,8-dihydrobenzo(a)pyrene, 

metabolites, binding-DNA 286. 

4’,5'-Dihydro-4-methylpsoralen, 

reaction-pyrimidines 641. 

Dihydrostreptomycin, 

binding-Escherichia coli ribosomes, effects on protein 
biosynthesis 3410. 

uptake, Escherichia coli streptomycin-resistant/sensitive 
cells, role-ribosomes recycling 2770. 

5a-Dihydrotestosterone, 

receptors, effects on RNA polymerase activity, pituitary, rats 
2870. 

1,25-Dihydroxycholecalciferol, 

regulation-calcium-binding protein mRNA, chickens 4064. 

3,4-Dihydroxyphenylalanine, 

binding-chromatin, brain/liver, rats 5382. 

Diisopropylfluorophosphate, 

inhibition-DNA biosynthesis, tuberculin/lipopolysacharides 
stimulation-lymphocytes B, mice 6592. 

Dimethyl sulphate, 

inhibition-DNA templates activity, B-D-galactosidase 
biosynthesis 291. 

methylation-DNA, liver, rats 6461. 

methylation-Escherichia coli tRNA 4499. 

Dimethyl sulphoxide, 

effects on DNA thermal stability/renaturation 411. 

effects on radiation (y)/hydroxy] radical single-stranded 
DNA breakage 4650. 

effects on ribonuclease denaturation thermodynamics 1132. 

stimulation-DNA biosynthesis, Epstein-Barr virus, 
lymphoblastoid cell lines 6199. 

treated, Friend erythroleukaemia cells, single-stranded DNA 
content 2411, 

4-Dimethylaminoazobenzene, 


derivatives, effects on tRNA aminoacylation, liver, rats 1964. 


N-(4-Dimethylamino-2-naphthyl)bromoacetamide, 

reaction-uridine (4-thio)/uridine (2-thio), fluorescence 1894. 

7,12-Dimethylbenz(a)anthracene, 

binding-DNA, cells, epidermis, mice, inhibition-vitamin A/ 
vitamin C 6061. 

DNA adducts, skin, mice, fluorescence 4113. 

1,2-Dimethylhydrazine, 

effects on DNA purines methylation, colon/liver, rats 3726. 

Dimethyinaphthylamine, 

DNA damage, mice, in vivo, determination, methodology 
5561. 

DimethyInitrosamine, 

binding-DNA, adenine/adenosine/guanosine/cytidine/ 
cysteamine, effects on 5571. 

DNA damage, nuclei, liver, rats, visocisity 5168. 

effects on protein biosynthesis initiation, liver, mice 5069. 

effects on mRNA content, liver, mice, role-nuclease activity 
5130. 

induced, DNA repair, hepatocytes, rats, assays 1630. 

induced guanine (O®-methyl), DNA, liver, rats, removal, 
relationship-N-methyl-N’-nitro-N-nitrosoguanidine, 
Escherichia coli 3095. 

methylation DNA, human liver 884. 

methylation-DNA, in vitro, relationship- formaldehyde 
production 5566. 

methylation-DNA, liver, rats, 2-acetylaminofluorene 
pretreatment, effects on 5565. 


ecu 


methylation-tRNA, liver, rats 4499. 

modified, DNA, liver, rats, following replication, 
endonuclease S, (Aspergillus) susceptibility 2187. 

2,4-Dinitroaniline, 

DNA damage, mice 5177. 

2,4-Dinitrochlorobenzene, 

sensitization, effects on DNA biosynthesis, lymphocytes, 
guinea-pigs 5299. 

2,4-Dinitrophenol, 

effects on phytochrome ree aoe -Lemna gibba RNA 
biosynthesis 821. 

Dinucleoside (aminoacyl) iokguate) 

synthesis 2707. 

Dinucleoside monophosphates, 

adenbsine (2'-fluoro-2’-deoxy)-containing, synthesis/ 
characterization 5435. 

conformation, uracil photoinduced hydration, effects on 1933. 

interaction-cis-dichlorodiammine platinum II 1936. 

radiation (y)-modified, chromatography (thin-layer)/ 
chromatography (high-performance liquid) 3365. 

stacking, n.m.r./c.d. 1937. 

synthesis, use-caesium fluoride 3368. 

synthesis/properties 4480. 


Dinucleoside phosphates, 
binding-9-aminoacridine 3920. 
complex-tryptamine, n.m.r. 3370. 


Dinucleoside triphosphates, 
inhibition-adenovirus (human) 2/adenovirus (human) 5 DNA 
replication, mechanisms, role-DNA polymerase y 5783. 


Dinucleosides, 

see also specific nucleosides 

dimers, conformation flexibility 1901. 
mRNA caps analogues, preparation 4479. 


Dinucleotides, 

see also specific nucleotides 

acetylaminofluorene/aminofluorine-modified, conformation 
1300. 

2-aminofluorene/2-acetylaminofluorene-modified, ¢.d./n.m.r. 
1934, 

complex-proflavine, crystals, X-ray diffraction 1939. 

dimers, intercalation-doxorubicin, models 693. 

interaction-daunomycin, n.m.r. 688. 

intercalation-proflavine/acridine orange, mechanisms 5015. 

periodicity, chromatin DNA 308. 

solutions, conformation 1932. 

Dioxane, 

effects on ribonuclease denaturation thermodynamics 1132. 

Dioxidine, 

effects on DNA biosynthesis/RNA biosynthesis, 
Staphylococcus aureus 6204. 

Diphtheria toxin, 

catalysis-ADP-ribose binding-elongation factor 2, 
Halobacterium cutirubrum /Methanobacterium 
thermoautotrophicum / Sulfolobus acidocldarius / 
Thermoplasma acidophilum 1380. 

Dipyrido[4,3-b][3,4-flindole, 

derivatives, intercalation-DNA 3549. 

Discoidin I, 

genes, Dictyostelium discoideum , transcription, AMP 
(cyclic), effects on 3479. 

Distamycin, 

interaction-DNA, electric dichroism 2171. 

Distamycin A, 

inhibition-RNA biosynthesis/poly (A) biosynthesis, calf 
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Distamycin A,(continued) 
thymus DNA, in vitro 6019. 

Disulfiram, 

inhibition-DNA cleavage-cysteine/ascorbic acid/! ,2- 
dimethylhydrazine 898. 

Dithiothreitol, 

effects on carcinogens inhibition-DNA polymerase, liver, rats 
4379. 

effects on DNA strands breakage-auromomycin 1501. 

Diuridine monophosphate, 

conformation preferences 76. 

DNA, 

see also Satellite DNA 

A-form, backbone, n.m.r. 3665. 

A-form/B-form, electrostatic fields 2315. 

alcohols/water mixtures, spectroscopy (u.v.) 1002. 

alkylation products, chromatography (high-pressure liquid) 
1507. 

ascitic fluid, tumours, ovary, man, characterization 2164. 

assays, methodology 1475. 

assays, use-mithramycin fluorescence 855. 

autoantibodies, assays 5362. 

B-form, conformation, dynamics 4772. 

B-form, conformation, models 907. 

B-form, helix fragments, interaction-water molecules 4764. 

B-form, models 5254. 

B-form, solid state, n.m.r. 6164. 

B-form, structure, X-ray crystallography 2210. 

bacteria, review 17. 

base composition determination, chromatography (high- 
performance liquid) 909. 

base pairs separation, dynamics 3663. 

base pairs separation regions, location 5258. 

base pairs sequence recognition, role-proteins backbone 4934. 

base pairs-specific dyes, synthesis/properties 5164. 

bases. alkvlation-methyldiazonium ions 3554. 

bases, oxidation modification, liver, adults animals 1508. 

bases substitution, nucleotide sequence comparison 4139. 

binding-androgens receptors, prostate, rats 4446. 

binding-microtubule-associated proteins, brain, pigs 3849. 

binding-polycations 4239. 

BK virus-induced tumour cells, hamsters, characterization 
333. 

calf thymus, electrical birefringence 3670. 

calf thymus, electrical properties, molecular weight, effects on 
5259: 

calf thymus, low molecular weight, dimensions, ionic strength 
dependence 2326. 

capping, lymphoblasts, man 4315. 

carcinogens-induced alkylated sites, assays 3536. 

chains, elongation, normal/permeabilized cells, mice, 
intermediates characterization 1061. 

Chinese hamster fibroblasts cell lines, repetitive sequence, 
restriction endonuclease analysis 3035. 

cloned complementary sequence, human lymphocytes/ 
fibroblasts, isolation 2447. 

cloned repetitive sequence, man, renaturation kinetics 5672. 

cloned sequence, cytochrome P-450/Ah gene loci-associated, 
liver, mice, isolation/characterization 4849. 

closed, circular, configurations 1607. 

compaction, orientation 3063. 

compaction, phages, models 2965. 

compaction, water-salts solutions 4762. 

complementary, myotubes-specific, cell lines, mice, . 
expression during differentiation, proteins identification 107. 

complementary, recombinant, construction 3134. 

complementary-prothrombin mRNA, cattle, cloning/analysis 


985. 

complementary-mRNA, liver, mice, sequence complexity 
384. 

complex-ligands, stoichiometry during denaturation, effects 
on helix-coil transition 2313. 

complex-tryptophan-containing peptides, spectroscopy (u.v.) 
2710. 

condensation-cobalt(II1)-ammonia complex 3064. 

conformation 4240. 

conformation analysis, methodology 1000. 

content, Escherichia coli mutants 863. 

content, human skin, pemphigus, effects on 1674. 

content, liver/brain, neonatal rats, undernutrition, effects on 
2405. 

content, liver/heart, brain cortex, dogs, hypotension, effects 
on 4815, 

content, nuclei, human lung carcinoma cells 3530. 

cross-linked, denaturation 2317. 

cross-linking-proteins 2914. 

cross-links formation, detection 2920. 

damage, bleomycin-induced, phage PM2, sites specificity 302. 

damage, mammalian cells, assays 872. 

damage, mutagens/carcinogens, germ cells, rabbits, assays 
4107. 

damage factors, fibroblasts, man, screening 6471. 

denaturation, spectroscopy 4243. 

detection, use-ethidium bromide 2156. 

distribution analysis, methodology 261. 

double helix, polymorphism, X-ray diffraction 2214. 

double helix, torsion tension, Escherichia coli /Drosophila / 
HeLa cells 1535. 

double-stranded, denaturation, analysis-electrophoresis 6165. 

double-stranded, guanine (O°-ethyl)-containing, enzymatic 
synthesis 5023. 

double-stranded, helical organization 309. 

double-stranded, immobilization, methodology 2312. 

double-stranded, palindromes, coding-proteins 5184. 

double-stranded, unwinding, dehydration, effects on 5668. 

double-stranded replication intermediates, human melanoma 
cells, characterization 1599. 

dynamics, n.m.r. 3059. 

electrical properties 1006, 4238. 

electrochemical oxidation, guanine + cytosine content, 
effects on 1608. 

electron microscopy, computer programs analysis 6166. 

enzymatic methylation, plants, review 1857. 

Escherichia coli lactose operon/plasmid pVHS1, restriction 
endonuclease fragments, heat denaturation 3067. 

ethidium bromide intercalation, spectroscopy 1606. 

eukaryotes, adenine + thymine-rich sequences, localization 
4711, 

exogenous, integration-transformed cells, mice 2422. 

exogenous, uptake-plants cells, genes modification, review 
5403, 

films, X-ray diffraction/c.d. 3058. 

flexibility 1009, 1010. 

fluorometry 2908. 

fragments, association-matrix, nuclei, regenerating liver, rats 
5718. 

fragments, complementary strands separation 4099. 

fragments, electrophoresis 2909. 

fragments, Escherichia coli /Bacillus subtilis replication 
forks-containing, isolation 6052. 

fragments, immobilization 1004. 

fragments, isolation-agarose/acrylamide gels, methodology 
6050. 

fragments, man, cloning, homology-X chromosome/ 
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DNA,(continued) 
autosomes, isolation/characterization 4925. 

fragments, mice, cloning-plasmid pBR322, characterization 
1577. 

fragments, phosphorylation 3927. 

fragments, polyacrylamide gels, transfer- 
diazobenzyloxymethylcellulose paper 6455. 

fragments, purification, methodology 2153. 

fragments, structure, solutions 2316. 

genomes, chickens, repetitive sequence clusters 5650. 

genomes, mammals, organization, expression, review 3856. 

genomes, sheep, physical properties 1013. 

goats/sheep, characterization, comparison 986. 

guanine (deoxy) + cytidine (deoxy)-rich fractions, sheep, 
physical properties 6169. 

heat denaturation, spectrophotometry, review 3333. 

heat denaturation regions, aggregation, theories 4766. 


HeLa cells, inactivated poliovirus vaccines, quantitation 1481. 


helix, repeated dinucleotides, models 314. 

high molecular weight, plants, isolation, methodology 869. 

homologous sequence, evolution distance estimation 4763. 

human genomes, characterization 2301. 

immobilization, ion exchange properties 5253. 

interaction-actinomycin D/proflavine, acridine orange 
fluorescence polarization 2921. 

interaction-cations, electrical birefringence 2167. 

interaction-proteins, models 2915, 2916. 

interaction-sulphur-containing tadioprotective agents, 
spectrophotometry 1509. 

interaction-water 1001. 

intercalation parameters 2216. 

intercalation sites, models 910. 

iniverted repeat, methylation, mastocytoma cells, mice, 
transcription, effects on 5245. 

inverted repeat sequence, liver, rats, pyrimidines tracts 387. 

isolation, liver, rats, gel filtration 4640. 

length, relationship-dimensions 912. 

levels. brain, rats, undernutrition, effects on 3078. 

linear, gene expression analysis, use-transcription-translation 
cell-free system 3477. 

liver, rats, binding-thyroid hormones receptors 3301. 

liver, rats, purification 5160. 

liver, rats, repetitive sequence, characterization 3645. 

long repeated, adjacent-human f-globin genes, 
characterization 3031. 

loops linkage, Friend erythroleukaemia cells, during 
differentiation 402. : 

mammalian cells, damage-alkylating agents 6058. 

mammalian cells, quantitation, methodology 2154. 

mammals, nucleotide sequence 3027. 

metabolism, heart muscles, dogs, following myocardial 
infarction 482. 

metabolism, pituitary, rats, regulation 2849. 

methylation, embryos, chickens, during development 1667. 

methylation, eukaryotes, review 3311. 

methylation, Friend erythroleukaemia cells, during 
differentiation 1678. 

methylation, HeLa cells S phase 4233. 

methylation patterns, inheritance, review 5409. 

mice, eridodeoxyribonuclease EcoRI fragments, structure/ 
organization 1576. 

mice, repetitive sequence, characterization 383. 

mitochondria, Avies, structure/organization/evolution 6131. 

mitochondria, human, transcription mapping, tRNA 
excision, role-processing 3033. 

mitochondria, human leukaemia cells, restriction 
endonuclease analysis 399. 


mitochondria, human x mice hybrids, restriction 
endonuclease analysis 2300. 

mitochondria, L cells, restriction endonuclease mapping 6152. 

mitochondria, liver, rats, characterization 6144. 

mitochondria, liver, rats, restriction endonuclease mapping 
4738. 

mitochondria, man, gene expression/organization 6150. 

mitochondria, man/cattle, nucleotide sequence 4742. 

mitochondria, mice/man, RNA genes, gene expression 5999. 

mitochondria, mice x human cells hybrids, analysis 268. 

mitochondria, mice x rats cytoplasmic hybrids, identification, 
use-restriction endonuclease 403. 

mitochondria, mice x rats hybrids cells, restriction 
endonuclease analysis 5244. 

mitochondria, rats, characterization 6143. 

mitochondria, rats, endodeoxyribonuclease Hpall fragments, 
length polymorphism 4737. 

mitochondria, rats, nucleotide sequence 6140. 

mitochondria, rats, replication origin, nucleotide sequence 
6141. 

mitochondria, rats, restriction endonuclease fragments, 
nucleotide sequence 6145. 

mitochondria, spermatozoa/tissues, sheep, physicochemical 
properties 4254. 

models, relationship, review 1865. 

molecular weight distribution, determination, methodology 
6160. 

murine leukaemia virus, role-Fv-1-gene restriction 228. 

mutagens-induced lesions, assays 2188. 

normal/systemic lupus erythematosus human blood plasma, 
isolation/characterization 1852. 

Novikoff hepatoma, rats/liver, cattle, methylation sites, 
endodeoxyribonuclease MspI, sensitivity 391. 

nuclear, animals, nucleotide sequence organization, review 12. 

nuclear matrix-associated, liver, rats, nucleotide sequence 
analysis 2295. 

nuclei/chloroplasts, interaction, review 5856. 

nucleotide sequence, classification systems 2954. 

nucleotide sequence, determination, methodology 908, 2955. 

nucleotide sequence, genes structure, review 5854. 

nucleotide sequence, mass spectroscopy, review 5866. 

nucleotide sequence, models 5191. 

nucleotide sequence, parameters 3065. 

nucleotide sequence analysis, methodology 2211. 

nucleotide sequence determination, computer programs 2956. 

nucleotide sequence determination, methodology 1519, 6476. 

nucleotide sequence determination, review 3874. 

nucleotide sequence/helix-coil transitions 311. 

nucleotide sequence substitution, evolution, review 2612. 

nucleotides frequency, patterns 1005. 

nucleotides substitution, role-evolution, review 3320. 

occurrence, mitochondria, spermatozoa 2163. 

occurrence-RNA, liver, chickens/embrvos 267. 

optical properties, review 15. 

oxidation, thymidine (cis-5,6-dihydroxy-5,6-dihydro)/ 
thymine (cis-5,6-dihydroxy-5,6-dihydro), identification 3555. 

persistence length, polyelectrolytes, effects on 4241. 

phage A/phage @X174, cross-linking-4,5’,8- 
trimethylpsoralen, electrophoresis 5166. 

phage 29, fluorescence polarization 2322. 

phage PM2, fragmentation-bleomycin 303. 

photochemistry, review 3. 

photosensitization, mechanisms 4646. 

physical properties, acoustics 4773. 

placenta, man, reassociation kinetics 5260. 

plants, characterization/organization, review 1264. 

polarography 3056. 
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DNA,(continued) secondary structure, interaction-netropsin 2209. 
polymorphism, conformation flexibility 4136. secondary structure, temperature effects 5251. 
polypurine, secondary structure 414. sedimentation, thymocytes, use-radioactive labelling 4253. 
primary structure, periodicity 4769. selfish DNA, content, genomes 4638. 
primates, gene amplification, evolution 5754. separation/quantitation, methodology 2905. 
quantitation, fluorometry 4637. sequence, localization, fluorescence microscopy 2155. 
radiation (u.v.)-denatured, immune complexes, nephritis, single-stranded, nucleotide sequence determination, 
rabbits 563. methodology 4662. 
radioactive labelling, analysis 2157. single-stranded, phage 9X 174, cleavage-gene A proteins 620. 
radiosensitivity, carcinoma, cervix, man 5170. single-stranded breakage, models 2314. 
radiosensitization, thymus, rats, chromatography 4120. single-stranded/double-stranded, exogenous, uptake- 
rats/mice/chickens/yeasts, determination 3529. Escherichia coli , effects on conformation 4706. 
recombinant, applications, review 3334. single-stranded regions-containing, reaction kinetics 3666. 
recombination mechanisms 4338. strands breakage, Escherichia coli , drying 5178. 
repeated sequence, loss during serial passage, human strands displacement, kinetics 4768. 
fibroblasts 2446. stress-induced conformation transitions, analysis, theories 
repetitive, human, properties 422. 913, 
repetitive, occurrence-genomes, man 4744. structure, fibroblasts, man, ageing, effects on 6148. 
repetitive, primates, characterization 6541, 6542. structure, gene regulation, review 6331. 
repetitive, restriction endonuclease sites, distribution 5185. structure, mercury electrodes potential, pH, effects on 3057. 
repetitive fragments, liver, rats, restriction endonuclease structure, models 3557. 
mapping 5660. structure/function, spin-labelling, review 4959. 
repetitive sequence, human/monkeys, characterization 1583. superhelical, properties, review 2624. 
repetitive sequence, man, characterization 4226. superhelix, eukaryotes, relationship-replication 2215. 
repetitive sequence clusters, chickens, methylation 6133. superhelix, role-gene expression regulation, review 6329. 
repetitive sequence methylation, rats/mice/cattle 5300. surface charge patterns 3661. 
replication, Ehrlich ascites tumour cells, cell density, effects templates activity, artery walls, rabbits, hypertension, effects 
on 6217. on 489, 
replication, enzymes, review 5408. transcription regions, plasmacytoma cells, mice, size/ 
replication, eukaryotes, review 4958. sequence composition 2328. 
replication, fidelity, mechanisms, review 1263. transcription specificity, organs, rats 4026. 
replication, fidelity, prokaryotes, role-nucleoside transfer-nitrocellulose/diazobenzyloxymethyl-paper 2906. 
monophosphates generation 6201. transformation-calcium-treated Escherichia coli , entry, 
replication, haman xeroderma pigmentosum variants 1634. requirements 5304, 
replication, initiation, control, relationship-tumorigenesis transformation-Escherichia coli , mechanisms 5740. 
6561. transformation-Escherichia coli , uptake/integration 520. 
replication, initiation sites organization, L cells, reovirus 3, transposition models, review 4953. 
effects on 435. tumours, man, transforming activity 4854. 
replication, mitochondria, L cells, mechanisms 6177. vertebrates, nucleotide sequence 3021. 
replication, models, review 2605. viruses, restriction endonuclease analysis, review 634. 
replication, plants, review 3310. Z-form, backbone conformation 4237. 
replication, proofreading, mechanisms 717. Z-form, conformation 3658, 3659. 
replication, systems, HeLa cells nuclei, treatment-protein Z-form, physical properties 413. 
biosynthesis inhibitors 6211. DNA (cytosine-5)-methyltransferase, 
r apo transformed cells, man, intermediates assembly Bacillus stearothermophilus , purification/characterization 
. 4385, 
replication. trophoblasts nuclei, rats, characterization 1019. Escherichia coli , cytidine (5-aza), effects on 6289. 
replication intermediates, mitochondria, spermatozoa, sheep, Escherichia coli , methylation-oligodeoxyribonucleotides 3794. 
characterization 394. multiple forms, Chlamydomonas reinhardtii , activity 5785. 
replication/recombination, mechanisms, book 3852. protection-Bacillus brevis DNA cleavage- 
replication-uridine 5-bromodeoxy, mammalian cells, endodeoxyribonuclease PstI/endodeoxyribonuclease Pvull 
_ components, characterization 3679. 4888, 
restriction eridonuclease, fragments, n.m.r. 6554. DNA-binding protein, 
restriction endonuclease analysis, population genetics, activity, mammary tumour virus A-type particles 1237. 
variation 6475. Bacillus subtilis , purification/characterization 3286. 
restriction endonuclease fragments, c.d. 6553. Bacillus subtilis chromosomes, purification/characterization 
restriction endonuclease fragments, electrical birefringence 4438. 
4765. 6161. BHK cells, localization 1241. 
restriction endonuclease fragments, Escherichia coli , lactose calf thymus, covalent complex formation-phage fd DNA 615. 
promoters-containing, cloning 1726. calf thymus, stimulation-DNA polymerase a 2586. 
restriction! endonuclease fragments, n.m.r. 6555. cytomegalovirus, characterization 5823. 
restriction endonuclease fragments, preparation, Drosophila melanogaster , purification/ characterization/ 
methodology 6454. interaction-DNA 2533. 
restriction: endonuclease fragments, size determination, Drosophila melanogaster larvae, sequence specificity-heat 
computer programs 3562. shock proteins genes regions 5793. 
restriction endonuclease fragments/recombinant plasmids, Escherichia coli lon gene products, characterization 5824. 
conformation 4665. Escherichia coli mutants, role-recA gene protein 
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DNA-binding protein,(continued) 
biosynthesis/phage A induction 2583. 
herpes simplex virus 1-infected BSC-1 cells, isolation/ 
characterization 3835. 
human serum, isolation/characterization 2587. 
identification-SV40 late regions genes products 6674. 


liver. rats. effects on SV40 DNA helix structure 6315. 


liver, rats, iritteraction SV40 DNA 1836. 

liver, rats, pyridoxal 5'-phosphate, effects on 5390. 

liver. rats, regulation-mRNA transport 5545. 

mitochondria, rats, characterization 6143. 

phage PM2, interaction-lipids 4928. 

phage T3, interaction-DNA 4437. 

phage T3, role-DNA packaging in vitro 1235. 

phage T7, role-recombination 6673. 

pur gene-specific, Escherichia coli , purification/ 
characterization 1833. 

mRNA, 3/-terminus, coding sequence, adenovirus (human) 2, 
localization-DNA restriction endonuclease subfragments 
2975. 

role-adenovirus (human) 5 gene expression regulation 4032. 

role-DNA biosynthesis/RNA biosynthesis, phage M13 5388. 

thymus cells, characterization 619. 

thymus cells, inhibition-DNA biosynthesis/mitosis 618. 

tumours/liver, foetuses, rats, purification/characterization 
4440, 

vaccinia virus, isolation/poxvirus 6675. 

DNA biosynthesis, 

adenomas, parathyroid gland, man, relationship-secretion 
4818. 

adenovirus (human) 5, role-DNA polymerase a 434. 

alkylation, N-methyl-N-nitrosourea-sensitive/resistant ascites 
hepatoma cells 6593. 

brain. rats. amphetamine, effects on 5289. 

brain. rats, undernutrition, effects on 478. 

carcinoma, acinar cells, pancreas, rats 1683. 

cell culture, cerebellum, embryos, chickens 3077. 

enamel organs epithelium 486. 

eridothelium/smooth muscle cells, man, serum growth 
factors, effects on 4314. 

epidermis, mice, evaluation, methodology 3072. 

Escherichia coli , nutritional shifts, effects on 6203. 

gametogenesis, plants, angiosperms 5722. 

germfree/normal mice, comparison 429. 

HeLa cells. chlorambucil, effects on 461. 

human respiratory tract tumour cells 487. 

human synovium, rheumatism 1020. 

induction, cultured hepatocytes, rats 479. 

initiation. microtubules depolymerization, effects on 3678. 

liver, acupuncture, effects on 5717. 

liver. rats, feedback inhibition 1670. 

liver/brain, neonatal rats, undernutrition, effects on 2405. 

liver/skin cells, mice, tissues extracts, effects on 4816. 

lymphocytes, dinitrochlorobenzene contact-sensitive guinea- 
pigs 475. 

lymphocytes, guinea-pigs, 2,4-dinitrochlorobenzene 
sensitization, effects on 5299. 

lymphocytes, rats, mucopolysaccharides-polysulphuric acid 
esters, effects on 1681. 

macrophages, mice, stimulation-macrophage growth factor 
2403. 

mammary gland, mice, diurnal variations 3677. 

matrix, thymocytes, rats, steroids, effects on 6216. 

muscles, foetuses/neonates, pigs 4259. 


non-induced, G phase, relationship-chromoscmes 
mutagenesis 1651. 


normal/transformed fibroblasts, man 4261. 

oocytes, oogenesis, effects on 3676. 

permeabilized human fibroblasts 3079. 

platelets, man, RNA primers 6209. 

rates, flow cytometry 1613. 

rates, HeLa cells short-term culture 430. 

rates, S phase, Ehrlich ascites tumour cells 6178. 

regenerating hepatocytes, rats, -adrenergic modulation 2406. 

regenerating liver rats, relationship-membrane potential 6175. 

relationship-dCMP deaminase activity, hepatoma, rats 1073. 

S phase, basal cells, epidermis, mice 1617. 

single-stranded, cell cycle, Chinese hamster cells 5266. 

spontaneous, Hodgkin's disease lymphocytes 3125. 

stimulation factors, human anorexia nervosa serum 3728. 

termination, DNA N-acetoxy-2-acetylaminofluorene adducts 
1052. 

testis, mice 4781. 

testis, mice, cryptorchidism, effects on 6205. 

thymidine-incorporation, mitochondria, spermatozoa, sheep 
5264, 

thymidine incorporation, skin celis, pigs/cattle/man, 
regulation 5681. 

tumours, mice, growth, effects on 4318. 


DNA glycosylase, 

association-endodeoxyribonuclease (apurinic or 
apyrimidinic), phage T4 6636. 

calf thymus, hypoxanthine release-DNA 2510. 

Escherichia coli , characterization 3229. 

liver, hamsters/rats, guanine (7-methyl) removal-DNA 4884. 

liver, rats, excision-guanine (7-methyl)/adenine (3-methyl), 
characterization 3230. 

lymphoblasts, man, specificity 4885. 

Micrococcus luteus /Escherichia coli , guanine (7-methy}) 
removal-DNA 4883. 

pyrimidines dimers-specific, phage T4, characterization 1181. 

role-DNA repair, radiation (u.v.)-induced damage 1180. 

DNA Kinase, 

calf thymus, purification/characterization 5356. 

DNA methyltransferase, 

activity, Escherichia coli endodeoxyribonuclease EcoK, 
characterization 6657. 

Bacillus subtilis /Moraxella , characterization 6287. 

Escherichia coli , DNA sites recognition 3233. 

Escherichia coli , heterogeneity 5358. 

Escherichia coli , structure 4887. 

genes, Bacillus sphaericus , cloning-Escherichia coli 5738. 

genes, Bacillus subtilis phage SPf, identificatin 2910, 

genes, plasmid pMB1, nucleotide sequence 6089. 

genes, plasmid pMB4, nucleotide sequence 6088. 

Haemophilus parainfluenzae , DNA methylation in vitro 
3234, 

multiple forms, Escherichia coli , recognition sites 6290. 

sige 93T, role-resistance-endodeoxyribonuclease BsuR 
6288. 

Shigella sonnei / Shigella flexneri , substrate specificity/ . 
properties 6656, 

N-terminus/C-terminus, amino acid sequence 6266. 

Thermus thermophilus , purification/characterization 2513. 


DNA nucleotidylexotransferase, 

calf thymus, inhibition-diadenosineS’ ,5’’-P!,P4- 
tetraphosphate 1176. 

calf thymus, inhibition-mitomycin C complex-DNA 5779. 


i ee 


86 


IRL©1981 


Biochemistry Abstracts: Nucleic Acids 


DNA nucleotidylexotransferase,(continued) 

cooperation-DNA pelymerase a, replication-radiation (u.v.) 
DNA damage 4383. 

function, review 4951. 

human/mice thymus cell lines, mycotoxins, effects on 3786. 

inhibition-radiation (X) treated DNA 3219. 

inhibition-streptolydigin analogues 3223. 

localization, methodology 4879. 

lymphoma, man, high molecular weight/low molecular , 
weight forms 4880. 

normal/leukaemia human cells, assays 1177. 

thymus, chickens, development, distribution/localization 
4382. 

wheat germ, characterization 1794. 

Xenopus laevis embryos development, identification/ 
characterization 6285. 


DNA polymerase, 
activity. detection, methodology 4873. 


activity, embryos, mice, stimulation-poly (A).oligo (dT) 5344. 


activity, herpes simplex virus 1, polyamines, effects on 1167, 

activity. Triticum durum embryos, during early embryos 
2336. 

Amoeba discoides , templates specificity 1786. 

antigens, avian reticuloendotheliosis virus/C-type virus, 
comparison 565. 

avian myeloblastosis virus, binding affinity-closed circular 
double-stranded DNA 3781. 

bacteria/eukaryotes/Viruses, inhibition-poly (A) derivatives 
6279. 

biosynthesis, phage T4, regulation 5518. 

chromosomes, mitochondria, liver, rats, characterization, 
comparison-DNA polymerase y 3780. 

Coprinus cinereus , characterization 5346. 

CTP (2'-deoxy) analogues, effects on 3916. 

Epstein-Barr virus, inhibition-acyclovir 1784. 

Escherichia coli , phage T4 induction, purification 4889. 

eukaryotes, properties/classification, review 3326. 

fibroblasts, man, errors frequency, senescence, effects on 
4376. 

hepatitis B surface antigen-associated, human serum, 
characterization 2489. 

hepatitis B virus, inhibition-ATP arabinoside/CTP 
arabinoside 5347. 

hepatitis B virus, inhibition-pyrophosphate analogues 2493. 

herpes simplex virus-induced, inhibition-aphidicolin 2490, 

herpes simplex virus 1, stimulation-spermine, templates, 
effects on 5775. 

herpes simplex virus 1/Epstein-Barr virus, inhibition-uridine 
(5-(2-bromovinyl)-2'-deoxy), mechanisms 5431. 

herpes simplex virus 1/herpes simplex virus 2, purification/ 
characterization 2492. 

herpes simplex virus | temperature-sensitive mutant 6280. 

‘ herpes simplex virus 1/vaccinia virus, inhibition-aphidicolin, 
mechanisms 2495, 

herpesvirus (baboon)-induced, purification/characterization 
2491. 

herpesvirus-specific, nuclear envelope, herpes simplex virus 
infection-BHK cells 6652. 

human spermatozoa, purification/characterization 3213. 

liver. rats, inhibition-carcinogens, dithiothreitol, effects on 
4379. 

mechanisms, replication forks, review 6321. 

mitochondria, eukaryotes, characterization 6281. 

multiple forms, Bacillus stearothermophilus , isolation/ 
characterization 5343. ; 

multiple forms, Hemicentrotus pulcherrimus spermatozoa, 


characterization 553, 

Mycobacterium tuberculosis , purification/characterization 
5348. 

myeloma cells, mice, isolation 1789. 

normal/malignant human tissues, distribution 2497. 

nuclei, Ehrlich ascites tumour cells/liver rats, comparison 
3211. 

Paramecium tetraurelia clones, age, effects on 2498. 

phage T4, DNA bases incorporation errors, templates 
nucleotide sequence, effects on 3113. 

phage T4, inhibition-TTP (3'-fluoro) 4473. 

phage T4, stimulation-DNA replication proteins 6197. 

phage T4 wild-types/mutants, inhibition-antibiotics 5345. 

phage TS, primers-templates-dependent catalysis, 
mechanisms 552. 

phage T7, purification/characterization 6278. 

Physarum polycephalum , multiple forms 3210. 

pituitary, rats, oestrogen/sulpiride, effects on 1785. 

Pleurodeles waltlii , 17B-oestradiol, effects on 1646. 

Raji cells, Epstein-Barr virus superinfection-induced, 
characterization 3212. 

Rauscher leukaemia virus, stimulation-spermine/spermidine 
6650. 

ribonuclease-sensitive, activity, Neurospora crassa 3782. 

role-DNA replication, eukaryotes, review 3866. 

Spinacia oleracea chloroplasts, isolation/characterization, 
DNA polymerase y-like properties 3788. 

spleen, rats, multiple forms, characterization 5776. 

Streptomyces albus / Streptomyces griseus , isolation 5338. 

Strongylocentrotus intermedius embryos, purification/ 
characterization 1168. 

Tetrahymena thermophila , purification/characterization 
3783. 

tumours, mice, growth, effects on 4318. 

viruses-induced, inhibition-guanine (9-(2- 
hydroxyethoxymethyl)) 2648. 

wheat germ mitochondria, purification/characterization 6282. 

woodchuck hepatitis virus, inhibition-trisodium 
phosphonoformate 2494. 

DNA polymerase (RNA-dependent), 

avian myeloblastosis virus, inhibition-ethidium bromide 3789. 

avian myeloblastosis virus, inhibition-uridine + uridine (-4- 
thio) copolymers 1178. 

avian myeloblastosis virus, interaction tRNA Trp/TTP 3791. 

avian myeloblastosis virus, reaction-periodate-treated tRNA 
Trp 557. 

avian myeloblastosis virus, reverse transcription, RNA-DNA 
linkage 3672. 

avian myeloblastosis virus, transcription-mammary tumour 
virus RNA 4780, 

avian myeloblastosis virus/Rauscher leukaemia virus, 
inhibition-phosphonoformic acid 2506, 

avian sarcoma virus, role-tRNA packaging 3226. 

murine leukaemia virus, complex-proteins, lymphoid tissue, 
mice 4384. 

bovine leukaemia virus, detection, methodology 2508. 

caprine leukoencephalitis-arthritis virus, characterization 
3792, 

influenza virus, mRNA priming/inhibition activity, role- 
secondary structure 1421. 

mammary gland tumours, mice, exogenous RNA, effects on 
5355. 

Moloney leukaemia virus, inhibitors, 5-amidino-2-(5-amidino- 
2-benzofuranyl) indol/4’,6-diimidazolino-2- 
phenylbenza(b)thiophene, characteriztion 2505. 

Moloney leukaemia virus, localization-infected cells, mice, 
interferon, effects on 3225. 
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DNA polymerase (RNA-dependent),(continued) 

Rauscher leukaemia virus/Simian sarcoma virus/RD-114 
virus, isolation/characterization 2509. 

retrovirus, characterization 6655. 

retrovirus, human lymphocytes T lymphoma, 
characterization 3790. 

retrovirus, review 1265. 

review 1256. 

role-evolution 2507. 

role-tRNA Pro packaging, murine leukaemia virus 4881. 

Rous sarcoma virus/avian myeloblastosis virus, purification, 
chromatography (affinity) 3224. 

viruses-induced, inhibition-guanine (9-(2- 
hydroxyethoxymethyl)) 2648. 

DNA polymerase a, 

activity, erythroleukaemia cells, mice, differentiation 
induction, effects on 5780. 

activity. thymocytes, cortisol, effects on 1793. 

association-DNA, polyoma virus 5781. 

association-endoplasmic reticulum, Hemicentrotus 
pulcherrimus eggs 555. 

binding-matrix, nuclei, regenerating liver 3785. 

calf thymus, inhibition-aphidicolin 3221. 

calf thymus, inhibition-mitomycin C complex-DNA 5779. 

calf thymus, multiple forms, kinetics 3220. 

calf thymus, purification/characterization 2502. 

calf thymus, reaction-Escherichia coli DNA, thymine 
starvation/methyl methanesulphonate damage 4878. 

cellular, inhibition-aphidicolin 2490. 

cellular, inhibition-guanine (9-(2-hydroxyethoxymethyl)) 
2648. 

characterization, use-antibodies 5350. 

chick embryos, activation-protein kinase 5353. 

DNA biosynthesis, nuclei, eukaryotes 5267. 

Drosophila melanogaster embryos, subunits structure 2500. 

Drosophila melanogaster mutants, characterization 3787. 

eukaryotes, inhibition-aphidicolin 4877. 

fidelity. liver, rats, 2-acetylaminofluorene, effects on 2503. 

HeLa cells, association-tRNA (tryptophanyl!) synthetase/ 
diadenosine tetraphosphate binding activity 4874. 

HeLa cells. N-methyl-N’-nitro-N-nitrosoguanidine, effects on 
1791. 

human/mice thymus cell lines, mycotoxins, effects on 3786. 

inhibition-radiation (X)-treated DNA 3219. 

KB cells, characterization 5351. 

leucocytes, leukaemia, man, inhibition-TTP(2’,3’-dideoxy) 
1792. 

like, activity, Oryza sativa , role-DNA biosynthesis 4380. 

like, activity, Oryza sativa cells, inhibition-aphidicolin 554. 

localization-fibroblasts, cattle 5778. 

myeloma, mice, DNA elongation mechanisms 4876. 

myeloma cells, mice, kinetics 1173. 

neuroblastoma cells, man, multiple forms inhibition 5352. 

nuclear envelope, herpes simplex virus infection-BHK cells 
6652. 

replication-radiation (u.v.) DNA damage, cooperation-DNA 
nucleotidylexotransferase 4383. 

role-N-acetylaminofluorene-induced DNA repair/DNA 
replication, rats 4378. 

role-adenovirus (human) 5 DNA biosynthesis 434. 

role-DNA biosynthesis, Misgurnus fossilis 4310. 

role-DNA replication, mitochondria, HeLa cells 2335, 

role-phage ¢X174 DNA templates elongation 1790. 

role-SV40 chromatin replication 1174. 

Scyliorhinus caniculus testis, purification/characterization 
556. 

stimulation-DNA-binding protein, calf thymus 2586. 


stimulation factors, trophoblasts cells, rats 6283. 

templates, endodeoxyribonuclease fragments priming-phage 
9X174 single-stranded DNA 2501. 

Xenopus laevis oocytes, localization 3218. 

DNA polymerase f, 

association-DNA, polyoma virus 5781. 

association-endoplasmic reticulum, Hemicentrotus 
pulcherrimus eggs 555. 

calf thymus, inhibition-mitomycin C complex-DNA 5779, 

calf thymus, reaction-Escherichia coli DNA, thymine 
starvation/methyl methanesulphonate damage 4878. 

calf thymus, role-DNA repair, radiation (u.v.), ColE1 2342. 

characterization, use-antibodies 5350. 

chick embryos, purification/characterization 1175. 

chromatin, mice, activity/fidelity, age, effects on 5354. 

chromatin-associated, DNA biosynthesis fidelity 2504. 

HeLa cells, N-methyl-N’-nitro-N-nitrosoguanidine, effects on 
1791. 


human/mice thymus cell lines, mycotoxins, effects on 3786. ; 


inhibition-radiation (X)-treated DNA 3219. 

leucocytes, leukaemia, man, inhibition-TTP(2',3’-dideoxy) 
1792, 

liver, cattle, inhibition-captan analogues 6654. 

liver, rats, inactivation-heat 5782. 

liver, rats, purification, methodology 4381. 

mammalian cells, structure hommology 6653. 

myeloma, mice, DNA elongation mechanisms 4876. 

role-N-acetylaminofluorene-induced DNA repair/DNA 
replication, rats 4378. 

role-DNA biosynthesis, Misgurnus fossilis 4310. 

tole-DNA repair, N-methyl-N’-nitro-N-nitrosoguanidine, 
hamsters fibroblasts 4281. 

role-phage 9X 174 DNA templates elongation 1790. 

Scyliorhinus caniculus testis, purification/characterization 
556. 

Xenopus laevis oocytes, localization 3218. 

DNA polymerase y, 

like, activity, Oryza sativa , role-DNA biosynthesis 4380. 

mitochondria, lymphocytes, spleen, rabbits, comparison- 
cytochrome c oxidase 3222. 

mitochondria, nuclei, eukaryotes 5267. 

role-adenovirus (human) 2/adenovirus (human) 5 DNA 
replication, inhibition-dinucleoside triphosphates, 
mechanisms 5783. 

use-UTP (bromodeoxy)/UTP (iododeoxy) substrates 6284. 

Xenopus laevis oocytes, localization 3218. 

DNA polymerase I, 

+ recBC gene enzymes, catalysis-phage A DNA closing, 

Escherichia coli extracts 3214. 

Bacillus stearothermophilus , purification/characterization 
3784, 

bacteria, isolation 6651. 

bleomycin-treated phage 9X174 DNA, templates, 
requirement-exodeoxyribonuclease III 3216, 

dependent, DNA repair, Escherichia coli , relationship- 
radiation (X) DNA strands breakage 4654. 

Enterobacteriaceae, characterization, comparison 3215, 

Escherichia coli , affinity labelling 1170. 

Escherichia coli , catalysis, stereochemistry 4377. 

Escherichia coli , exonuclease activity, inhibition-nucleotide 
(deoxyribo) 1787, 

Escherichia coli , inhibition-rose bengal 1171. 

genes, regions, Escherichia coli /Klebsiella aerogenes / 
Klebsiella pneumoniae , DNA sequence conservation/ 
arrangement 958, 

Saccharomyces cerevisiae , inhibition-aphidicolin 1169. 
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DNA polymerase II, 

Saccharomyces cerevisiae , inhibition-aphidicolin 1169. 

DNA polymerase III, 

Bacillus subtilis , role-phages DNA repair 1172. 

dependent, DNA repair, bleomycin, Escherichia coli 3697. 

Escherichia coli , DNA biosynthesis, products 5349. 

Escherichia coli , y-subunit purification/characterization 
B27: 

B-subunit, Escherichia coli , purification/characterization 
2499. 


DNA primase, 

plasmid Incla, role-Escherichia coli DNA replication 4386. 

DNA repair, 

N-acetoxyacetylaminofluorene, Chinese hamster/xeroderma 
pigmentosum cells, caffeine, effects on 5703. 

N-acetoxy-2-acetylaminofluorene-induced, human chronic 
myeloid leukaemia 2339. 

N-acetoxy-2-acetylaminofluorene-induced damage, Bloom's 
syndrome fibroblasts cell lines 447. 

N-acetylaminofluorene-induced, rats, roleeDNA polymerase 
a/DNA polymerase f 4378. 

2-acetylaminofluorene/methyl methanesulphonate/ 
thioacetamide/urethan-induced, hepatocytes culture, rats 
1043. 

age. effects on 3082. 

2-aminofluorene metabolism, liver, rats 5697. 

anaerobic radiation (u.v.), Haemophilus influenzae 1031. 

apurinic sites, mechanisms 2340. 

ascites tumour cells, mice, aphidicolin, effects on 3129. 

assays, radiation-induced damage, Chinese hamster 
fibroblasts 2371. 

ataxia telangiectasia cells, N-methyl-N’-nitro-N- 
nitrosoguanidine, effects on 446. 

autoradiography, normal/xeroderma pigmentosum human 
fibroblasts 1639. 

benzidine-induced damage, liver/kidney, mice 1495. 

bleomycin, DNA polymerase III-dependent, Escherichia coli 
3697. 

bleomycin-induced damage, Escherichia coli 1626. 

breakage, radiation (u.v.)-induced breakage, Drosophila 
melanogaster mei-9 gene mutants 3093. 

capacity, ataxia telangiectasia fibroblasts, relationship- 
radiation (y) DNA biosynthesis inhibition 4286. 

capacity, Chinese hamster cells 5701. 

capacity, human progeria fibroblasts 2370. 

carcinogens, human lymphocytes, correlation- NAD 
reduction 3705. 

carcinogens-induced, human peripheral blood monocytes 
2369. 

carcinogens-induced damage, review 3871. 

_ carcinogens-treated epithelium, trachea, rats, 
autoradiography 1036. 

carminomycin-induced DNA single-stranded breakage, 
Ehrlich ascites tumour cells 274. 

Chinese hamster cells, N-methyl-N-nitrosourea, effects on 
4296. 

Chinese hamster spheroids 3707. 

chlorambucil/cis-dichlorodiamine platinum(II), mechanisms 
5699. 

1-(2-chloroethy!)1-nitrosourea-induced cross-linking, human 
tumours cells 3106. 

CHO cells radiation (u.v.)-sensitive mutant 449. 

chromosomes, radiation-induced damage, cornea epithelium 
cells, mice 606. 

cross-linked DNA, phage A 3692. 
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deficiency, associated, fluorescence-induced chromatids 
breaks, cell lines, mice 3824. 

deficient, xeroderma pigmentosum 3308. 

deficient mutant, Aspergillus nidulans , mutation induction- 
benomyl 4276. 

deficient mutant, Escherichia coli , radiation (u.v.), survival 
3698. 

deficient mutant, Escherichia coli , sensitivity-furocoumarins 
+ radiation (u.v.) 5574. 

deficient mutant, Saccharomyces cerevisiae , DNA 
biosynthesis, meiosis, effects on 5715. 

Dictyostelium discoideum radiation-sensitive mutant, methyl 
methanesulphonate, effects on 3700. 

diepoxybutane damage, Saccharomyces cerevisiae rad3 gene 
mutants 4278, 

dimethylnitrosamine/2-acetylaminofluorene/carbon 
tetrachloride-induced, hepatocytes, rats, assays 1630. 

distribution, human lymphocytes, hydroxyurea, effects on 
1039. 

DNA polymerase I-dependent, Escherichia coli , relationship- 
radiation (X) DNA strands breakage 4654. 

double-stranded breakage, Ehrlich ascites tumour cells, 
kinetics 2382, 

double-stranded breakage, Escherichia coli, role-radiation 
(u.v.)-induction proteins 6571. 

double-stranded breakage, radiation (ionizing)-induced, 
Saccharomyces cerevisiae , cell cycle, effects on 441. 

double-stranded breakage, radiation (ionizing)-induced, 
Ustilago maydis 442. 

double-stranded breakage, radiation-induced, veasts, during 
non-growth 440, 

Ehrlich ascites tumour cells, adenine arabinoside, effects on 
1906. 

Ehrlich ascites tumour cells, inhibition-adenine arabinoside 
6585. 

Ehrlich ascites tumour cells, suspension culture 455. 

embryo cells/xeroderma pigmentosum cells, man, herpes 
simplex virus 2 infection, effects on 5285. 

endodeoxyribonuclease, plasmacytoma cells, mice, 
purification/characterization 2461. 

endonuclease, substrate specificity 2451. 

enzymes, Escherichia coli /liver, rats, 2-mercaptoethylamine/ 
5-methoxytryptamine, effects on 5777. 

error-free, guanosine (N?-deoxy) benzo(a)pyrene diol epoxide 
adducts, normal/xeroderma pigmentosum human fibroblasts 
1640, 

error-free, N-methyl-N’-nitro-N-nitrosoguanidine-induced 
mutation, Haemophilus influenzae 2350. 

error-prone, effects on radiation (y) mutation induction, 
phage T7 1025, 

error-prone, Escherichia coli , nalidixic acid, effects on 1027. 

error-prone, induction-nitrofurans, Escherichia coli 2348. 

Escherichia coli , efficiency, radiation (u.v.) damage, 
plasmids DNA 5691. 

Escherichia coli , inhibition-reductone 4269. 

Escherichia coli , lig gene alleles, effects on 3091. 

Escherichia coli DNA nitrofurans adducts formation/ 
excision 2343. 

excision, carcinogens-induced damage, Chinese hamster cells 
3101. 

excision, defective, Micrococcus radiodurans mutants 1032. 

excision, defective mutant, Drosophila melanogaster , 
characterization 5693. 

excision, deficient mutant, Escherichia coli , radiation (u.v.) 
sensitivity, genetic control 3087, 

excision, ethidium monoazide-labelling, human lymphocytes 
3097. 
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DNA repair,(continued) 

excision. radiation (u.v.) damage, mice, relationship-ageing/ 
histocompatibility system H-2 4793. 

excision. radiation (u.v.)-treated human fibroblasts, 
radioactive labelling, effects on 2375. 

excision. role-recombination, phage A uracil-containing DNA 
3691. 

excision/post-replication, radiation (u.v.)-treated Syrian 
hamster embryo cells 451. 

excision repair, Escherichia coli , mechanisms, review 3872. 

factors. chromatin, liver, rats, guanine (O%-ethyl) removal, 
kinetics 3806. 

fibroblasts, Huntington's disease, man 5284. 

fibroblasts, man, isoniazid, effects on 5287. 

freeze-thaw-induced damage, mammalian cells, temperature/ 
protein biosynthesis inhibitors, effects on 2379. 

genes, mice x xeroderma pigmentosum hybrids cell lines 3105. 

guanine (O° methyl), hepatocytes/non parenchyma cells, rats 
3104. 

guanirie (O°-methyl) lesions, methylated DNA, liver, mice 
6575. 

guanine (O°-methyl) removal, hepatocytes, rats 5280. 

guanine (O°-methyl) removal, liver, rats, enhancement- 
aflatoxin B1 6578. 

guanirie (O° methyl) removal, N-methyl-N-nitrosourea, 
fibroblasts, man 4288. 

guanine (O°-methyl)-removal, normal/xeroderma 
pigmeritosum lymphoblastoid cell lines 3704. 

haemotoporphyrin, CHO cells 3550. 

HeLa cells, aphidicolin, effects on 5704. 

heteroduplex, Saccharomyces cerevisiae , role-radiation (u.v.)- 
induced mutagenesis 1034. 

homologous DNA cutting, Escherichia coli , \ig-7 gene, 
effects on 4271. 

human ataxia telangiectasia fibroblasts, 4-nitroquinoline 1- 
oxide. effects on 2364. 

human diseases, review 6. 

human leucocytes in vivo/spleen cells, mice, in vitro, 
acemetacin, effects on 1642. 

human lymphocytes, stimulation-nicotinamide 448. 

human xeroderma pigmentosum variants 1634. 

N-hydroxy-2-acetylaminofluorene-DNA adducts, 
hepatocytes, rats 4114. 

hyperthermia/radiation (X), CHO cells 5688. 

induction-mutagens, Petunia hybrida pollen 3713. 

irradiated thymocytes, mice, cysteamine, effects on 3712. 

liver, rats, role-2-acetylaminofluorene metabolites 2357. 

lymphoblastoid cell lines, genetics disorders, man 4796. 

lymphocytes, human tumours patients, radiotherapy/ 
chemotherapy, effects on 4291. 

mammalian cells, inhibition-novobiocin/nalidixic acid 5291. 

measurement, use-hydroxyurea 2341. 

mechanisms, defects, review 3857. 

8-methoxypsoralen/angelicin + radiation (u.v.)-treated 
human fibroblasts 450. 

methylated DNA, Escherichia coli 2347. 

4.4'-methylenebis-2-chloroaniline, hepatocytes, rats/mice, 
hamsters 5696. 

methylmethane sulphonate/2-acetylaminofluorene-induced, 
hepatocytes, rats, nicotinamide, effects on 1629, 

N-methyl-N'-nitro-nitrosoguanidine-induced, CHO cells/ 
human fibroblasts cell lines 2372. 

see YN tro: Ni iros Ouse, adenovirus (human) 

N-methyl-N/-nitro-N-nitrosoguanidine, CHO cells, 
relationship-chromosome aberrations 4299. 

N-methyl-N“nitro-N-nitrosoguanidine, C3H cells, 


methylated bases removal, cell cycle, effects on 5700. 

N-methyl-N’-nitro-N-nitrosoguanidine, hamsters fibroblasts, 
role-DNA polymerase f 4281, 

N-methyl-N/-nitro-N-nitrosoguanidine/radiation (u.v.)- 
treated human/mice liver cell culture 3096. 

N-methyl-N’-nitro-N -nitrosoguanidine-treated human 
tumours/SV40-transformed fibroblasts 3098. 

N-methyl-N-nitrosourea, liver, rats/chickens, role- 
endonuclease poly (ADP-ribose) sensitivity 4347. 

mice strains 4282. 

mismatched, Streptococcus pneumoniae , bases specificity 
527i! 

modification-vaccinia virus/interferon, cells, eukaryotes 4274. 

mutants, Chinese hamster fibroblasts, isolation/ 
characterization 6187. 

mutants, Dictyostelium discoideum , DNA biosynthesis, 
radiation (u.v.), effects on 1627. 

mutants, Drosophila melanogaster , radiation (y), 
chromosomes loss, hyperthermia, effects on 6574. 

mutants, radiation (u.v.)-sensitive, CHO cells, genetic 
analysis 6584. 

neocarzinostatin-induced damage, human lymphobiastoid 
cell lines 2368. 

4-nitroquinoline-1-oxide, xeroderma pigmentosum cells 4287. 

4-nitroquinoline-1-oxide damage, cell culture, inhibition 
viruses infection 4295. 

4-nitroquinoline-1-oxide-induced damage, mice/embryos, 
chickens, vaccinia virus, effects on 3703. 

N-nitrosoethylurea-induced damage, neonatal rats 1631. 

normal human/ataxia telangiectasia/xeroderma 
pigmentosum cells, N-acetoxy-2-acetylaminofluorene/4- 
nitroquinolinel-oxide + ethyl methanesulponate/methyl 
methanesulphonate, effects on 2362. 

normal/xeroderma pigmentosum human fibroblasts 3709. 

pathways, human fibroblasts, regulation 1632. 

permeabilized Escherichia coli 3084. 

phage T7, asymmetry 6179. 

phages, review 4950. 

photoreactivation, radiation (u.v.), Rana pipiens cells 4280. 

post, radiation (X)-induced damage, human tumours cells 
2942. 

post-irradiation, Escherichia coli /human lymphocytes, 
Adeturone, effects on 1029. 

post-replication, Bacillus subtilis mutants, relationship- 
transduction 1625, 

post-replication, Bacillus subtilis radiation (u.v.)-treated 
transforming DNA 3693. 

post-replication, N-methyl-N’-nitro-N-nitrosoguanidine- 
induced mutation, Haemophilus influenzae 2349. 

post-replication, N-methyl-N’-nitro-N-nitrosourea/N-methyl- 
N’-nitro-N-nitrosoguanidine-induced, Chinese hamster cells 
1637, 

post-replication, Proteus mirabilis , nalidixic acid-induced 
SOS repair, effects on 3699. 

post-replication, radiation (u.v.), Bacillus subtilis mutants 
1624. 

post-replication, radiation (u.v.), epidermis, mice, inhibition- 
caffeine 4792. 

post-replication, radiation (u.v.)/7- 
bromomethylbenz(a)anthracene-treated Chinese hamster 
clones 3094, 

post-replication, radiation (u.y.)-induced damage, melanoma/ 
carcinoma/normal hung fibroblasts, mice 454. 

post-replication, radiation (u.v.)-induced damage, CHO cells 
2373. 

procarbazine damage, tissues, mice 6184. 

pyrilamine/tripelennamine-induced, hepatocytes, rats 1035. 
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DNA repair,(continued) 
radiation (y), HeLa cells, adenine (8-bromo), effects on 2378. 
radiation (y), human ataxia telangiectasia fibroblasts-like cells 
2363. 
radiation (y), liver, mice, elimination-bases damage 5694. 
radiation (y), plants, exogenous gibberellic acid, effects on 
4641, 4802. 
radiation (y) damage, embryos-derived cells, mice 2380. . 
radiation (y) damage, Escherichia coli , pretreatment, effects 
on 5276. 
radiation (y) double-stranded breakage, Chinese hamster 
cells/Escherichia coli 6570. 
radiation (y) double-stranded breakage, Escherichia coli 
5275. 
radiation (y)-induced damage, Hordeum seeds 1643. 
radiation (y)-induced damage, mammalian cells 453. 
radiation (y)-induced DNA damage, lymphosarcoma cells, 
mice 299. 
radiation (y)-induced double-stranded DNA breakage, 
Escherichia coli 3544. 
radiation (y)-induced single-stranded breakage, Escherichia 
coli , role-dnaG gene products 437. 
radiation (y) strands breakage, cell lines, man, relationship- 
radiosensitivity 5706. 
radiation. Chinese hamster cells, temperature dependence, 
butylhydroxytoluene/adamantanone, effects on 5702. 
radiation (heavy ions)-induced breakage, Chinese hamster 
cells 1638. 
radiation (ionizing)-induced, Chinese hamster cells, cell 
interactions, effects on 3102. 
radiation (ionizing)-induced damage, Chlamydomonas 
reinhardtii 2353. 
radiation (ionizing)-induced damage, Escherichia coli , 
membrane fluidity, effects on 3085. 
radiation (ionizing) single-stranded breakage, ataxia 
telangiectasia lymphoblastoid cells 5281. 
radiation, lung, mice, adriamycin, effects on 5279. 
radiation, lymphocytes, chronic lymphatic leukaemia 6577. 
radiation (neutron)-induced single-stranded breakage, 
fibroblasts cell lines, mice 3711. 
radiation, strands breakage, HeLa cells, hyperthermia, effects 
on 4797. 
radiation, tissues, rats, role-protein biosynthesis 4283. 
radiation (u.v.) + 8-methoxynsoralen damage, phage T3/ 
phage T4 4268. 
radiation (u.v.), Bloom’s syndrome fibroblasts, man 5283. 
radiation (u.v.), brain, hamsters, relationship-ageing 6183. 
radiation (u.v.), Candida albicans , inhibition-nalidixic acid 
4277. 
radiation (u.v.), cells, man, radiation (X)/furocoumarin 
adducts/alkylating agents, effects on 5705. 
radiation (u.v.), chick embryos lens 5278. 
_radiation (u.v.), ColE1, role-calf thymus DNA polymerase £ 
2342. 
radiation (u.v.), Dictyostelium discoideum , caffeine, effects 
on 4275. 
radiation (u.v.), Escherichia coli photoreactivation, amino 
acids/thymine starvation, effects on 6573. 
radiation (u.v.), Euglena gracilis chloroplasts/nuclei, 
comparison 443. 
radiation (u.v.), fibroblasts cell lines, man, DNA double- 
stranded breakage 6466. 
radiation (u.v.), leucocytes, man, basal cells carcinoma, 
effects on 6580. 
radiation (u.v.), lung/kidney, hamsters, age, effects on 5274. 
radiation (u.v.), lymphocytes, man, enhancement-poly(ADP- 
ribose) polymerase inhibitors 6186. 


radiation (u.v.), lymphocytes, man, malnutrition, effects on 
6581. 

radiation (u.v.), phage HPicl, Haemophilus influenzae 2345. 

radiation (u.v.), role-SV40 transformation-fibroblasts, man 
4289. 

radiation (u.v.), uridine (5-bromodeoxy)-containing Chinese 
hamster cells 6583. 

radiation (u.v.), xeroderma pigmentosum lymphocytes, man 
4795, 

radiation (u.v.)/N-acetoxy-2-acetylaminofluorene damage, 
lymphocytes, man, comparison 4292. 

radiation (u.v.)/aflatoxins-induced, liver cells, rats, 
nucleosides pools size, effects on 1641. 

radiation (u.y.)/carcinogens-induced damage, human 
fibroblasts 3710. 

radiation (u.v.) damage, Bloom's syndrome fibroblasts 5282. 

radiation (u.v.) damage, Chinese hamster cells, protein 
biosynthesis inhibitors, effects on 6188. 

radiation (u.v.) damage, effects on chromatin conformation 
S270 

radiation (u.v.) damage, Escherichia coli 4273. 

radiation (u.v.) damage, fibroblasts, man, inhibition- 
aphidicolin 6189, 

radiation (u.v.) damage, heterochromatin/euchromatin, liver, 
rats 2358. 

radiation (u.v.)-damage, normal/Cockayne’s syndrome cell 
lines 4285, 

radiation (u.v.) damage, phage A 5690. 

radiation (u.v.) damage, Saccharomyces cerevisiae , 
pyrimidines dimers excision, mechanisms 5692. 

radiation (u.v.) damage, xeroderma pigmentosum cell lines 
4293. 

radiation (u.v.) damage, zygotes, mice 4794. 

radiation (u.v.) damage/mutagenesis, role-DNA-unwinding 
protein 4272, 

radiation (u.v.)-induced, Epstein-Barr virus-transformed 
lymphoblastoid cell lines, Chediak-Higashi syndrome 1040. 

radiation (u.v.)-induced, Escherichia coli /phage A, role-recA 
gene/uvrA gene 2344. 

radiation (u.v.)-induced, Escherichia coli frozen cells 3086. 

radiation (u.v.)-induced, human fibroblasts 1038. 

radiation (u.v.)-induced, spleen cells, radiation (y)-treated 
mice 2355, 

radiation (u.v.)-induced damage, CHO cells 2374. 

radiation (u.v.)-induced damage, embryo cells, mice 2356. 

radiation (u.v.)-induced damage, Escherichia coli tif mutant 
436. 

radiation (u.v.)-induced damage, Escherichia coli 3089. 

radiation (u.v.)-induced damage, herpes simplex virus 1, 
mechanisms 1026, 

radiation (u.v.)-induced damage, human fibroblasts/ 
lymphocytes, role-poly (ADP-ribose) 3103. 

radiation (u.v.)-induced damage, human xeroderma 
pigmentosum fibroblasts 2366, 

radiation (u.v.)-induced damage, myotubes, skeletal muscle, 
rats 2361. 

radiation (u.v.)-induced damage, Rana pipiens cell lines 2381. 

radiation (u.v.)-induced damage, role-DNA glycosylase 1180. 

radiation (u.v.)-induced pyrimidine dimers, human skin 1041. 

radiation (u.v.)/methyl methanesulphonate, cytosine 
arabinoside, effects on 4298. 

radiation (u.v.)/mitomycin C damage, fibroblasts, Bloom's 
syndrome 4284, 

radiation (u.v.)/radiation (y) damage-adenovirus (human) 2, 
human xeroderma pigmentosum heterozygotes fibroblasts 
2365. 

radiation (u.v.)/radiation (X)-induced damage, human 
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DNA repair,(continued) 
fibroblasts 2377. 

radiation (u.v.)/radiation (X)-induced damage, Chinese 
hamster cells, SV40, effects on 3708. 

radiation (u.v.)-treated Escherichia coli , thymine 
deprivation, effects on 3694. 

radiation (X), Chinese hamster cells, inhibition-adenosine (3'- 
deoxy), 2'-deoxycoformycin, effects on 3706. 

radiation (X), fibroblasts, ataxia telangiectasia, man 6579. 

radiation (X), mitochondria, Misgurnus fossillis eggs 3702. 

radiation (X)/radiation (neutron) double-stranded breakage, 
Chinese hamster cells 4297. 

radiation (X), single-stranded breakage, L cells, Peptichemio 
+ hyperthermia, effects on 5174. 

radiation (X), single-stranded breakage, Down's syndrome 
lymphocytes 6185. 

radiation (X) damage, brain tumours cells, rats 4801. 

radiation (X)-induced, Chinese hamster cells, 5-thio-D- 
glucose, effects on 3100. 

radiation (X)-induced damage, ageing human lung diploids 
fibroblasts 2367. 

radiation (X)-induced single-stranded breakage, leukaemia 
cells. mice, correlation-survival 2383. 

radiation (X)/radiation (neutron), potential lethal damage, 
tumours cells, in vivo/in vitro 4800. 

radiation (X)-treated, HeLa cells, caffeine, effects on 452. 

radiation damage, hypothesis 5689. 

radiation-induced damage, Chinese hamster cells, cis- 
dichlorodiammine platinum II, effects on 1042. 

radiation-induced damage, Chinese hamster cells, caffeine/ 
caffeine benzoate, effects on 2354. 

radiation-induced damage, DNA-membranes complex, 
mammalian cells 3099. 

radiation-induced damage, human fibroblasts 1633. 

radiation-induced damage, lymphoid tissue, rats 2359. 

radioactive labelling decay, DNA strands breakage, Chinese 
hamster cells 4135. 

rates, fibroblasts, man 5286. 

recombinant plasmids 3689. 

relationship-poly (ADP-ribose) biosynthesis, cells, man 5698. 

relationship-radiation resistance, Ustilago maydis / 
Saccharomyces cerevisiae /Micrococcus radiodurans 4279. 

relationship-vaccinia virus mutagenesis, cell lines, mice 1623. 

role-Escherichia coli endodeoxyribonuclease (apurinic or 
apyrimidinic)/phage T4-induced endodeoxyribonuclease 
1023. 

role-recovery-freeze-thawing damage, Escherichia coli 6180. 

Saccharomyces cerevisiae , radiation (u.v.)-induced 
mutagenesis 2352. 

Saccharomyces cerevisiae , role-phr! gene products 3092. 

Saccharomyces cerevisiae , roleeRAD6* gene 4791. 

Saccharomyces cerevisiae plasmids 4787. 

Salmo gairdnerii /Poecilia formosa , Chelonia , relationship- 
longevity 1628. : 

Secale cereale embryos, germination, effects on 3553. 

selenium compounds-induced, cells, liver, rats/Salmonella 
typhimurium 445. 

single-stranded breakage, polydeoxyribonucleotide 
synthetase, chromatin conformation, effects on 5813. 

skeletal muscle cells, rats differentiation, effects on 5695. 

SOS repair, Escherichia coli , genetic control, review 3862. 

SOS repair, Escherichia coli , role-plasmid pR proteins 3088. 

pes Escherichia coli , role-recA gene proteins 3696, 

SOS repair. mammalian cells, review 3870. 

SOS repair. phage 9X174 mutants DNA, introduction- 
apurinic sites, mutagenesis 4660. 


spleen. mice, N-methyl-N-nitrosourea, effects on 444. 

spleen cells, mice, Oxametacin, effects on 4311. 

sunlight-induced damage, human cell culture 2940. 

systems, role-toxicology, review 5870. 

thymine (5,6-dihydroxydihydro) excision, Micrococcus 
radiodurans DNA 2351 . 

thymocytes, rats/human lymphocytes, pesticides, effects on 
2360. 

4,5’,8-trimethylpsoralen-photoinduced DNA cross-links, 
Escherichia coli , models 3535. 

uridine (5-iodo-2’-deoxy) radioactive labelling decay-induced 
damage, Escherichia coli , mediation-recA gene 439. 

Vero cells, cytomegalovirus infection, effects on 4798, 4799. 

xeroderma pigmentosum cells, chromatin proteolysis, effects 
on 4294. 

DNA tumour virus, 

transcription/RNA processing, review 1273. 

DNA-unwinding protein, 

+ recA gene proteins, Escherichia coli , DNA pairing/ 

linkage 5825. 

activity, mammary tumour virus A-type particles 1237. 

Agrobacterium tumefaciens , purification/characterization 
3836, 

antigen T-associated, SV40 1832. 

assays 2452. 

association-DNA, polyoma virus 5781, 

ATP-dependent, Drosophila melanogaster , mechanisms 614. 

binding-poly (ribosylurea phosphate) 6312. 

calf thymus, interaction-synthetic polynucleotides/yeasts 
tRNA Leu 1240. 

Capreolus carpeolus liver, interaction-DNA, 
phosphorylation, effects on 3289. 

complex-DNA, , interaction-coat protein, phage fd assembly 
2589. 

complex-DNA, characterization 4932. 

complex-DNA, topography 4929. 

complex-phage fd DNA, neutron scattering 5822. 

Escherichia coli , activity, role-ATP 1238. 

Escherichia coli , assays 1239. 

Escherichia coli , function 1834. 

Escherichia coli , inhibition-nalidixic acid, effects on cell 
division 2584. 

Escherichia coli , reaction mechanisms 4930. 

Escherichia coli , subunits stoichiometry 611. 

Escherichia coli , topA gene, identification/localization 5209. 

Escherichia coli /Micrococcus luteus , reaction mechanisms 
3287. 

Escherichia coli mutants, characterization 609. 

genes, mutation, Escherichia coli , effects on transcription/ 
transposition 6313. 

liver, rats, breakage-phage @X174 single-stranded DNA 
5827. 

liver, rats, breakage-single-stranded DNA, DNA-enzymes 
complex, formation 3288. 

Micrococcus luteus , complex-DNA, characterization 1835. 

multiple forms, HeLa cells, purification/characterization 
6676. 

myeloma, mice, purification/characterization 2585. 

phage F1, complex-double-stranded polynucleotides, effects 
on melting temperature 5389. 

phage T4, amino acid sequence 3285. 

phage T4, binding- DNA/RNA, specificity 3833. 

phage T4, binding-oligonucleotides/polvnucleotides 3832. 

phage T4, primary structure 6311. 

phage T4, proteolytic enzymes digestion products binding- 
oligonucleotides/polynucleotides 3834, 
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DNA-unwinding protein,(continued) 

phage T4, C-terminus removal, effects on 2582. 

prostate, rats, regulation-androgens 4933. 

review 2608, 3330. 

role-Bacillus subtilis DNA replication initiation 6172. 

role-DNA repair, radiation (u.v.) damage/mutagenesis 4272. 

role-rRNA biosynthesis, Escherichia coli 3837. 

role-rRNA transcription 613. 

subunits, Escherichia coli , role-phage 9X174 DNA 
biosynthesis 4931. 


temperature-sensitive mutant, Escherichia coli , effects on 
ColE1 structure/replication 6225. 


Xenopus laevis , purification/characterization 6314. 

DNase, 

see Deoxyribonuclease 

Dorotheanthus bellidiformis, 

DNA/RNA content, iceplant chlorotic spot virus infection, 
effects on 2844. 

Doxorubicin, 

derivatives. effects on DNA breakage/DNA-proteins cross- 
linking. L1210 cells 5579. 

effects on mRNA content, myocardium, rats 4613. 

effects on mRNA/polyribosomes content, myocardium, rats 
129. 

free radicals, binding-DNA 900. 

inhibition-RNA biosynthesis, L1210 cells 5540. 

interaction-DNA 3051. 

intercalation-dinucleotides dimers, models 693. 

Drosophila, 
+ Glycine max, heterokaryons, DNA biosynthesis 4813. 
actin genes, coding regions/introns, conservation 5645. 
actin/heat shock proteins genes transcription, regulation 
5110. 

alcohol dehydrogenase genes, nucleotide sequence/ 
localization-introns 5648. 

cells. DNA replication/transcription, novobiocin, effects on 
1046. 

cells, RNA sequence concentration, nuclear/cytoplasmic 
poly (A)-containing RNA 2026. 

ecdysterone, genes induction, mRNA enrichment, 
methodology 4082. 

eggs, yolk proteins genes, isolation/characterization 1564. 

embryogenesis, DNA biosynthesis/RNA biosynthesis rates 
5679. 

embryos, chromatin assembly, role-RNA 5380. 

embryos, development, DNA biosynthesis, inhibitors, effects 
on 4814. 

embryos. development, RNA biosynthesis inhibitors, effects 
on 4604. 

embryos, histones mRNA biosynthesis/turnover rates 1418. 

genes. cloned, complementary-yeasts mutants, isolation 3163. 

‘histones, characterization 4401. 

mitochondria, DNA, adenine + thymine-rich regions, 
nucleotide sequence 6129. 

mRNA. translation-cell-free system, heat shock, effects on 
4083. 

mRNA translation, heat shock, effects on 4626. 

RNA 5S genes, structure/transcription, review 3328. 

transposons, foldback sequence, structure 6527. 

Drosophila heteroneura, 

salivary gland, rRNA 18/28S genes, location 6526. 

Drosophila hydei, 

cloned rRNA gene, characterization 973. 

pupae. RNA polymerase III, purification/characterization 
3206. 


rRNA gene replication 3076. 

X chromosome, chromatin templates activity 6309. 

X chromosome, introns-containing rRNA gene clusters 6128. 

Drosophila mauritiana, 

mitochondria, DNA, adenine + thymine-rich regions, 
nucleotide sequence intraspecific diversity 2282. 

Drosophila melanogaster, 

adh gene, isolation/characterization 1566. 

alcohol dehydrogenase mRNA/complementary DNA clones, 
isolation/characterization 2136. 

a-amanitin-resistant RNA polymerase IT mutants, 
characterization 2283. ‘ 

aromatic-L-amino-acid decarboxylase mRNA, induction- 
ecdysterone 241. 

ATP-dependent DNA-unwinding protein, mechanisms 614. 

cell culture, polytene chromosomes, heterochromatin 
transcription 2086. 

cell culture, RNA biosynthesis, role-heat shock proteins 810. 

cell culture, translation/mRNA metabolism, heat shock, 
effects on 2745, 

cell-free system, translation-black beetle virus RNA, 
products analysis 4076. 

characterization-plasmids cloning vectors 6599. 

chorion proteins mRNA, accumulation during specific gene 
amplification initiation 1464. 

chromosomes, distribution-DNA repetitive sequence 5647. 

chromosomes, localization-heat shock proteins genes 1824. 

chromosomes polytene, DNA replication during puffing 598. 

chromosomes puffing regions, Sgs-4 gene, analysis 3634. 

cytoplasmic RNA, structure/translation/metabolism 2807. 

deoxyribonuclease I, localization 2465. 

developmental stages, DNA organization 5219. 

DNA, polytene chromosomes, cytosine (5-methyl) content 
376. 

DNA-binding protein, purification/characterization/ 
interaction-DNA 2533. 

DNA fragments, containing, plasmids hybrids, cloning- 
Escherichia coli 4325. 

DNA repair, excision, defective mutant, characterization 
5693. 

DNA repair mutants, radiation (y), chromosomes loss, 
hyperthermia, effects on 6574. 

DNA segments, replication autonomy-Saccharomyces 
cerevisiae , isolation 1058. 

double-stranded RNA, characterization 2071. 

double-stranded RNA, transcription/characterization 1436. 

eggs, RNA sequence complexity 1406. 

embryos, DNA polymerase a, subunits structure 2500. 

fat body, vitellogenin precursors mRNA, translation- 
reticulocyte lysate, products analysis 3517, 

heat shock genes, organization 3632. 

heat shock proteins genes, chromatin structure 3016. 

heat shock proteins genes, deoxyribonuclease I-sensitive sites, 
mapping 374. 

heat shock proteins genes, nucleotide sequence 1565. 

heat shock proteins genes, organization 1563. 

heat shock proteins genes, 5’-terminus hypersensitivity 
deoxyribonuclease I 4723. 

heat shock proteins genes, 5’-terminus nucleotide sequence 
homology 6525. 

heat shock proteins genes regions, nucleotide sequence 
homology 6524. 

heterochromatin, review 2611. 

heterochromatin regions, transcription 1816. 

histones genes, chromatin structure 4414, 

hsp gene, 5’-terminus regions, nucleotide sequence 5223. 

hsp70 gene, nucleosomes arrangement 2570. 
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Drosophila melanogaster, (continued) 

larvae, DNA-binding protein, sequence specificity-heat shock 
proteins genes regions 5793. 

larvae, salivary gland, DNA replication 5680. 

larvae. serum proteins, genes, cloning/characterization 4343. 

lines, DNA repetitive sequence analysis 5646. 

low molecular weight RNA, incorporation-labelled 
phosphates 5479. 

lysates. heat shock induction-translation control 6445. 

mei-9 gene mutants, radiation (u.y.)-induced breakage, DNA 
repair, excision 3093. 

mitochondria, DNA, adenine + thymine-rich regions, 
nucleotide sequence intraspecific diversity 2282. 

mitochondria, DNA, cross-linking-proteins, location 1246. 

mitochondria, DNA content, ageing, effects on 6174. 

mitochondria, DNA fragments cloning-plasmids 1124. 

mutants, DNA polymerase a, characterization 3787. 

nuclei, occurrence-double-stranded RNA 754. 

occurrerice-queuine, incorporation-tRNA 4979. 

oocytes, poly (A)-containing RNA, complementary DNA, ~ 
isolation/characterization 1568. 

oocytes, RNA complexity, during development 170. 

oogenesis, rRNA/genes genes rRNA gene 3120. 

poly (A)-lacking mRNA, characterization 2806. 

polyribosomes, isolation 5050. 

polytene chromosomes, DNA cloning, methodology 5748. 

polytene chromosomes, DNA content 2579. 

polytene chromosomes, mobile dispersed gene, localization 
5387. 

polytene chromosomes, rRNA 5S genes regions, 
hybridization-tRNA 5643. 

polytene chromosomes, structure, electron microscopy 3281. 

protein biosynthesis regulation during heat shock 722. 

ribosomal proteins, expression during early development 
1357. 


mRNA, cloned complementary DNA, characterization 5641. 


tRNA, modified nucleosides distribution, comparison- 
prokaryotes/eukaryotes 1338. 

RNA. transcription/metabolism, heat shock chromosomes 
puffing sites 1437. 

tRNA aminoacylation, stimulation factors 1965. 

tRNA Asn/tRNA His/tRNA Ala genes, localization 1567. 

tRNA gene, cloning 1123. 

tRNA gene content, regulation 5297. 

rRNA gene transcription initiation sites, nucleotide sequence 
4721, 

mRNA genes, cloning/characterization 5747. 

tRNA geries, nucleotide sequence organization 2284. 

tRNA genes clusters, characterization 3633. 

tRNA Gin genes clusters, characterization/evolution 372. 

tRNA Gly genes, nucleotide sequence 1337. 

tRNA Lys genes clusters 5221. 

tRNA Met/tRNA Arg, hybridization-polytene chromosomes 
702. 

ae II monoclonal antibodies, characterization 

9. 

rRNA transcription termination sites, nucleotide sequence 
4722. 

tRNA 18S, modified nucleosides, analysis 5500. 

tRNA I8S genes, 3’-terminus nucleotide sequence, 
comparison-Bombyx mori /Escherichia coli 373. 

rRNA 28S genes, insertion regions, arrangement 5220. 

rRNA 28S genes, insertion sequences distribution- 
chromosomes 4207. 

tRNA 5.88, 3’-terminus, identification 4006. 

tRNA 58, cross-linking-4’-hydroxymethyl-4,5',8- 
trimethylpsoralen, secondary structure 5501. 


rRNA 5S genes, chromatin structure 2566. 

Sgs-4 gene regions, location 3635. 

small circular DNA, homologous transcripts, 
characterization 169, 

strains, mitochondria, DNA, characterization 3014. 

transposons, insertion sites, characterization 972. 

transposons, isolation/characterization 3162. 

transposons, organization 2281. 

transposons, termini repeated sequence organization 970. 

transposons, transcription patterns 2070. 

transposons copia RNA, translation/regulation 3518. 

a-tubulin genes, characterization 5644. 

tubulin genes, organization 3015. 

viruses, heat shock proteins mRNA, characterization 2883. 

vitellogenin genes, structure 5222. 

X chromosome hybrids, rRNA gene replication patterns 
2333. 

Drosophila nasuta, 

imaginal discs cells, chromatin replication 6308. 

Drosophila persimilis, 

DNA, polytene chromosomes, cytosine (S5-methyl) content 
376. 

Drosophila silvestris, 

salivary gland, rRNA 18/28S genes, location 6526. 

Drosophila simulans, 

chromosomes, localization-rRNA gene 603. 

mitochondria, DNA, adenine + thymine-rich regions, 
nucleotide sequence intraspecific diversity 2282. 

Drosophila tumiditarsus, 

rRNA gene, localization/characterization 4208. 

Drosophila virilis, 

tRNA gene spacer, characterization 6130. 

satellite DNA, restriction endonuclease analysis/nucleotides 
composition 3013. 

satellite DNA, nucleotide sequence heterogeneity 5642. 


Drugs, 

binding-DNA, partition analysis 4124, 

effects on DNA biosynthesis, lymphoid cells, mice/ 
Salmonella typhimurium genomes 5288. 

Dyes, 

see also specific dyes 

binding-DNA, fluorescence 2919. 


E.s.r., 

nucleoproteins, cowpea chlorotic mottle virus 4902. 

spin labelling-tRNA Phe, interaction-Escherichia coli 
ribosomes 742, 

UMP crystals, radiation damage 1915. 

UMP radiation (y) radicals 1319. 

uracil (2-thio) crystals 1886. 

uracil/thymine free radicals 3881. 

Ebola virus, 

genomes RNA, characterization 2045. 

Ecballium elaterium, 

rRNA gene content, comparison-Cucumis sativus/Cucurbita 
pepo 1482. 

Ecdysterone, ‘ 

induction-aromatic-L-amino-acid decarboxylase mRNA, 
Drosophila melanogaster 241. 

induction-genes, Drosophila , mRNA enrichment, 
methodology 4082. 

Echinodermata, 

DNA sequence divergence 967. 
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Echinomycin, 

quinoline analogues, binding-DNA 2174. 

Ectromelia virus, 

infected. hepatocytes, mice, DNA biosynthesis inhibition- 
adenine arabinoside/AMP arabinoside-asialofetuin conjugate 
456. 

EDTA, 

biriding-deoxyribonucleoproteins, liver, rats 568. 

effects on DNA biosynthesis, Ehrlich ascites tumour cells 
2392. 

effects on DNA entry/integration, Haemophilus influenzae 
transformation 5315. 

Ehrlich ascites tumour cells, 

chromatin. DNA biosynthesis, relationship- DNA 
polymerase release 431. 

DNA biosynthesis, coal tar + radiation, effects on 1658. 

DNA biosynthesis, EDTA/1,10-phenanthroline, effects on 
2392. 

DNA biosynthesis/RNA biosynthesis/protein biosynthesis, 
uridine (5-fluorodeoxy), effects on 1072. 

DNA methylation, cytidine (5-aza), effects on 1451. 

DNA repair, double-stranded breakage, kinetics 2382. 

DNA replication, growth conditions, effects on 2334. 

single-stranded DNA subunits, linkage-proteins 424. 

Elaphe radiata, 

sex chromosomes-associated satellite DNA, evolution/ 
conservation 377. 

Elastin, 

mRNA, embryos, chickens, complementary DNA clones, 
construction/characterization 5750. 

Electron diffraction, 

DNA crystals 3062. 

Electron microscopy, 

Achlya bisexualis DNA, sequence organization 4714. 

chromatin, hepatocytes, guinea-pigs, structure 4413. 

DNA. mitochondria, brain, rats 2325. 

Escherichia coli ribosomal subunit 30S 2757, 2758. 

Escherichia coli ribosomes unfolding 2760. 

Escherichia coli RNA polymerase binding-phage X174 
replicative form DNA 549. 

globin mRNA precursors, ducks, secondary structure 780. 

high molecular weight RNA, structure 5960. 

histone H4 interaction-DNA 2536. 

mapping-plasmid pSM19035 inverted repeat deletion 921. 

Moloney leukaemia virus/Rous sarcoma virus RNA 708, 
structure 3440. 

phage | DNA packaging 6316. 

phage D108 DNA structure 3572. 

retrovirus RNA structure 1258. 

RNA (heterogeneous nuclear), reticulocytes, chickens, 
structure 4572. 


Electrophoresis, 
‘ Bacillus subtilis DNA restriction endonuclease fragments 

5158. 

DNA fragments, models 418. 

yeasts tRNA, methodology 89. 

Electrophorus electricus, 

calmodulin geries, cloning 4846. 

Eleusine coracana, 

repetitive DNA, characterization 3042. 

Ellipticine, 

effects on DNA, Trypanosoma equiperdum kinetoplasts 
6457. 

induced, DNA single-stranded breakage, relationship- 
cytotoxicity 899. 
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Elongation factor G, 

cross-linking-Escherichia coli ribosomes, use-4-(6-formy]-3- 
azidophenoxy)butyrimidate 4537, 

dependent, guanosinetriphosphatase activity, coupling- 
protein biosynthesis 133. 

Escherichia coli , primary structure 6379. 

Euglena gracilis chloroplasts, purification/characterization 
2018. 

Elongation factor T, 

affinity labelling-modified tRNA Lys 135. 

Elongation factor Ts, 

Caulobacter crescentus , sensitivity-kirromycin/activity- 
phage QB RNA polymerase (RNA-dependent) 1376. 

Elongation factor Tu, 

affinity labelling-modified tRNA Lys 135. 

biosynthesis, DNA-directed, in vitro 3945. 

biosynthesis, Escherichia coli , regulation 6367. 

Caulobacter crescentus , sensitivity-kirromycin/activity- 
phage QB RNA polymerase (RNA-dependent) 1376. 

dependent, guanosinetriphosphatase, Escherichia coli , 
stimulation-tR NA (aminoacy!) 3’-terminus analogues 3414. 

effects on translation errors, poly (U)-directed Escherichia 
coli cell-free system 5945. 

Escherichia coli , complex-guanosine tetraphosphate 5947. 

Escherichia coli ,GDP binding sites, structure, X-ray 
diffraction 6380. 

Escherichia coli , inactivation-2,3-butanedione 3416. 

Escherichia coli , interaction-kirromycin derivatives 5946. 

Escherichia coli kirromycin-resistant mutant, 
characterization 132. 

guanosinetriphosphatase activity, stimulation tRNA 
(aminoacyl) 3’-terminus fragments 5065. 

interaction tRNA (phenylalanyl)-tRNA (glutamyl) dimers 
Da hne 

kirromycin-resistant, Escherichia coli , characterization 5473. 

Thermus thermophilus , binding-GDP/GTP, n.m.r. 134. 

Elongation factor 1, 

eukaryotes, structure-activity relationships, review 3325, 

Elongation factor 2, 

Halobacterium cutirubrum /Methanobacterium 
thermoautotrophicum /Sulfolobus acidocaldarius / 
Thermoplasma acidophilum , binding-AP-ribose, catalysis: 
diphtheria toxin 1380 

Elongation factors, 

activity, kidney, rats, cadmium chloride, effects on 748. 

Escherichia coli , activity-mitochondria, liver, rats 136. 

mitochondria, liver, rats, activity-Escherichia coli 136. 

role-poly (U)-directed poly(leucine) biosynthesis, Escherichia 
coli ribosomes 2016 

Embichin, 

effects on DNA/chromatin templates activity, RNA 
biosynthesis 2097. 

Encephalomyocarditis virus, 

cell-free system, translation-Drosophila melanogaster cell- 
free system 4076. 

double-stranded RNA, detection, use-4’-aminomethyl-4,5',8- 
trimethylpsoralen cross-linking 3421. 

infection, effects on Krebs II ascites cells ribosomal subunits 
tRNA (methionyl) binding activity 5944. 

infection, mice, polynucleotides, antiviral activity 3371. 

infection-3T6 cells, translation, nucleotides derivatives, 
effects on 6362, 

RNA, radiation (u.v.)-induced damage, repair 797. 

RNA, translation-HeLa cells, poliovirus superinfection, 
effects on 5033. 

translation 6363. 
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Endodeoxyribonuclease, 

Anacystis nidulans , induction-phage AS-1, purification/ 
characterization 5764. 

apurinic sites-specific, Bacillus subtilis , isolation/ 
characterization 1147. 

calf thymus chromatin, purification/characterization 4862. 

DNA repair, plasmacytoma cells, mice, purification/ 
characterization 2461. 

Epstein-Barr virus-infected human lymphoblastoid cell lines, 
purification/characterization 1753. 

Friend leukaemia virus, characterization 1146. 

Friend leukaemia virus-associated, purification/ 
characterization 1755. 

KB cells, purification/characterization, cleavage-single- 
stranded DNA 3763. 

phage 14. purification/characterization 4861. 

phage 74, substrate specificity 4864. 

phage T4-induced, role-DNA repair 1023. 

Rauscher leukaemia virus, characterization 3767. 

Rous sarcoma virus, characterization 5332. 

small intestine mucosa nuclei, cattle, purification/ 
characterization 6263. 

Endodeoxyribonuclease (apurinic or apyrimidinic), 

association-DNA glycosylase, phage T4 6636. 

Bacillus subtilis , DNA cleavage sites, determination 1771. 

Bacillus subtilis , purification/characterization 3182. 

chromatin, liver, rats, purification/characterization 2460. 

Escherichia coli , role DNA repair 1023. 

HeLa cells, purification/characterization 6264. 

human fibroblasts, characterization 2462. 

localization, liver, rats 543. 

Micrococcus luteus , purification/characterization 1754. 

Micrococcus luteus , substrate specificity/reaction 
mechanisms 1767. 

Saccharomyces cerevisiae , purification/characterization 
5331. 

sensitivity- DNA degradation-neocarzinostatin 2201. 


Endodeoxyribonuclease V, 

phage T4, effects on radiation (u.v.)-treated DNA 1752. 

phage T4/Micrococcus luteus , pyrimidines dimers cleavage, 
comparison 3181. 

Endonuclease, 

activity-radiation (u.v.)-treated/2-acetylaminofluorene-bound 
DNA, regenerating liver, rats 6254. 


adenovirus (human) 5, purification/characterization 3174. 

assays 2452, 3175. 

DNA repair, substrate specificity 2451. 

endogenous, fragmentation-chromatin, cells, mice 580. 

endogenous, tissues, mice, fragmentation-chromatin 2550. 

Hordeum vulgare seeds, purification/characterization 539. 

influenza virus, cleavage-RNA caps, production- 
transcription initiation primers 5505. 

Micrococcus luteus , + radiation (u.v.), effects on DNA 
biosynthesis/poly (ADP-ribose) biosynthesis, xeroderma 
pigmentosum cells 6195. 

Naja naja oxiana , use-Escherichia coli RNA 5S structure 
3457. 

nucleosomes/nuclei, erythrocytes, chickens, characterization 
1742. 

Physalia physalis venom, purification/characterization 6255. 

poly (ADP-ribose) sensitivity, role-DNA repair, N-methy!-N- 
nitrosourea, liver, rats/chickens 4347. 

Saccharomyces cerevisiae mitochondria, purification/ 
characterization 2450. 

Endonuclease (Ca/Mg), 

digestion-chromatin, liver, rats 4411. 

Endonuclease I, 

Brevibacterium ammoniagenes , fragmentation-chromatin, 
liver, rats 6635. 

Endonuclease S, (Aspergillus), 

Aspergillus oryzae , purification/characterization 3173. 

Aspergillus oryzae , substrate specificity 1743. 

cleavage sites, phage T1 DNA, radiation (y) 4122. 


use-Escherichia coli RNA 5S structure 3457. 

Endonuclease V, 

phage T4, determination-DNA pyrimidine dimers, radiation 
(u.v.), mammalian cells 6065. 

Endoribonuclease, 

chick embryos, processing-rRNA 45S precursors, in vitro 
5759. 

Escherichia coli , cleavage-phage T4 tRNA genes clusters 
transcripts 1140. 

Lentinus edodes , purification/characterization 2456. 

microsomes, liver, rats, purification/characterization 538. 

sieges venom, hydrolysis-polynucleotides, specificity 

6. 

B-Endorphin, 

inhibition-tRNA (phenylalanyl) synthetase, cell-free system, 
eukaryotes 1970. 

Endothia parasitica, 

double-stranded RNA, molecular weight 4001. 

virus-like particles-associated double-stranded RNA, 
characterization 1391. 

Enkephalins, 

inhibition tRNA (phenylalanyl) synthetase, cell-free system, 
eukaryotes 1970. 

Enolase, 

genes, yeasts, nucleotide sequence homology- 
glyceraldehydephosphate dehydrogenase 6111. 

synthesis, poly (A)-containing RNA, brain, rats, translation- 
cell-free system 1469, 

Entamoeba histolytica, 

tRNA, isoacceptors, characterization, chromatography 4506. 

Enterobacter agglomerans, 

spans use genes, cloning/expression Escherichia coli 

Enterotoxins, 

complementary DNA, human Escherichia coli , cloning/ 
characterization 352. 

genes, Escherichia coli , nucleotide sequence homology- 
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Enterotoxins,(continued) 
Vibrio cholerae DNA 953. 

Entomopoxvirus, 

Melanoplus sanguinipes , DNA, molecular weight/base 
composition 4775. 

Enzymes, 

see also specific enzymes 

Epichlorohydrin, 

alkylation-DNA, fluorescence assays 903. 

Epidermal! growth factor, 

regulation-DNA biosynthesis initiation, 3T3 cells, 
mechanisms 4817. 

Epoxide hydrolase, 

effects on benzo(a)pyrene binding-calf thymus DNA 4109. 

mRNA, levels, liver, rats, phenobarbitone, effects on 4609. 

Epstein-Barr virus, 

deletion mutant, characterization 2246. 

DNA, characterization, transformed cells 5198. 

DNA, endodeoxyribonuclease BamHI fragments, cloning/ 
mapping 334. 

DNA, homology-Herpesvirus papio 4166, 4170. 

DNA, infectious mononucleosis/lymphoblastoid cell lines, 
man, structure 5199. 

DNA, nucleotide sequence homology-Herpesvirus papio 
5203. 

DNA, restriction endonuclease mapping, comparison- 
Herpesvirus papio 4171. 

DNA, sedimentation properties, Raji cells 5671. 

DNA, transfection-placenta cells, man 5734. 

DNA, tumour cells/non-tumour cells, , density 419. 

DNA biosynthesis, n-butyrate, effects on 3115. 

DNA biosynthesis, lymphoblastoid cell lines, stimulation- 
dimethylsulphoxide 6199. 

DNA biosynthesis, mitomycin C, effects on 3686. 

DNA fragments, cloning 6617. 

DNA polymerase, inhibition-acyclovir 1784. 

DNA polymerase, inhibition-uridine (5-(2-bromovinyl)-2'- 
deoxy), mechanisms 5431. 

DNA replication, induction-12-O-tetradecanoyl-phorbol- 13- 
acetate, inhibition-guanine (9-(2-hydroxyethoxymethyl))/ 
retinoic acid 5708. 

genomes, infectious mononucleosis, man, organization 5609. 

infected human lymphoblastoid cell lines, 
endodeoxyribonuclease, purification/characterization 1753. 

infection, lymphocytes B, man, effects on DNA biosynthesis 
kinetics 5270. 

RNA, characterization 4545. 

RNA. lymphoblastoid cell lines, characterization 2046. 

RNA, transformed cells, size/transcription direction 4546. 

RNA-coding DNA, Raji cells, structure 5200. 

strains, DNA, restriction endonuclease mapping 939. 

superinfection, Raji cells, induction-DNA polymerase, 

_ characterization 3212. 

transformed, lymphoblastoid cell lines, Chediak-Higashi 
syndrome, radiation (u.v.)-induced DNA repair 1040. 

transformed cells, man, DNA integration, characterization 
5608. 

Ergocryptine, 

effects on prolactin mRNA content, pituitary cell culture 820. 

Erignathus barbatus, 

fibroblasts, transformation-SV40 DNA 3148. 

Erwinia amylovora, 

lipoproteins, genes, nucleotide sequence, comparison- 
Escherichia coli /Serratia marcescens 6505. 

Erwinia carotovora, 

phages, DNA, physicochemical properties 2321. 

plasmid pEA566, characterization 919. 


Erwinia chrysanthemi, 

plasmid pLS1/plasmid pLS2, purification/chracterization 
2962. 

Erysiphe graminis, 

infection, effects on ribonuclease activity, Hordeum vulgare 
leaves 1134, 

Erythrocebus patas, 

infected, simian varicella virus, antiviral activity-adenine 
arabinoside/AMP arabinoside 660. 


Erythropoietin, 

control-RNA polymerase, bone marrow cells, rats 5120. 

stimulation-RNA polymerase activity, bone marrow, rats 
202. 

Escherichia coli, 

capsules genes, cloning 4339. 

complex poly d(A-T)-lactose repressor N-terminus 1846. 

dna gene products, role-R factor R124 replication 4256. 

DNA glycosylase, characterization 3229. 

DNA glycosylase, guanine (7-methyl) removal-DNA 4883. 

DNA methyltransferase, heterogeneity 5358. 

DNA polymerase I genes regions, DNA sequence 
conservation/arrangement, comparison-Klebsiella aerogenes 
/Klebsiella pneumoniae 958. 

DNA polymerase III £-subunit, purification/characterization 
2499. 

DNA replication, coupling-cell division, role-sfi gene 5676. 

DNA-unwinding protein, reaction mechanisms 3287. 

DNA-unwinding protein/recA gene proteins, DNA pairing/ 
linkage 5825, 

endodeoxyribonuclease EcoRI, isolation, methodology 1150. 

endodeoxyribonuclease EcoRV, purification/characterization 
1768. 

enterotoxins genes, nucleotide sequence homology-Vibrio 
cholerae DNA 953. 

hosts-vectors systems, DNA transformation efficiency 1716. 

lacZ gene, fusion-Saccharomyces cerevisiae CYC1 gene 
5314. 

lacZ gene, fusion-Saccharomyces cerevisiae URA3 gene, 
expression-yeasts 5318. 

lon gene products, DNA-binding protein, characterization 
5824. 

mutants, DNA-binding protein, role-recA gene protein 
biosynthesis/phage A induction 2583. 

mutation, ribonuclease H levels, isolation/mapping 952. 

ompA gene, regulation regions, nucleotide sequence 351. 

permeabilized cells, DNA replication 5675. 

recombination, hotspots elimination 5742. 

ribonuclease P, characterization 4858. 

tRNA (arginyl) synthetase, substrate specificity 6359. 

tRNA (glutamyl) synthetase, reaction mechanisms 4513. 

tRNA (phenylalanyl) synthetase, interaction-substrates, 
chemical modification, effects on 5453. 

rRNA gene, nucleotide sequence homology-Vicia faba 
chloroplasts 3049. 

tRNA genes clusters, organization/structure 3609. 

tRNA genes/tufB gene, nucleotide sequence 5625. 

RNA polymerase, promoters sites utilization, phage 929 
DNA, specificity 1160. 

RNA processing mutants, protein biosynthesis 1973. 

rRNA 3'-terminus, structure 5089. 

tRNA 16S, secondary structure homology-Saccharomyces 
cerevisiae rRNA 18S 2801. 

rRNA 238, 5’-terminus homology-Xenopus laevis rRNA 
28S 4558. 
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Escherichia coli, (continued) 

rRNA 5S, base pairs determination, n.m.r. 2063. 

strains, DNA, nucleotide sequence conservation/variation 
1539. 

transformation, competence 6623. 

transformation, DNA binding/uptake, specificity 6556. 

transformation-DNA, mechanisms 5740. 

transformation-DNA, uptake/integration 520. 

transformation-plasmid ST:LT:CFA/II + plasmid PSC301 
1697. 

translation activity in vitro, RNA polymerase mutation/ 
growth conditions, effects on 3393. 

trpA gene, nucleotide sequence 5210. 

trpB gene, nucleotide sequence, comparison-Salmonella 
typhimurium 2261. 

trpE gene, nucleotide sequence 4191. 

trpG genie regions, nucleotide sequence divergence 2260. 

tufA gene, nucleotide sequence 5624. 

Ethanol, 

+ sucrose intake, mice, effects on poly (A)-containing 
mRNA metabolism, polyribosomes, liver 3504. 


photochemical-induced reaction-thymine (1,3-dimethyl) 2636. 


precipitation-DNA/RNA 3524. 

Ethidium, 

complex-calf thymus DNA, n.m.r. 3541. 

intercalation-DNA 2217. 

Ethidium bromide, 

analogues, interaction-DNA 4656. 

binding-adenosine (2'-deoxy), relaxation 53. 

binding-DNA, structure parameters 3060. 

binding-tRNA Phe, yeast, pressure, effects on 95. 

effects on DNA biosynthesis, Schizosaccharomyces pombe 
petite mutant 458. 

effects on DNA metabolism, Volvox carteri 1059. 

effects on kinetoplasts DNA tertiary structure, Trypanosoma 
cruzi , comparison-berenil 361. 

effects on tRNA aminoacylation-tR NA (isoleucyl) 
synthetase/tRNA (valyl) synthetase 712. 

effects on rRNA biosynthesis, Ochromonas damica 2126. 

inhibition-avian myeloblastosis virus DNA polymerase 
(RNA-dependent) 3789. 

inhibition-RNA activation-protein kinase/2',5'-oligo (A) 
polymerase 4362. 

inhibition-RNA biosynthesis/poly (A) biosynthesis, calf 
thymus DNA, in vitro 6019. 

interaction-DNA 5162. 

interaction-DNA, analysis, use-hydrogen-deuterium 
exchange 2178. 

initeraction-polynucleotides, equilibrium studies 5910. 

isolation/characterization-Zea mays high molecular weight 
DNA 3531. 

use-DNA detection 2156. 

Ethidium monoazide, 

binding-chromatin, human lymphocytes 2549, 

labelling, excision DNA repair, human lymphocytes 3097. 

Ethionine, 

aminoacylation, tRNA Met, liver, rats 5917. 

Ethyl 4-Azidobenzoylaminoacetimidate, 

use-ribosomal proteins cross-linking-rRNA, Escherichia coli 
ribosomal subunit 30S 1983. 

use tRNA 16S cross-linking-ribosomal protein S1, 
Escherichia coli ribosomal subunit 30S 5463. 

Ethyl methanesulphonate, 

DNA damage/DNA biosynthesis, effects on, Chinese 
hamster cells/embryo fibroblasts, mice 463. 

DNA single-stranded breakage, liver, rats 4116. 

induced, sister chromatid exchange, human xeroderma 


pigmentosum/SV40-transformed cells 597. 
induced, sister chromatid exchange/chromosome aberrations, 
Chinese hamster cells, distribution 1219. 
1-Ethyl-3-dimethylaminopropy! carbodiimide, 
use-RNA cross-linking-proteins 1845. 
1,1'-Ethylenebis(1-)nitrosourea, 
mutagenicity-Escherichia coli , DNA cross-linking 3542. 
Ethylenediamine, 
+ phenol, protecting group removal-nucleoside (N-benzoyl) 
3346. 
N-EthyI-N’-nitro-N-nitrosoguanidine, 
DNA damage/DNA biosynthesis, effects on, Chinese 
hamster cells/embryo fibroblasts, mice 463. 


N-Ethyl-N-nitrosourea, 

alkylation-tRNA Val, yeasts, protection-tRNA (valyl) 
synthetase 4500. 

effects on DNA templates, #-galactosidase biosynthesis, cell- 
free system 3539. 

induced, damage, DNA repair, neonatal rats 1631. 

treated, DNA, guanosine (O*%-ethyldeoxy), quantification, use- 
antibodies 38. 


Euchromatin, 

liver, rats, DNA repair, radiation (u.v.) damage 2358. 

Euglena, 

chloroplasts, tRNA, homology-Phaseolus /Spinacia /Zea 
mays 1340. 

chloroplasts, tRNA/rRNA 16S/rRNA 23S genes, 
association 371. 

Euglena gracilis, 

bleached mutant, chloroplasts genomes, detection 6053. 

chloroplasts, DNA, restriction endonuclease fragments, 
transcription, RNA complexity/abundance, development, 
effects on 5125, 

chloroplasts, DNA biosynthesis, regulation 2397. 

chloroplasts, elongation factor G, purification/ 
characterization 2018. 

chloroplasts, genomes, size heterogeneity 5637. 

chloroplasts, ribosomes, isolation, methodology, elongation 
factors specificity 1989. 

chloroplasts, rRNA gene regions, nucleotide sequence 
homology 2269. 

chloroplasts, rRNA gene spacer, nucleotide sequence, tRNA 
genes identification 1555. 

chloroplasts, tRNA/rRNA 5S/rRNA 16S/rRNA 23S genes, 
organization 2268. 

chloroplasts/nuclei, DNA repair, radiation (u.v.), comparison 
443, 

nuclei, DNA content, cadmium, effects on 1664. 

restriction endonuclease cleavage sites/t{RNA genes, mapping 
6124, 

ribosomes, stability, role-ribosomal proteins 115. 

tRNA Phe, nucleotide sequence 6354, 

stigma, DNA/RNA, occurrence 3528. 


Euplotes aediculatus, 

DNA, termini, inverted repeat, nucleotide sequences 5629. 
Euscelis, 

eggs, yolk glycoproteins-bound nucleosides 5425. 
Excision-repair, 

see DNA repair 

Exodeoxyribonuclease, 

Xanthomonas oryzae , purification/characterization 2463. 
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Exodeoxyribonuclease III, 

requirement-bleomycin-treated phage @X174 DNA use- 
templates, DNA polymerase I 3216. 

Exodeoxyribonuclease V, 

Bacillus subtilis , substrate specificity/ 
adenosinetriphosphatase activity 4863. 

Escherichia coli , DNA unwinding activity 3183. 

Micrococcus luteus , reaction mechanisms 4355. 

Exonuclease, 

Crotalus adamanteus venom, characterization 4348. 

Exonuclease III, 

genes, Escherichia coli , cloning 6626. 

3'-Exoribonuclease, 

calf thymus, degradation-oligo (A) 534. 


F factors, 

containing. plasmid pBR322, construction/characterization 
3736. 

Fatty acid synthetase, 

mRNA, mammary gland, rats, purification/characterization 
4564. 

mRNA. uropygial gland, geese, translation-reticulocyte 
lysate, products characterization 1466. 

Feline leukaemia virus, 

complex-feline sarcoma virus, RNA subunits 
characterization 3976. 

proviruses, characterization/infectivity 5610. 

Feline sarcoma virus, 

complex-feline leukaemia virus, RNA subunits 
characterization 3976. 

DNA fragments, transformation-cells, mice 3749. 

onc gene, sequence homology-fes gene, cats 5201. 

proviruses. DNA, transformation, transfection assays 1109. 

Ferritin, 

subunits, MRNA, HeLa cells/liver rats 4089. 

Fibrinogen, 

B-chains, cattle, complementary DNA clones, 
characterization 4752. 

Fibroin, 

genes, Bombyx mori , 5'-terminus repetitive sequence 6521. 

genes. transcription, Bombyx mori silk gland, during 
development 2113. 

polyribosomes/ribonucleoprotein (messenger), silk gland, 
Bombyx mori , isolation, use-hydroxystilbamidine isethionate 
2765. 

mRNA, biosynthesis, Bombyx mori silk gland, corpora 
allata, effects on 2085. 

silk. genes, Bombyx mori , nucleotide sequence organization 
1561, 1562. 

silk. mRNA, precursors, nucleotide sequence homology/ 
splicing mechanisms 2072. 

Fibronectin, 

gene expression, chick embryos fibroblasts, transformation, 
effects on, use-complementary DNA clones 5127. 

Flavobacterium odoratum, 

R factors, antibiotic resistance, characterization 6607. 

N-2-Fluorenylacetamide, 

binding-genomes, liver, rats 5567. 

Fluorescence, 

+ riboflavin, photodegradation-DNA 2938. 

Fluorine, 

effects on RNA biosynthesis, tissues, mice 2864. 

Fluoroquine, 

interaction-DNA/tRNA/poly (A), fluorescence/n.m.r. 4767. 


Foamy virus, 

RNA, characterization 6389. 

a-Foetoprotein, 

genes, expression-liver, rats 4025. 

genes, mice, structure 6138. 

genes, rats, 3’-terminus nucleotide sequence/expression 984. 

genes, structure/expression 4214. 

mRNA, content, regenerating liver, rats 4024. 

mRNA, levels, during liver carcinogenesis, rats 2118. 

mRNA, levels, yolk sac/liver, foetuses/neonates, rats 1470. 

mRNA, mice, complementary DNA, cloning/mapping 1735. 

mRNA, rats, nucleotide sequence homology-albumin 6405. 

mRNA, rats, 3/-terminus, complementary DNA, cloning/ 
hybridization probes synthesis 5322. 

Folate, 

deficiency, effects on DNA biosynthesis/RNA biosynthesis, 
human bone marrow cells 483. 

Folliberin, 

mRNA, pituitary, rats, translation-cell-free system 2137. 

Follitropin, 

effects on RNA biosynthesis, uridine incorporation, testis, 
mice 6003. 

a-subunit, genes, man, characterization 6547. 

Foot-and-mouth disease virus, 

antigens, complementary DNA cloning/expression- 
Escherichia coli plasmid pBR322 3750. 

capsids proteins genes, nucleotide sequence 4693. 

RNA, cloning, structural protein genes, nucleotide sequence 
5487. 

RNA, complementary DNA, enzymatic synthesis/properties 
2159. 


RNA, nucleotide sequence heterogeneity 6390. 


RNA-linked proteins, cleavage-reticulocyte lysate, rabbits 
6683. 

RNA polymerase (RNA-dependent), purification 5774. 

serotypes, RNA, nucleotide sequence homology 3432. 

serotypes, RNA 5/-terminus nucleotide sequence, 
comparison 2786. 

Formaldehyde, 

induced, DNA damage, L1210 cells, relationship-survival 
2189. 

treated, DNA/RNA, cross-linked products isolation/ 
identification 2190. 

unwinding-phage T7 DNA helix 4250. 

Formycin, 

inhibition-RNA methylation, leukaemia cells 58. 

4-(6-FormyI-3-azidophenoxy)butyrimidate, 

elongation factor G cross-linking-Escherichia coli ribosomes 
4537. 

Fowl plague virus, 

RNA, termini, nucleotide sequence 760. 

RNA, transcripts, infected cells, characterization 5964. 

Friend erythroleukaemia cells, 

mRNA, changes during differentiation 179. 

Friend leukaemia virus, 

associated endodeoxyribonuclease, purification/ 
characterization 1755. 

components, RNA structure, comparison-defective 
components 3978. 

DNA, fragments, isolation/transfection/tumorigenicity 1110. 

endodeoxyribonuclease, characterization 1146. 

gene expression, producer cells/non-producer cells 4040. 

host range mutants, RNA nucleotide sequence 5079. 

polydeoxyribonucleotide synthetase, characterization 4886. 

protein p10, binding-RNA, specificity 1243. 


i te 


IRL©1981 


99 


Subject Index 


SOC Oe 


Friend leukaemia virus,(continued) 

RNA, Friend erythroleukaemia cells, characterization 3977. 

Frog virus 3, ‘ 

mRNA, methylated nucleotide sequence, characterization 
2047. 

DNA. cytosine(5-methyl) content 2247. 

inhibition-protein biosynthesis, CHO cells 6368. 

temperature-sensitive mutant, DNA replication 6587. 

Fructose-bisphosphate aldolase, 

B-subunit, mRNA, liver, rats, purification/translation- 
reticulocytes, rabbits 5956. 

biosynthesis, free/membrane-bound ribosomes, liver, rats 
1977. 


Ftorafur, 

effects or DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, human fibroblasts 36. 

Fumarate reductase, 

genes, Escherichia coli , containing, phages, characterization 
927. 

Fungi, 

ribosomes, structure/biosynthesis, review 3873. 

Furanose, 

pseudorotation, models 3898. 

Furocoumarins, 

+ radiation (u.v.), sensitivity-Escherichia coli DNA repair- 
deficient mutant 5574. 

Fusarium, 

toxins, DNA damage, lymphoid tissue/liver, rats/mice 4103. 

Fusarium moniliforme, 

ribonuclease F1, purification/characterization 5328. 


Galactosamine, 

effects on polyribosomes/mRNA levels, liver, rats 4607. 

effects on RNA biosynthesis/protein biosynthesis, 
hippocampus, rats 2115. 

Galactose, 

genes, transcription, Saccharomyces cerevisiae , regulation 
4022. 

Galactose-1-Phosphate uridylyltransferase, 

mRNA, Saccharomyces cerevisiae , poly (A) tracts, post- 
transcription modification 188. 


B-D-Galactosidase, : 

biosynthesis, cell-free system, DNA templates, 
methylnitrosourea/ethylnitrosourea, effects on 3539. 

Escherichia coli , C-terminus, phage A coding DNA, 
nucleotide sequence 4146. 

genes. Escherichia coli , expression-Saccharomyces 
cerevisiae 3153. 

genes, Kluyveromyces lactis , transcription regulation 6414. 

mRNA, elongation, Escherichia coli , novobiocin, effects on 
4059. 

GDP, 

binding-elongation factor Tu, Thermus thermophilus , n.m.r. 
134. 


Gene expression, 

oocytes, amphibia, review 4. 
Gene manipulation, 
applications, review 3867. 
applications/risks, review 4969. 
Escherichia coli , review 631. 


plants, use-Ti plasmid, review 5869. 

review 632, 5401, 5404, 6330. 

technology, review 2610. 

therapeutic applications, review 3331. 

use-complementary directed DNA cleavage 6597. 

use-synthetic DNA, review 1861. 

use-viruses mutants isolation-bacteria, review 2619. 

vectors, review 6327. 

Genes, 

see also Operons, etc. 

B-globin, chickens, 5’-terminus nucleotide sequence 5651. 

A gene, proteins, phage 9X 174, binding-replicative form 
DNA 4937, 

A gene, proteins, phage yX174, DNA recognition sequence 
22075 

A gene, proteins, phage 9X174, inhibition-DNA replication 
4935. 

A gene, proteins, phage 9X 174, nuclease specificity 3172. 

A gene, proteins, phage 9X174, role-DNA replication 
termination 4936. 

A gene, proteins, role-polyoma virus DNA replication 
initiation in vitro 1017. 

A gene, proteins, SV40, role-adenovirus DNA replication 
5392. 

A gene, temperature-sensitive mutant, polyoma virus, DNA, 
nucleotide sequence 4182, 4183. 

A gene proteins, purification/characterization/rolee DNA 
replication 5295. 

A-type particles, cloned, mice, nucleotide sequence 
organization 385. 

a-actin, chickens, structure/expression during development 
ie /ile 

actin, Dictyostelium discoideum , expression/5'-terminus 
mapping 6437. 

actin, Drosophila , coding regions/introns, conservation 5645. 

actin, Oxytricha fallax macronuclei, characterization 962. 

actin, Saccharomyces cerevisiae , isolation/nucleotide 
sequence 368, 

actin, Strongylocentrotus purpuratus , characterization 3010. 

actin, Strongylocentrotus purpuratus , organization 1557. 

actin, Strongylocentrotus purpuratus , organization/ 
expression 6520, 

actin/heat shock proteins, Drosophila , transcription, 
regulation 5110. 

adenine phosphoribosyltransferase, hamsters, cloning/ 
isolation 3166. 

adenine phosphoribosyltransferase/hypoxanthine 
phosphoribosyltransferase, human, cloning/expression-cells, 
mice 530. 

adenosinetriphosphatase dicyclohexylcarbodiimide-binding 
proteins/a-subunit, Escherichia coli , nucleotide sequence 
6506, 

adenovirus (human) 2 precursors proteins, characterization 
5193. 

adenovirus termini proteins precursors, identification 3971. 

adh gene, Drosophila melanogaster , isolation/ 
characterization 1566. 

alaS gene, Escherichia coli , cloning/nucleotide sequence/ 
transcription 5623. 

alcohol dehydrogenase, Drosophila , nucleotide sequence/ 
localization-introns 5648. 

alkaline phosphatase, Escherichia coli , cloning 1719. 

Alu gene, man, CHO cells homologous repetitive DNA 
nucleotide sequence 6550. 

amiE gene, cloned, Pseudomonas aeruginosa , matching- 
amidase N-terminus amino acid sequence 5626. 

aminoglycoside phosphotransferase/aminoglycoside- 
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aminocyclitol adenylyltransferase, Staphylococcus aureus , 
expression-Escherichia col 1729. 
a-amylase, Bacillus subtilis , cloning 6238. 
a-amylase, mice, transcripts mRNA, polyadenylation sites 
$112. 
amylase. pancreas, rats, structure/expression 4741. 
a-amylase mRNA, salivary gland/liver, mice, nucleotide . 
sequence analysis 4216. 
antibiotic resistance, Streptomyces fradiae /Streptomyces 
azureus . cloning-Streptomyces lividans 522. 
antigens, carrying, plasmid K99 fragments, cloning/ 
expression 1693. 
antigens. lymphocytes T, mice, mapping 5658. 
antigens, Trypanosoma brucei , analysis, use-complementary 
DNA 3615. 
antigens, Trypanosoma brucei , rearrangement 3616. 
antigens. Trypanosoma brucei , structure, analysis 3617. 
ara gene. deletion, Escherichia coli , cloning-plasmid pBR322 
hybrids 3738. 
araC gene, Escherichia coli , nucleotide sequence 2258. 
araC gene, mRNA, Escherichia coli , characterization 3456. 
argF gene, yeasts, cloning/expression-Saccharomyces 
cerevisiae /Escherichia coli 2439. 
argR gene, carrying, plasmids, Escherichia coli , isolation/ 
characterization 857. 
aroH gene, Escherichia coli , structure/regulation 3606. 
avian sarcoma virus/chickens, nucleotide sequence homology 
1529. 
B gene, promoters, phage s13, mapping 4148. 
Balbiani rings, Chironomus thummi , periodicity/tandem 
repeated sequence 2280. 
bla gene, plasmid pBR322, sites-specific mutagenesis 2420. 
box gene, introns, Saccharomyces cerevisiae , rolemRNA 
splicing 5995. 
box gene, Saccharomyces cerevisiae , introns, mapping 6121. 
brain, mice, introns, occutrence/transcription 2288. 
calmodulin, Electrophorus electricus , cloning 4846. 
capsids proteins, foot-and-mouth disease virus, nucleotide 
sequence 4693. 
capsules. Escherichia coli , cloning 4339. 
carA gene + carB gene clusters, Escherichia coli , 
transcription direction 207. 
casein. mammary tumour virus, mice, abundance 2980. 
B-casein/rRNA 28S, transcription rates, mammary gland, 
rabbits, colchicine, effects on 3505. 
cell surface glycoproteins, Trypanosoma brucei , 
characterization 6516. 
cellobiose use, Enterobacter agglomerans , cloning/ 
expression-Escherichia coli 6622. 
ceruloplasmin, man, structure/expression-mutation 4743. 
ceruloplasmin, rats, restriction endonuclease analysis 6142. 
characterization, Podospora anserina , Ascomycetes 3404. 
chickens, homology-Rous sarcoma virus src gene, cloning/ 
characterization 5652. 
chloroplasts DNA, analysis, review 3316. 
chorion. Antheraea polyphemus , structure/organization/ 
evolution 3011. 
chorion, Antheraea polyphemus , structure/organization, use- 
recombinant DNA 3630. 
cloacins/immunity, plasmid CloDF 13, transcription mapping 
1514. 
clusters, histones, Notophthalmus viridescens , cloning/ 
characterization 5224. 
COB gene, expression, mitochondria, yeasts, mutation, 
effects on 6013. 
cob gene-box gene, Saccharomyces cerevisiae , 


characterization 6122. 

cob gene-box gene, Saccharomyces cerevisiae mitochondria, 
suppressors 6247, 

codons recognition, eukaryotes, dinucleotides preferences 
6244, 

collagen, chickens, clones, isolation/characterization 3639. 

a2-collagen, chickens, introns splicing sites, nucleotide 
sequence/complementarity-RNA (small nuclear) 2286. 

collagen, chickens, regions size/nucleotide sequence 3017. 

conalbumin, in vitro transcription, base pairs mutation, 
effects on 3481, 

conversion, Saccharomyces cerevisiae 3161. 

corticotropin + f-lipotropin precursors, cattle, isolation/ 
characterization 5242. 

corticotropin-f-lipotropin precursors, cattle, isolation/ 
characterization 2304. 

cos gene, mutants, phage A, construction/characterization 
2230, 

cos gene, mutants, phage A, revertants, characterization 2231. 

cro gene, phage J, RNA 5S transcription termination sites, 
characterization 2228. 

6-crystallin, chickens, multiple forms, comparison 1572. 

crystals proteins, Bacillus thuringiensis , cloning/expression- 
Escherichia coli 6239. 

CYC1 gene, Saccharomyces cerevisiae , deletion mapping 
5634. 

CYC1 gene-sup4 gene regions, Saccharomyces cerevisiae , 
DNA, characterization 5635. 

cytochrome b, DNA, mitochondria, Saccharomyces 
cerevisiae petite mutant, nucleotide sequence/organization 
1553. 

cytochrome b, regions, DNA, mitochondria, Saccharomyces 
cerevisiae petite mutant, restriction endonuclease mapping 
1552} 

cytochrome b, Saccharomyces cerevisiae , structure/ 
nucleotide sequence 4715. 

cytochrome ¢, clusters, Saccharomyces cerevisiae , 
transposition 6246, 

cytochrome ¢ oxidase subunits, Saccharomyces cerevisiae . 
structure/nucleotide sequence 2277. 

cytochromes, coding sequence 4138, 

denV gene, phage T4, cloning/expression-Escherichia coli 
6233. 

Dictyostelium discoideum , clones, selection, methodology 
BiG; 

dicyclohexylearbodiimide-binding proteins, Escherichia coli , 
localization 5208. 

discoidin I, Dictyostelium discoideum , transcription, AMP 
(cyclic), effects on 3479. 

dna gene, Bacillus subtilis temperature-sensitive mutant, 
mapping 349, 

dna gene, products, Escherichia coli /Salmonella 
typhimurium , role-R factor R124 replication 4256. 

DNA methyltransferase, Bacillus sphaericus , cloning- 
Escherichia coli 5738. 

DNA methyiltransferase, Bacillus subtilis phage SP£, 
identificatin 2910, 

DNA polymerase I, regions, Escherichia coli /Klebsiella 
aerogenes /Klebsiella pneumoniae , DNA sequence 
conservation/arrangement 958. 

DNA repair, mice x xeroderma pigmentosum hybrids cell 
lines 3105. 

dnaA gene, phage A, characterization 2968. 

dnaB gene, proteins, Escherichia coli , role-phage A DNA 
replication 1021. 

dnaE gene, Escherichia coli , temperaure-sensitive mutation, 
expression, R factor R6K, effects on 1696. 
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dnaG gene, products, role-DNA repair, radiation (y)-induced 
single-stranded breakage, Escherichia coli 437. 

dnaG gene/rpoD gene, Escherichia coli , carrying, plasmids, 
organization/expression 914. 

dnaQ gene/ribonuclease H structural gene, Escherichia coli , 
cloning/products identification 6624. 

Drosophila , cloned, complementary-yeasts mutants, 
isolation 3163. 

duplication, review 1260. 

dut gene, Escherichia coli , cloning 2434. 

early. adenovirus (human) 12, products, identification/ 
mapping 829. 

early. adenovirus, mapping 4151. 

early, regions, DNA, polyoma virus, tumorigenicity 2416. 

embryos, mice, frequency 4218. 

endodeoxyribonuclease EcoRI/DNA methyltransferase, 
plasmid pMB4, nucleotide sequence 6088. 

endodeoxyribonuclease EcoRI/DNA methyltransferase, 
plasmid pMB1, nucleotide sequence 6089. 

endodeoxyribonuclease EcoRII, plasmid N3, cloning 498. 

enolase/glyceraldehydephosphate dehydrogenase, yeasts, 
nucleotide sequence homology 6111. 

ent gene, clusters, Escherichia coli , phage Mu mediation- 
transposition/cloning, gene mapping 6509. 

erit gene, clusters, Escherichia coli , transposon Tn5 
mutagenesis, gene mapping 6510. 

enterotoxins, Escherichia coli , nucleotide sequence 
homology-Vibrio cholerae DNA 953. 

erb gene, avian erythroblastosis virus, characterization 5195. 

ermC gene, plasmid pE194, nucleotide sequence 2224. 

Escherichia coli \acZ gene/Saccharomyces cerevisiae 
URA3 gene, fusion, expression-yeasts 5318. 

eukaryotes, expression-Escherichia coli , methodology 1722. 

eukaryotes, structure/expression, review 5862. 

ev-1 gene/ev-3 gene, retrovirus, structure/activation-cytidine 
(S-aza) 6501. 

exonuclease III, Escherichia coli , cloning 6626. 

expression, leukaemia cells differentiation defective mutant, 
mice. regulation 5136. 

expression, rats, hepatectomy, effects on 815. 

expression, regulation, eukaryotes, review 16. 

fes gene. cats, sequence homology-feline sarcoma virus onc 
gene 5201. 

fibroin. Bombyx mori , 5'-terminus repetitive sequence 6521. 

fibroin, transcription, Bombyx mori silk gland, during 
development 2113. 

a-foetoprotein, expression-liver, rats 4025. 

a-foetoprotein, rats, 3’-terminus nucleotide sequence/ 
expression 984. 

a-foetoprotein, structure/expression 4214. 

a-foetoprotein/albumin, mice, structure 6138. 

folding. review 5858. 

fumarate reductase, Escherichia coli , containing, phages, 
characterization 927. 

Fyv-I-gene, restriction, murine leukaemia virus, role-R NA/ 
DNA 228. 

GAL gene, Saccharomyces cerevisiae , transcription unit, 
radiation (u.v.) mapping 4717. 

galactose, transcription, Saccharomyces cerevisiae 5 
regulation 4022. 

B-galactosidase, Escherichia coli , expression-Saccharomyces 
cerevisiae 3153. 

B-D-galactosidase, Kluyveromyces lactis , transcription 
regulation 6414. 


gene A. proteins, cleavage-single-stranded DNA, phage 
0X174 620. 


gene A, proteins, phage 9X174, cleavage-single-stranded 
DNA 2581, ; 

gene A, SV40, regulation-DNA biosynthesis, hosts 4267. 

gene A/rep gene, Escherichia coli , proteins, role-phage 
9X 174 DNA replication 3680. 

gene O, phages, cloning/gene expression 5307. 

gene P/gene P93, phage A, nucleotide sequence 2961. 

gene 0.3, mRNA, phage T7, nucleotide sequence 6385. 

gene 1, regions, phage T7, endodeoxyribonuclease MspI 
fragments, nucleotide sequence 3578. 

gene 1.2, phage T7 replication mutants, nucleotide sequence 
analysis 3576. 

gene 32, phage T4D, containing, recombinant plasmids, 
construction/characterization 6078. 

gene 4, proteins, phage T7, recognition-templates sequence, 
RNA primers biosynthesis 4676. 

gene 41, proteins, phage T4, DNA-dependent 
guanosinetriphosphatase, characterization 6196. 

genes, Drosophila melanogaster ,rRNA gene rRNA SS 
oogenesis 3120. 

genes 0.3, phage T7, nucleotide sequence 330. 

ginA gene, Salmonella typhimurium , restriction 
endonuclease fragments, cloning/characterization 6515. 

glnA gene-ginC gene regions, Escherichia coli , cloning/ 
characterization 6507. 

globin, arrangement, erythroleukaemia cell lines 4753. 

a-globin, arrangement, thalassaemia/haemoglobin H, man 
401, 

B-globin, chickens, chromosomes arrangement 6531. 

globin, cloning 4345, 

globin, complex, normal/thalassaemia cells, man, 
organization 4232, 

a-globin, deletion, thalassaemia, man, characterization 1590. 

globin, embryo fibroblasts, chickens, activation-avian 
myeloblastosis virus/avian erythroblastosis virus/Rous 
sarcoma virus 792. 

globin, enrichment-DNA, methodology 983. 

A-globin, expression, haematopoiesis, embryos, chickens 
5534. 

globin, expression, specificity 2851. 

y-globin, foetal, man, nucleotide sequence 1585. 

globin, function/evolution, review 1863. 

a-globin, haemoglobin Hasharon, man, organization 1589. 

globin, human, mapping 3034. 

globin, human, structure/organization/expression disorders, 
review 1869, 

a-globin, human, 3’-terminus regions, nucleotide sequence 
divergence 2302. 

y-globin, human foetuses, characterization 4224. 

f-globin, human/herpes simplex virus 1 thymidine kinase, 
replication/expression-fibroblasts, mice 1740. 

a-globin, human thalassaemia, deletion, nucleotide sequence 
analysis 397. 

&-globin, introns, mice, insertion-SV40 mutants 1734. 

globin, liver, foetuses, mice, transcription-Escherichia coli 
RNA polymerase, asymmetry 6016. 

globin, loci, man, secondary modification 989. 

a-globin, man, cloning/nucleotide sequence 3648. 

a-globin, man, localization, use-plasmids hybrids 6544. 

a-globin, man, nucleotide sequence 990. 

é-globin, man, nucleotide sequence 1584. 

6-globin, man, nucleotide sequence 1586. 

B-globin, man, nucleotide sequence 1587. 

é-globin, man, nucleotide sequence analysis 6149. 

£-globin, man, structure/evolution 1588. 

globin, man, structure/in vitro transcription 1868. 

é-globin, man, 5’-terminus regions, nucleotide sequence 988. 
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B-giobin. man, transfer-fibroblasts, mice 1089. 

a-giobin, mice, carrying, SV40 recombinants, construction 
1714. 

B-globin, mice, DNA sequence organization 380. 

B-globin, mice, repetitive sequence, location 4217. 

a-globin, mice, transcription, in vitro 3482. 

B-globin, mice, transcription initiation sites 5602. 

B-globin. rabbits, nucleotide sequence 980. 

B-globin, rabbits, role-transcripts RNA 5’-terminus 
formation, L ceils 4852. 

B-globin. rabbits, transcripts mapping 4009. 

B-globin, rearrangement, thalassaemia, man 4746. 

globin, regions, avian erythroblastosis virus transformed 
cells. methylation patterns, comparison-normal 
erythroblasts, chickens 4726. 

globin. regions, chickens, repetitive sequence organization/ 
transcription mapping 6134. 

B-globin. regions, mice, characterization 5236. 

B-globin. regions, rabbits, repetitive sequence, localization 
386. 

a-globin. sequence, localization-DNA, erythroleukaemia 
cells. mice 4755. 

y-globin. sheep, isolation/structure, comparison-f-globin 
5662. 

globin, structure/expression 4220. 

B-globin. 5’-terminus, erythrocytes, chickens, binding-RNA 
polymerase 5767. 

B-globin, thalassaemia, man, introns, bases substitutions 
4747. 

a-globin, thalassaemia, organization 5550. 

B-globin, thalassaemia, restriction endonuclease mapping 
5664. 

globin. transcription-Escherichia coli RNA polymerase, 
chromatin, foetal liver, mice 548. 

globin, transcription unit, avian erythroblasts, size 
determination 172. 

B-globin, transcription unit, Friend erythroleukaemia cells 
4071. 

B-globin, transcripts, Friend erythroleukaemia cells, dimethyl 
sulphoxide/haemin-induced differentiation, effects on 1449, 

B-globin, variants, thalassaemia, man, introns, nucleotide 
sequence 4750. 

a-globin, Xenopus laevis , isolation/characterization 3638. 

globin/collagen, thalassaemia/fibroblasts, man, 
characterization 6545. 

B-globin/5-globin, cloned, thalassaemia, man, isolation/ 
characterization 4231. 

a-globin/B-globin, DNA replication, early S phase, 
erythroleukaemia cells, mice 5682. 

B-globin/y-globin, goats, 5’-terminus nucleotide sequence 
homology 3647. 

a-globin/B-giobin, Xenopus laevis , linkage/duplication 976. 

‘a-globin/f-globin, Xenopus laevis , organization 975. 

y-globin/6-globin/B-globin, man, DNA cloning/ 
characterization 396. 

B-globin/immunoglobulin light chains, sensitivity- 
endodeoxyribonuclease Bspl, liver nuclei/myeloma, mice 
SZ. 

B-globin-like, goats, isolation/characterization 4222, 

a-globin-related, mice, nucleotide sequence/evolution 4731. 

B-globin types, regions, man, repetitive sequence, 
characterization 5243. ; 

a-globulin, rats, characterization 6540. 

glutamine synthetase, Anabaena , cloning/expression- 
Escherichia coli 6632. 

glycerophosphate acyltransferase, Escherichia coli , cloning 


1119. 

glycoproteins hormones, a-subunit, man, characterization 
6547, 

gpt gene, Escherichia coli , expression-monkeys kidney cells 
6433. 

groE gene, Escherichia coli , phage A mutants, analysis 4672. 

haemagglutinins, influenza A virus strains, nucleotide 
sequence, comparison, antigenic drift 944. 

haemagglutinins, influenza virus, nucleotide sequence 762. 

haemoglobin, structure, man 4225. 

heat shock, Drosophila melanogaster , organization 3632. 

heat shock proteins, Drosophila melanogaster , 
deoxyribonuclease I-sensitive sites, mapping 374. 

heat shock proteins, Drosophila melanogaster , organization 
1563, 

heat shock proteins, Drosophila melanogaster , nucleotide 
sequence 1565. 

heat shock proteins, Drosophila melanogaster , chromatin 
structure 3016. 

heat shock proteins, Drosophila melanogaster , nucleotide 
sequence homology 6524. 

heat shock proteins, Drosophila melanogaster , 5'-terminus 
nucleotide sequence homology 6525. 

heat shock proteins, localization-Drosophila melanogaster 
chromosomes 1824. 

heat shock proteins, regions, Drosophila melanogaster 
larvae, sequence specificity- DNA-binding protein 5793. 

heavy chains immunoglobulins, mice, cloning/mapping 3025. 

hepatitis B virus, identification/expression-human tumours 
cell lines 509, 

hepatoma cells, modification/transcription 4735. 

herpesvirus-associated nuclear antigens/thymidine kinase, 
herpes simplex virus 1, location-transformed cells 336. 

histidine transport, Salmonella typhimurium /Escherichia 
coli , cloning/characterization 3159. 

histocompatibility antigens, segments, man, isolation, use- 
histocompatibility gene H-2 complementary DNA, mice 
5665. 

histocomptibility system H-2, complementary DNA clones, 
characterization 5233. 

histone H2a, chickens, nucleotide sequence 6529. 

histone H2b, Saccharomyces cerevisiae , nucleotide sequence 
homology 3004. 

histone H4, Strongylocentrotus purpuratus , nucleotide 
sequence, comparison-mRNA 4204. 

histones, arrangement, DNA, chickens 5653. 

histones, clusters, fragments, Strongylocentrotus purpuratus , 
cloning, use-SV40 vectors 4342, 

histones, clusters, Notophthalmus viridescens , separation: 
satellite DNA 6528. 

histones, containing clones, man, isolation 5323. 

histones, Drosophila melanogaster , chromatin structure 
4414, 

histones, expression, Strongylocentrotus purpuratus 
embryogenesis, role-transcription 6436. 

histones, man, organization 6546. 

histones, man/chickens, transcription 5111. 

histones, Psammechinus miliaris , binding-Paracentrotus 
lividus RNA polymerase ITI 5840. 

histones, Psammechinus miliaris , transcription fidelity, 
Xenopus oocytes 2859, 

histones, structure/expression, review 3329. 

histones, Xenopus laevis , cloning/restriction endonuclease 
analysis 5225. 

histones, Xenopus laevis DNA, organization 5226. 

HIS3 gene, Saccharomyces cerevisiae , expression- 
Escherichia coli polyribonucleotide nucleotidyltransferase 
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deficient mutant 6014. 

his4 gene, Saccharomyces cerevisiae , stability 2273. 

his4 gene, yeasts, insertion-transposons, DNA sequence 
rearrangement 364. 

hsd gene, Escherichia coli , characterization 3602. 

hsp gene, Drosophila melanogaster , 5'-terminus regions, 
nucleotide sequence 5223. 

hsp70 gene, Drosophila melanogaster , nucleosomes 
arrangement 2570. 

hypoxanthine phosphoribosyltransferase, transformation, 
role-X chromosome DNA 1226. 

immunity, plasmids CloDF13, nucleotide sequence 916. 

immunoglobulin M/immunoglobulin D heavy chains, liver, 
mice, mapping 2291. 

immunoglobulins, arrangement, models 4213. 

immunoglobulins, DNA rearrangement, during 
differentiation, review 1856. 

immunoglobulins, gene conversion, review 6318. 

immunoglobulins, hybridoma, foetus, liver, mice, 
organization/expression 4757. 

immunoglobulins, mice, enrichment, use-R-looping 6054. 

immunoglobulins, mice, nucleotide sequence 5237. 

immunoglobulins, myeloma, alignment 4235. 

immunoglobulins, recombination, segments deletion, 
plasmacytoma cells 1600. 

immunoglobulins, transposition, models 492. 

immunoglobulins heavy chains, cloning-Escherichia coli 
plasmid pCR 1/nucleotide sequence 995. 

immunoglobulins heavy chains, embryos, mice, flanking 
DNA regions, cloning/characterization 2293. 

immunoglobulins heavy chains, formation, role-somatic 
recombination 531. 

immunoglobulins heavy chains, lymphocytes T clones, 
nucleotide sequence 1575. 

immunoglobulins heavy chains, lymphocytes B, DNA 
rearrangement 1596. 

immunoglobulins heavy chains, lymphocytes B, mice, 
rearrangement 4730. 

immunoglobulins heavy chains, man, cloning/comparison- 
mice 2444, 

immunoglobulins heavy chains, mice, cloning/location 4732. 

immunoglobulins heavy chains, mice, DNA segments, 
identification/rearrangement-lymphocytes T 5655. 

immunoglobulins heavy chains, mice, DNA segments, 
identification/nucleotide sequence 5656. 

immunoglobulins heavy chains, mice, linkage 4729. 

immunoglobulins heavy chains, mice, location-chromosomes 
1227: 

immunoglobulins heavy chains, mice, nucleotide sequence 
382, 3024. 

immunoglobulins heavy chains, mice, nucleotide sequence 
homology 5230. 

immunoglobulins heavy chains, myeloma, mice, organization 
994. 

immunoglobulins heavy chains, myeloma, mice, 
rearrangement, structure 5231. 

immunoglobulins heavy chains, myeloma, mice, 
recombination regions, DNA repetitive sequence 5246. 

immunoglobulins heavy chains, myeloma, mice, 
recombination regions, nucleotide sequence 6153. 

immunoglobulins heavy chains, organization, myeloma, mice 
3038. 


immunoglobulins heavy chains, regions, mice, organization 
2287. 


immunoglobulins heavy chains, spacer, nucleotide sequence 
6474. 


immunoglobulins heavy chains constant region, mice, Si. 
terminus regions heterogeneity 2290. 

immunoglobulins heavy chains constant region, 
plasmacytoma, recombination mechanisms 4855. 

immunoglobulins heavy chains joining regions, = 
plasmacytoma, nucleotide sequence/role-antibodies diversity 
4758. ’ 

immunoglobulins heavy chains variable region, mice, 
structure analysis 6537. 

immunoglobulins light chains, constant region, mice, DNA 
sequence 3643, 

immunoglobulins light chains, man/mice, cloned, nucleotide 
sequence homology 2292. 

immunoglobulins light chains, mice, cloning, use-cosmids 
vectors 6251. 

immunoglobulins light chains, mice, organization 6532. 

immunoglobulins light chains, myeloma, mice, enzymatic 
synthesis, use-Escherichia coli DNA polymerase 697. 

immunoglobulins light chains, myeloma, mice, rearrangement 
997. 

immunoglobulins light chains, myeloma, mice, 
rearrangement/expression 1128. 

immunoglobulins light chains, segments, myeloma, mice, 
nucleotide sequence 996. 

immunoglobulins light chains, somatic/germ cells, mice, 
organization 4219. 

immunoglobulins light chains constant region, mice, 
chromatin conformation, deoxyribonuclease I sensitivity 
3642. 

immunoglobulins light chains constant region, kidney, mice, 
linkage 6535. 

immunoglobulins light chains/heavy chains, lymphocytes B, 
rearrangement 1595. 

immunoglobulins light chains mutants, formation-DNA/ 
RNA splicing 491. 

immunoglobulins light chains variable region, human foetal 
liver, nucleotide sequence 3030. 

immunoglobulins light chains variants, formation-RNA 
splicing 490. 

incC gene, regions, F factors, nucleotide sequence 6478. 

initiation factor 3 structural gene, Escherichia coli , cloning/ 
localization 6106. 

insulin, expression, pancreas, foetuses, cattle, development 
2872. 

insulin, human, containing, recombinant phage A, nucleotide 
sequence 324, 

insulin, man, localization-chromosome 11 599. 

insulin, Oncorhynchus keta , cloning-Escherichia coli 4847. 

insulin, regions, man, sequence analysis 398. 

int gene, transcription, phage A, regulation 4052. 

interferon, fibroblasts, man, introns-lacking 4223. 

interferon, human, nucleotide sequence 991. 

interferon, human fibroblasts, expression-Escherichia coli 
1126, 1127. 

interferon, human fibroblasts, occurrence/characterization 
3036. 

interferon, introns-lacking, human fibroblasts 3029. 

a-interferon, leucocytes, man, nucleotide sequence 6548. 

interferon, location-chromosome 9, man 5819. 

interferon, man, mapping 6549. 

introns/exons, review 1262. 

3-isopropylmalate dehydrogenase, Thermus thermophilus , 
cloning 5316. 

ksgA gene-pdxA gene regions, Escherichia coli , 
organization/restriction endonuclease mapping 1536. 

L gene, vesicular stomatitis virus defective-interfering 
particles, location/role-polyadenylation 159. 
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lactose repressor, mutation, mapping 5621. 

lacZ gene, Escherichia coli , fusion-phage A rRNA operon 
1101. 

lacZ gene, Escherichia coli , fusion-Saccharomyces 
cerevisiae CYC1 gene 5314. 

lacZ gene, fusion-ilvD gene, Escherichia coli , transcription/ 


gene regulation in vitro, 8-D-galactosidase biosynthesis 2015. 


lacZ gene, transposon Tn9 insertion sites, nucleotide 
sequence analysis 2996. 

LAC4 gene, Kluyveromyces lactis , expression- 
Saccharomyces cerevisiae 5317. 

leucine, Thermus thermophilus , cloning/expression- 
Escherichia coli 5743. 

leucine biosynthesis, Bacillus subtilis , transformation-cell 
lines, mice 6241. 

lexA gene, Escherichia coli , nucleotide sequence 5622. 

lexA gene, Escherichia coli , organization/regulation regions 
nucleotide sequence 2994. 

lig gene, alleles, effects on DNA repair, Escherichia coli 
3091. 

lig gene, mutants, phage Mu, characterization 2511. 

lig-7 gene, effects on homologous DNA cutting/DNA repair, 
Escherichia coli 4271. 

linkage. mapping, human genomes, methodology 423. 

lipoproteins, Erwinia amylovora , nucleotide sequence, 
comparison-Escherichia coli /Serratia marcescens 6505. 

lon gene, Escherichia coli , cloning 2435, 3150. 

lon gene, products, DNA-binding protein, Escherichia coli , 
characterization 5824. 

low abundance mRNA, Dictyostelium discoideum , introns, 
characterization 2267. 

Ltw-4 gene, kidney/liver, mice, mapping 3641. 

lysozyme, chickens, structure/expression 6136. 

lysozyme/ovomucoid, chickens, isolation/characterization 
3018. 

male sterility, mitochondria, plants, review 2616. 

malK gene, Escherichia coli , insertion-transposon Tn5 519. 

mammalian, introns origin/removal 1271. 

mat-! gene, regulation-DNA methylation, Chlamydomonas , 
gametogenesis 5713. 


metallothioneins, liver, mice, activation-dexamethasone 6004. 


mitochondria, yeasts leaky mutant, mutation sites 1547. 

molecular divergence, theories 4137. 

N gene, products, phage A, anti-termination-transcription 
2098. 

NADH dehydrogenase, Escherichia coli , nucleotide 
sequence 6102. 

neuraminidase, influenza A virus, man, structure 4698. 

neuraminidase, RNA, influenza A virus strains, 3'-terminus 
nucleotide sequence, comparison 2048. 

nif gene, Rhizobium japonicum , homology-Klebsiella 
pneumoniae 6513. 

nif gene, Rhizobium meliloti DNA restriction endonuclease 
fragments, mapping 3612. 

nif gene clusters, Klebsiella pneumoniae , integration- 
Saccharomyces cerevisiae 6628. 

nifD gene/nifH gene, Klebsiella pneumoniae , nucleotide 
sequence 6512. 


nifH gene, Klebsiella pneumoniae , nucleotide sequence 6511. 


nod gene + hup gene determinants, Rhizobium 
leguminosarum , transfer-plasmid pRL6JI 3158. 

nonhistone proteins-associated, DNA, placenta, man, 
enrichment 6151. 

nonstructural protein, influenza A virus strains, nucleotide 
sequence homology 943. 

nonstructural protein, influenza virus, nucleotide sequence 


761. 

NS gene, influenza A virus, nucleotide sequence 2049. 

nuclear RNA, liver, rats, localization, use-complementary 
DNA 388, 

nucleoproteins, influenza A virus, nucleotide sequence 6098. 

nucleotide sequence analysis, computer programs 5183. 

nucleotide sequence divergence, role-mRNA evolution 3556. 

nus A gene, proteins, Escherichia coli , termination-phage A 
transcription 6419. 

nusA gene, proteins, Escherichia coli , interaction-RNA 
polymerase, role-transcription initiation/termination 6270. 

nusA gene, proteins, Escherichia coli , role-phage A 
transcription termination 5838. 

Nul gene/A gene, role-phage A DNA packaging 6681. 

O gene, proteins, phage A, binding repetitive sequences, 
replication origin 4927. 

ompA gene, Escherichia coli , cloned, localization-plasmid 
pTU100 1721. 

ompA gene, Escherichia coli , nucleotide sequence 2992. 

ompA gene, Escherichia coli , regulation regions, nucleotide 
sequence 351, 

ompB gene, Escherichia coli , cloning, use-phage Mu 6627. 

ompR gene, Escherichia coli , cloning/characterization 6625. 

onc gene, activation-avian leucosis virus, lymphoma 
induction 4589. 

onc gene, feline sarcoma virus, sequence homology-fes gene, 
cats 5201. 

orotidine-5’-phosphate decarboxylase, yeasts, transcription- 
yeasts/Escherichia coli 2858. 

ovalbumin, alleles, chickens, cloning/characterization 4344. 

ovalbumin, chickens, cloning/expression-Saccharomyces 
cerevisiae 6250. 

ovalbumin, chickens, nuclease sensitivity, relationship- 
structure 6301. 

ovalbumin, chickens, organization/structure/expression 4212. 

ovalbumin, chickens, 5’-terminus nucleotide sequence, 
comparison-oviduct/erythrocytes 978. 

ovalbumin, chickens, transcription organization, Xenopus 
laevis nuclei 1817. 

ovalbumin, in vitro transcription initiation, role-5'-terminus 
sequence 4579, 

ovalbumin, interaction-progesterone receptors, chickens 
5397, 

ovalbumin, transcription, mRNA accumulation, chickens, 
regulation-steroid hormones 4049. 

ovalbumin-related, chickens, expression, oestrogen, effects on 
2095. 

ovomucoid, chickens, organization/structure/regulation 4211. 

ovomucoid/ovalbumin/X gene/Y gene, oviduct, chickens, 3’- 
terminus/5'-terminus regions, deoxyribonuclease I sensitivity 
ik 

oxi-1 gene, Saccharomyces cerevisiae , RNA transcripts, 
splicing 5975. 

oxi3 gene, DNA, mitochondria, Saccharomyces cerevisiae , 
mapping 2276. 

penicillinase, Bacillus licheniformis , nucleotide sequence 
5620. 

penicillinase, Escherichia coli , restriction endonuclease 
fragments, uptake/expression-mammalian cells 5739. 

penP gene, Bacillus licheniformis , cloning/expression- 
Bacillus subtilis /Escherichia coli 4334. 

phage T1, enhancement-recombination 1105. 

phages, proteins-coding regions, localization 2232. 

phaseolin, Phaseolus vulgaris , introns detection 3044. 

phoA gene, Escherichia coli , cloning/restriction 
endonuclease analysis 6104. 

phosphoglycerate kinase, yeasts, isolation/characterization, 
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methodology 2440. 

phrl gene, products, role-Saccharomyces cerevisiae DNA 
repair 3092. 

polA gene, Escherichia coli , mapping 1538. 

poly(A)-containing RNA/tRNA/rRNA, mapping, DNA, 
mitochondria, HeLa cells 2305. 

polyoma virus antigen T C-terminus regions, role- 
transformation, cell lines, rats 4838. 

preproinsulin, SV40 + rats recombinants, expression-kidney 
cells, monkeys 4596. 

preproinsulin, tissues, rats, 5’-terminus chromatin structure 
4736. 

preprolactin, rats, structure 982. 

prepropinsulin, rats, structure 4221. 

proA/B gene, Escherichia coli , phage A attachment sites, 
nucleotide sequence 3605. 

procollagen, chickens, structure 4728. 

prokaryotes, expression-eukaryotes, review 632. 

prolactiri/somatotropin, rats, organization 981. 

proopiomelanocortin, cloned, rats, nucleotide sequence 
organization 3026. 

protamine, Salmo gairdnerii , analysis 5218. 

pseudoglobin, goats, nucleotide sequence 987. 

pss gene, Escherichia coli , carrying, plasmids, construction/ 
characterization 6223. 

pur gene. specific, DNA-binding protein, Escherichia coli , 
purification/characterization 1833. 

RAD6* gene, Saccharomyces cerevisiae , role-DNA repair 
4791. 

rearrangement, classification 1233. 

recA gene, Escherichia coli , operators mutants, radiation 
(u.v.), effects on 4652. 

recA gene, mediation-DNA repair, uridine (5-iodo-2'-deoxy) 
radioactive labelling decay-induced damage, Escherichia coli 
439. 

recA gene, protein biosynthesis, Escherichia coli mutants, 
role-DNA-binding protein 2583. 

recA gene, proteins, Escherichia coli , promotion-phage 
9X174 DNA strands exchange 6610. 

recA gene, proteins, Escherichia coli , role-DNA repair, SOS 
repair 6572. 

recA gene, proteins, homologous DNA pairing 3295. 

recA gene, proteins, role-DNA interaction 5837. 

recA gene, role-radiation (u.v.)-induced inhibition-DNA 
biosynthesis, Escherichia coli 1044. 

recA gene proteins, promotion-duplex DNA interaction 610. 

recA gene/uvrA gene, role-Escherichia coli /phage A 
radiation (u.v.)-induced DNA repair 2344. 

recF genie, Escherichia coli , mapping 3603. 

repetitive, derivatives, eukaryotes, characterization 4712. 

repetitive. eukaryotes, review 6322. 

repressor gene, phage Mu, transcription 788. 

repressors, phage P22, nucleotide sequence 6096. 

restriction eridonuclease, phage P1, transposons mutagenesis 
3745. 

retrovirus-like, mice, terminal repeats 3023. 

ribonuclease E, Escherichia coli , cloning 5741. 

ribonucleoside-diphosphate reductase, containing, 
recombinant plasmids, Escherichia coli , construction/ 
characterization 500. 

ribosomal proteins, cloned, Saccharomyces cerevisiae RNA 
temperature-sensitive mutant, transcription 6415. 

ribosomal proteins, mammals, multiplicity 5234, 

ribosomal proteins, mice, distribution-chromosomes 5235. 

ribosomal proteins, Xenopus laevis , characterization 4209, 

ribosomal proteins/RNA polymerase, Escherichia coli ; 


transcription coordination 4599. . 

ribulosebisphosphate carboxylase/chlorophyll-protein, 
expression-Hordeum vulgare leaves 2838. 

ribulosebisphosphate carboxylase subunits, Zea mays 
chloroplasts, nucleotide sequence 2311. 

ribulosebisphosphate carboxylase subunits, Spinacia 
oleracea chloroplasts, endodeoxyribonuclease BamH 1 
mapping 3048. 

ribulosebisphosphate carboxylase subunits, Zea mays / 
Triticum chloroplasts, expression-Escherichia coli 5324. 

ribulosebisphosphate carboxylase subunits, Spinacia 
chloroplasts, cloning/mapping/transcription-transiation, in 
vitro 6551. : 

RNA, adenovirus (human) 2, deletion mutant, construction 
5309. 

tRNA, Aspergillus nidulans , organization/nucleotide 
sequence 4196. 

tRNA, chloroplasts DNA, leaves, Pisum sativum , 
characterization 2310. 

tRNA, cloned, transcription-Xenopus oocytes, single- 
stranded/double-stranded templates comparison 86. 

tRNA, clusters, Drosophila melanogaster , characterization 
3633. 

tRNA, clusters, Escherichia coli , organization/structure 
3609. 

rRNA, content, animal cells, relationship-radioresistance 312. 

tRNA, DNA, mitochondria, Saccharomyces cerevisiae , 
mapping 1550. 

tRNA, DNA, mitochondria, yeasts, characterization 1546. 

mRNA, Drosophila melanogaster , cloning/characterization 
5747. 

tRNA, Drosophila melanogaster , nucleotide sequence 
organization 2284. 

tRNA, Escherichia coli , construction 1720. 

tRNA, Escherichia coli , structure, review 1871. 

tRNA, Euglena chloroplasts, association-rRNA 16S/rRNA 
23S genes 371. 

tRNA, Euglena gracilis , mapping 6124. 

tRNA, eukaryotes, structure/function, review 3322. 

mRNA, Hordeum , repetition 1601. 

tRNA, localization-Saccharomyces cerevisiae mitochondria 
DNA, restriction endonuclease mapping 3625. 

tRNA (methionyl) synthetase, yeasts, cloning 6630. 

tRNA, Neurospora crassa mitochondria, organization 5921. 

tRNA, Neurospora crassa mitochondria, transcription/ 
processing 5531. 

tRNA, organization, Escherichia coli chromosomes 2263. 

tRNA, phage T4, nucleotide sequence 4677. 

tRNA, phage T4, transcription control 204. 

tRNA, phage T4, transcription in vitro 2722. 

tRNA, phage T4, transcription unit, mapping 4681. 

tRNA (phenylalanyl) synthetase, Escherichia coli , 
transcription, promoters, identification 3387. 

tRNA, Saccharomyces cerevisiae mitochondria, nucleotide 
sequence 963. 

tRNA, Schizosaccharomyces pombe , nucleotide sequence, 
transcripts processing 965. 

RNA (small nuclear), Dictyostelium discoideum , 
characterization 1544, 

RNA (small nuclear), man, location 4745. 

mRNA, Spinacia oleracea /Oenothera hookeri /Euglena 
gracilis chloroplasts/Acanthamoeba castellanii 
mitochondria/Escherichiacoli , homology 3657. 

tRNA, Torulopsis glabrata mitochondria, restriction 
endonuclease mapping 369. 

tRNA (tyrosyl) synthetase, Escherichia coli mutants, 
mapping 354. 
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mRNA, Xenopus laevis embryos, containing, recombinant 
plasmid pBR322, construction/characterization 1088. 

tRNA Ala, Bombyx mori , transcription, in vitro, role-5'- 
terminus sequence 1435. 

tRNA Asn/tRNA His/tRNA Ala, Drosophila melanogaster 
, localization 1567. 

tRNA Asp, sequence, Escherichia coli tRNA operons 356, 

tRNA Asp/tRNA Glu/tRNA Gly, rats, nucleotide sequence 
5239. 

tRNA/genes, Drosophila melanogaster ,rRNA gene rRNA 
5S oogenesis 3120. 

tRNA Gin, clusters, Drosophila melanogaster , 
characterization/evolution 372. 

tRNA Glu, containing, DNA fragments, yeasts, nucleotide 
sequence 6112. 

tRNA Glu, yeasts, nucleotide sequence 6113. 

tRNA Gly, Drosophila melanogaster , nucleotide sequence 
1337; 

tRNA His, Zea mays chloroplasts, transcription, in vitro 
6552. 

tRNA Lys, Drosophila melanogaster , clusters 5221. 

tRNA Met, human, containing, cloned DNA, repetitive 
sequence organization 1591. 

tRNA Met, Xenopus laevis , promoters mapping 5229. 

RNA polymerase, cloned, phage T7, nucleotide sequence 
6484, 

RNA polymerase, phage T7, nucleotide sequence 5598. 

RNA polymerase/ribosomal proteins, Escherichia coli , 
transcription/post-transcription control 6412. 

RNA polymerase f-subunit, Escherichia coli , nucleotide 
sequence 955. 

tRNA/rRNA gene, mitochondria, mice, localization/ 
nucleotide sequence 1578. 

tRNA/rRNA 5S/rRNA 16S/rRNA 238, Euglena gracilis 
chloroplasts, organization 2268. 

tRNA Ser, yeasts, organization/DNA sequence 3621. 

tRNA Thr/rRNA 5S, localization-Escherichia coli rRNA 
operons 355. 

tRNA Trp, cloned, relaxation-stringent factors-induced 
control, Escherichia coli 1343. 

tRNA Tyr, Saccharomyces cerevisiae mitochondria, 
localization/expression 5636. 

tRNA Tyr, yeasts, processing-Xenopus laevis oocytes 3376, 

RNA UI, chickens, structure/expression 4727. 

rRNA 15S, mitochondria, yeasts, nucleotide sequence 3622. 

rRNA 15S, Saccharomyces cerevisiae mitochondria, 
nucleotide sequence 4198. 

rRNA 18/288, Drosophila heteroneura /Drosophila silvestris 
salivary gland, location 6526. 

rRNA 18S, Saccharomyces cerevisiae , nucleotide sequence 
1551, 2272. 

tRNA 18S/rRNA 25S, Linum usitatissimum , 

characterization 5249. 

rRNA 18S/rRNA 25S, Saccharomyces cerevisiae , mapping 
3626. 

rRNA 18S/rRNA 28S, gene amplification, hepatoma cell 
lines, rats, cytosine (5-methyl) enrichment 4756. 

rRNA 18S/rRNA 288, rabbits, location 1580. 

rRNA 18S-rRNA 28S regions, Xenopus laevis transcription 
unit, nucleotide sequence 2285. 

rRNA 18S/rRNA 5.8S/rRNA 26S, Caenorhabditis elegans , 
organization 6125. 

rRNA 21S, regions, Saccharomyces carlsbergensis , fine 
structure mapping 6118. 

rRNA 238, Zea mays chloroplasts, nucleotide sequence 
6159. 


rRNA 25S/rRNA 188, Raphanus sativus , purification/ 
characterization 407. 

tRNA 28S, Drosophila melanogaster , insertion sequences 
distribution-chromosomes 4207. 

rRNA 28S, Drosophila melanogaster , insertion regions, 
arrangement 5220. 

rRNA 28S/-casein, transcription, mammary gland, rabbits, 
role-prolactin 2847. 

rRNA 28S/-casein, transcription, mammary gland, rabbits, 
role-progesterone/glucocorticoids 4593. 

RNA 4.58, Vicia faba chloroplasts, occurrence 864. 

rRNA 4,5S/rRNA 5S, containing, endodeoxyribonuclease 
EcoRI fragments, Nicotiana tabacum chloroplasts, cloning/ 
characterization 998. 

tRNA 4.5S/rRNA 5S, Nicotiana tabacum chloroplasts, 
cloning/characterization 5250. 

rRNA 5,8S, human chromosomes, frequency/distribution/ 
relationship-rRNA 18/28S 1582. 

RNA 5S, chickens/rats/man, characterization 3464. 

rRNA 5S, deletion mutant, Xenopus , binding-transcription 
factors 4578. 

rRNA 5S, Drosophila melanogaster , chromatin structure 
2566. 

rRNA 5S, liver, rats, isolation, methodology 6055. 

rRNA 5S, man, homology-repetitive DNA, mammals 4749. 

rRNA 5S, regions, Drosophila melanogaster polytene 
chromosomes, hybridization-tRNA 5643. 

rRNA 5S, sequence, Xenopus laevis , role-transcription 
termination 6438, 

rRNA 58, Torulopsis utilis , adjacent regions nucleotide 
sequence, comparison-Saccharomyces cerevisiae 2278. 

RNA 55S, transcription factors, Xenopus oocytes, 
association-RNA 5S, differentiation, effects on 2597. 

rRNA 5S, Xenopus , transcription, in vitro 6417. 

RNA 58, Xenopus , transcription-oocytes, mice 4063. 

RNA 5S, Xenopus /Drosophila /Saccharomyces , structure/ 
transcription, review 3328. 

rRNA 5S, Xenopus laevis , nucleosomes arrangement 1570. 

rRNA 5S, Xenopus laevis , nucleotide sequence, role- 
transcription termination 5097. 

rRNA 5S, Xenopus laevis , recombination-phage A 4848. 

rRNA 5S, Xenopus laevis oocytes, transcription 6418. 

rRNA 5S, Xenopus somatic cells nuclei, reactivation-oocytes 
3164, 

RNA 75S, Chironomus tentans Balbiani rings, structure 
3631. 

rpoB gene, Escherichia coli , nucleotide sequence 956, 4190, 
6107. 

rpoD gene, Escherichia coli , amber mutant, characterization 
3193. 

rpoD genes, Escherichia coli , nucleotide sequence 6105. 

sare gene, cloned, rats, homologous-Harvey sarcoma Virus 
transforming genes, analysis 6538. 

serum proteins, larvae, Drosophila melanogaster , cloning/ 
characterization 4343. 

Sgs-4 gene, Drosophila melanogaster chromosomes puffing 
regions, analysis 3634. 

Sgs-4 gene, regions, Drosophila melanogaster , location 3635. 

silk fibroin, Bombyx mori , nucleotide sequence organization 
1561, 1562. 

Sindbis virus, translation, mapping 2740. 

somatotropin, cattle, cloning/expression-Escherichia coli 
3167. 

somatotropin, rats, nucleotide sequence 4740. 

somatotropin/choriomammotropin/somatotropin-like, 
human, location-chromosome 17 400. 

splicing, role-introns-coded proteins, review 3323. 
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split gene, eukaryotes, structure/expression, review 5850. 

split gene/overlapping gene, structure/expression, review 2. 

splitting, mechanisms, review 2617. 

spoOB gene, Bacillus subtilis , cloning/characterization 6240. 

sre gene, regions, avian sarcoma virus, nucleotide sequence 
937. 

sre gene, mRNA, avian sarcoma virus, translation-cell-free 
system 5143. 

sre gerie, Rous sarcoma virus, chickens genes homology, 
cloning/characterization 5652. 

sre gerie, Rous sarcoma virus temperature-sensitive mutant, 
characterization 3986. 

structural gene, cytochrome oxidase subunits, 
Saccharomyces cerevisiae , mutation 6117. 

structural gene, immunoglobulins light chains, mice, location- 
chromosomes 5659. 

structural gene, mitochondria, Aspergillus nidulans , 
nucleotide sequence organization 3002. 

structural gene, Neurospora crassa , mitochondria, DNA, 
mapping 2270. 

structural gene polymorphism, salamanders, relationship- 
DNA content 5554. 

structure, DNA nucleotide sequence, review 5854. 

SV40, localization-DNA, infected 3T3 cells 2255. 

SV40, self-complementary regions, characterization 4188. 

synthetic, poly(Asp-Phe), expression-Escherichia coli 1120. 

synthetic. al-thymosin, expression-Escherichia coli 3151. 

S1 gene, reovirus 1/reovirus 2/reovirus 3, 3’-terminus 
nucleotide sequence homology 341. 

S2 genie, reovirus 3, sequence complementarity-RNA 
transcripts, in vitro 155. 

tet gene, promoters, plasmid pBR322, modification 4140. 

tetracycline resistance, phage A, mapping 1520. 

tetrahydrofolate dehydrogenase, phage T4, containing, DNA 
fragments, isolation/characterization 2235. 

tetrahydrofolate dehydrogenase, R factor R388, nucleotide 
sequerice 2964. 

tetrahydrofolate dehydrogenase, R factor R 388, nucleotide 
sequence 6087. 

thrB gene, Escherichia coli , nucleotide sequence 2993. 

thymidine kinase, chickens, DNA methylation patterns, 
replication 5294. 

thymidine kinase, herpes simplex virus, DNA, transformation 
efficiency, mammalian cells 2428. 

thymidine kinase, herpes simplex virus, expression-Xenopus 
laevis oocytes 2429. 

thymidine kinase, herpes simplex virus, nucleotide sequence/ 
transcripts mapping 2249. 

thymidine kinase, herpes simplex virus, packaging- 
nucleosomes, cells, mice 1808. 

thymidine kinase, herpes simplex virus, transfer-cells, mice, 
transformants, characterization 4835. 

thymidine kinase, herpes simplex virus 1/herpes simplex virus 
2, mapping 942. 

thymidine kinase, herpes simplex virus 1, cloning-plasmid 
pBR322 1707. 

thymidine kinase, herpes simplex virus 1/HeLa cells/CHO 
cells, DNA-mediated transfer-L cells 1708. 

thymidine kinase, herpes simplex virus 1, expression- 
Escherichia coli 4590. 

yc kinase, herpes simplex virus 1, nucleotide sequence 

°) « 

thymidine kinase/tetrahydrofolate dehydrogenase, hamsters, 
transfer-cells, mice 523. 

thymidylate synthase, Escherichia coli , cloning/expression- 
Bacillus subtilis 6242. 


thymidylate synthase, expression-fibroblasts, mice, cell evcle, 
effects on 558. 

thyroglobulin, defective expression, goitre, man 2875. ‘ 

tif genes, expression, Escherichia coli, effects on radiation 
(u.v.)-induced mutagenesis, Escherichia coli /phage A 
reactivation 2196. 

topA gene, Escherichia coli DNA-unwinding protein, 
identification/localization 5209 

toxins, containing, transposon In1681, Escherichia coli , 
nucleotide sequence 353. 

transfer, DNA-mediated, genotypes/phenotypes, effects on, 
review 1867. 

transfer, eukaryotes, methodology, review 3317. 

transformation, avian reticuloendotheliosis virus, 
identification 5605. 

transforming, adenovirus, role-replication 6564. 

transforming, avian leucosis virus-induced tumours, 
fibroblasts, mice, detection 1705. 

transforming, avian sarcoma virus, characterization 1390. 

transforming, avian sarcoma virus, products 3142. 

transforming, carcinogens-transformed 3T3 cells 3757. 

transforming, tumours, mice, transformation-3T3 cells 4851. 

trichodermin resistance + ribosomal protein L3, 
Saccharomyces cerevisiae , cloning/characterization 4845. 

trpA gene, Escherichia coli , radiation (u.v.), mutation 5172. 

trpA gene, Escherichia coli /Klebsiella aerogenes / 
Salmonella typhimurium , nucleotide sequence 5210. 

trpB gene, Escherichia coli /Salmonella typhimurium , 
nucleotide sequence comparison 2261. 

trpC gene, regions, Escherichia coli , nucleotide sequence 
2262. 

trpE gene, Escherichia coli , nucleotide sequence 4191. 

trpG gene, regions, Escherichia coli /Shigella dysenteriae / 
Salmonella typhimurium / Serratia marcescens , nucleotide 
sequence dvergence 2260. 

trpR gene, Escherichia coli , nucleotide sequence/expression 
3608. 

TRPI gene, regions, Saccharomyces cerevisiae , nucleotide 
sequence 4716. 

tsm8 gene, Saccharomyces cerevisiae mitochondria, 
nucleotide sequence 6123. 

a-tubulin, Drosophila melanogaster , characterization 5644. 

tubulin, Drosophila melanogaster , organization 3015. 

a-tubulin/B-tubulin, localization-chromosomes, chickens 
6135. 

a-tubulin/#-tubulin, multiple forms, Chlamydomonas , 
occurrence, gene expression regulation 5627. 

tufA gene, Escherichia coli , nucleotide sequence 5624. 

tufB gene, cloned, plasmid pTUB1/plasmid pTUB2, 
expression-Escherichia coli mutants 1694. 

tufB gene/tRNA, Escherichia coli , nucleotide sequence 5625. 

unc gene, clusters, Escherichia coli , organization 3607. 

unc-54 gene, Caenorhabditis elegans , cloning/analysis 5216. 

URAI gene, Saccharomyces cerevisiae , cloning-plasmid 
YRp7 1121. 

uteroglobin, rabbits, cloning-plasmid pBR322, recombinants 
characterization 525. 

uvr gene products, Escherichia coli , cleavage-DNA psoralen 
adducts/pyrimidine dimers 6181. 

uvrA gene, expression, Escherichia coli , induction- DNA 
damage 4060, 

uvrA gene, products, Escherichia coli , identification 5991. 

uvrB gene, products, Escherichia coli , identification 5992. 

uvrC gene, role-radiation (u.v.)-treated DNA incision, 
Escherichia coli 1030. 

uvrD gene, mutation, Escherichia coli , effects on DNA 
replication fidelity 3720. 
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Genes,(continued) 

varl gene, loci, mitochondria, Saccharomyces cerevisiae , 
gene conversion 4844. 

varl gene, yeasts mitochondria, mapping 1545. 

vertebrates, cloning-Escherichia coli 3152. 

very low density lipoprotein, expression, liver, chickens, 
regulation-oestrogen 211. 

very low density lipoprotein apoproteins, liver, chickens, . 
cloning 2442. 

vitellogenin, Drosophila melanogaster , structure 5222. 

vitellogenin, Xenopus laevis , repetitive DNA, 
characterization/expression 6132. 

xanthine phosphoribosyltransferase, Escherichia coli , 
expression-kidney cells, monkeys 1737. 

xylB gene/zylE gene, TOL plasmid, cloning-Pseudomonas 
putida 4832. 

voik proteins, Drosophila eggs, isolation/characterization 
1564. 

Genetic code, 

evolution, review 3864. 

origin, theories 716. 

Genomes, 

chickens/Aves, nucleotide sequence homology 1573. 

chloroplasts, structure/function, review 3309. 

mice/man, preparation/properties/heterogeneity 4733. 

mice/man, reassociation kinetics 4734. 

mitochondria, mammals, organization/expression, review 
4949. 

mitochondria, man, nucleotide sequence/organization 4748. 

purines/pyrimidines sequence, determination-proteins coding 
regions 4823. 

stability. review 2613. 

Gentamicin, 

binding-Escherichia coli ribosomes, effects on protein 
biosynthesis 3410. 

Gibberellic acid, 

effects on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, wheat germ 3111. 

effects on DNA content, Pisum sativum, during elongation 
growth 1660. 

effects on poly (A)-containing mRNA biosynthesis, wheat 
germ 1426. 

exogenous, effects on DNA repair, radiation (y), plants 4641, 
4802. 

Glaucoma chattoni, 

macronuclei, DNA fragmentation, sequence specificity 5628. 

Globin, 

genes, arrangement, erythroleukaemia cell lines 4753. 

genes. cloned, mice/man, binding-nonhistone proteins 5376. 

genes, cloning 4345. 

genes, complex, normal/thalassaemia cells, man, 
organization 4232. b 

genes, embryo fibroblasts, chickens, activation-avian 
myeloblastosis virus/avian erythroblastosis virus/Rous 
sarcoma virus 792. 

genes, enrichment-DNA, methodology 983. 

genes, expression, specificity 2851. 

genes. function/evolution, review 1863. 

genes, human, mapping 3034. 

genes, human, structure/organization/expression disorders, 
review 1869. 

genes. liver, foetuses, mice, transcription-Escherichia coli 
RNA polymerase, asymmetry 6016. 

genes, loci, man, secondary modification 989. 

genes, man, structure/in vitro transcription 1868. 

genes, regions, avian erythroblastosis virus transformed cells, 
methylation patterns, comparison-normal erythroblasts, 


chickens 4726, 

genes, structure/expression 4220. 

genes, thalassaemia, man, characterization 6545. 

genes, transcription-Escherichia coli RNA polymerase, 
chromatin, foetal liver, mice 548. 

genes, transcription unit, avian erythroblasts, size 
determination 172. 

ribonucleoprotein (messenger), ducks, characterization 4397. 

ribonucleoprotein (messenger), ducks, complex-poly (A), 
characterization 1801. 

mRNA, biosynthesis/stability, Friend erythroleukaemia cells, 
12-O-tetradecanoyl-phorbol 13-acetate, effects on 4617. 

mRNA, complementary DNA recombinants, chickens/ 
ducks, restriction endonuclease analysis 6530. 

mRNA, Friend erythroleukaemia cells, structure/function/ 
biosynthesis, review 1855. 

mRNA, human erythroid cells, accumulation during 
development 2874, 

mRNA, precursors, ducks, secondary structure, electron 
microscopy 780. 

mRNA, ribonucleoproteins complex, translation repression 
841. 

mRNA, stability, Friend erythroleukaemia cells, 
differentiation 4013. 

mRNA, stability-somatic cells 6407. 

a-Globin, 

complementary DNA, man, base composition 4230. 

complementary DNA clones, haemolytic anaemia, chickens, 
nucleotide sequence 979. 

gene expression, chick embyros, development, relationship- 
chromosomes structure 5227. 

gene expression, normal subjects/thalassaemia, man, mRNA 
analysis 5134. 

genes, arrangement, thalassaemia/haemoglobin H, man 401. 

genes, deletion, thalassaemia, man, characterization 1590. 

genes, DNA replication, early S phase, erythroleukaemia 
cells, mice 5682, , 

genes, haemoglobin Hasharon, man, organization 1589. 

genes, human, 3’-terminus regions, nucleotide sequence 
divergence 2302. 

genes, human thalassaemia, deletion, nucleotide sequence 
analysis 397. 

genes, man, cloning/nucleotide sequence 3648. 

genes, man, localization, use-plasmids hybrids 6544, 

genes, man, nucleotide sequence 990, 

genes, mice, carrying, SV40 recombinants, construction 1714. 

genes, mice, transcription, in vitro 3482. 

genes, sequence, localization-DNA, erythroleukaemia cells, 
mice 4755. 

genes, Xenopus laevis , isolation/characterization 3638. 

genes, Xenopus laevis , organization 975. 

related, genes, mice, nucleotide sequence/evolution 4731. 

mRNA, ducks, complementary DNA-containing plasmid 
pBR322, analysis 3020. 

mRNA, rabbits, translation-HeLa cells 4630. 

mRNA, translation-Krebs II ascites cells cell-free system, 
ions concentration, effects on 5936, 

mRNA, Xenopus , nucleotide sequence homology-f-globin, 
use-recombinant plasmids 778. 

mRNA translation/genes organization, thalassaemia 5550. 

B-Globin, 

complementary DNA, man, base composition 4230. 

gene expression, haematopoiesis, embryos, chickens 5534. 

genes, chickens, chromosomes arrangement 6531. 

genes. chickens, 5'-terminus nucleotide sequence 5651. 

genes, cloned, thalassaemia, man, isolation/characterization 
4231. 

genes, DNA replication, early S phase, erythroleukaemia 
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£-Globin,(continued) 
cells. mice 5682. 

genes, goats, 5’-terminus nucleotide sequence, homology-y- 
globin 3647. 

genes. human, replication/expression-fibroblasts, mice 1740. 

genes. introns, mice, insertion-S V40 mutants 1734. 

genes, man, nucleotide sequence 1587. 

genes, man, structure/evolution 1588. 

genies, man, transfer-fibroblasts, mice 1089, 

genes, mice, DNA sequence organization 380. 

genes. mice, repetitive sequence, location 4217. 

genes. mice, transcription initiation sites 5602. 

genes, rabbits, nucleotide sequence 980. 

genes. rabbits, role-transcripts RNA 5’-terminus formation, 
L cells 4852. 

genes, rabbits, transcripts mapping 4009. 

genes, rearrangement, thalassaemia, man 4746. 


geries, regions, chickens, repetitive sequence organization/ 
transcription mapping 6134. 


genes. regions, man, DNA cloning/characterization 396, 

genes, regions, mice, characterization 5236. 

genes. regions, rabbits, repetitive sequence, localization 386. 

genes. sensitivity-endodeoxyribonuclease Bspl, liver nuclei/ 
myeloma, mice 1152. 

genes. 5’-termirius, erythrocytes, chickens, binding-RNA 
polymerase 5767. 

genes. thalassaemia, man, introns, bases substitutions 4747. 

geries, thalassaemia, restriction endonuclease mapping 5664. 

genes. transcription unit, Friend erythroleukaemia cells 4071. 

genes. transcripts, Friend erythroleukaemia cells, dimethyl 
sulphoxide/haemin-induced differentiation, effects on 1449. 

genes, variants, thalassaemia, man, introns, nucleotide 
sequence 4750. 

genes, Xenopus laevis , organization 975. 

like. genes, goats, isolation/characterization 4222. 

mice. + SV4Q, genes chimaeras, cloning/transcription 3754. 

rabbits, complementary DNA, hybridization-oligonucleotides 
3669. 

mRNA, adults, mice, nucleotide sequence comparison-y- 
globin. embryos 174. 

mRNA, complementary DNA, ducks, cloning/nucleotide 
sequence analysis 5228. 

mRNA, containing, ribonucleoproteins particles, Friend 
erythroleukaemia cells, purification/characterization 3248. 

mRNA. ducks, complementary DNA-containing plasmid 
pBR322., analysis 3020. 

mRNA. erythroid cells, mice, characterization/processing 
6406. 

mRNA, foetuses, mice, complementary DNA, cloning 6533. 

mRNA. precursors, mice, nucleotide sequence homology/ 
splicing mechanisms 2072. 

mRNA, precursors, processing, thalassaemia, man 221, 

mRNA, rabbits, self-complementary regions, 
characterization 4188. 

mRNA. rabbits, translation-HeLa cells 4630. 

mRNA, thalassaemia, man 6045. 

mRNA. translation-Krebs II ascites cells cell-free system, 
ions concentration, effects on 5936. 

mRNA. Xenopus , nucleotide sequence homology-a-globin, 
use-recombinant plasmids 778. 

mRNA. Xenopus laevis , nucleotide sequence 171. 

mRNA precursors, processing, thalassaemia, man 220, 

types. genes, regions, man, repetitive sequence, 
characterization 5243. 


y-Globin, 

genes, foetal, man, nucleotide sequence 1585. 

genes, goats, 5’-terminus nucleotide sequence, homology-f- 
globin 3647. 

genes, human foetuses, characterization 4224. : 

genes, regions, man, DNA cloning/characterization 396. 

genes, sheep, isolation/structure, comparison-f-globin 5662. 

mRNA, embryos, mice, nucleotide sequence comparison-B- 
globin, adults 174. 

6-Globin, 19S 

genes, cloned, thalassaemia, man, isolation/characterization 
4231. 

genes, man, nucleotide sequence 1586. 

genes, regions, man, DNA cloning/characterization 396. 

é-Globin, 

genes, man, nucleotide sequence 1584. 

genes, man, nucleotide sequence analysis 6149. 

genes, man, 5’-terminus regions, nucleotide sequence 988. 

a-Globulin, 

genes, rats, characterization 6540. 

mRNA, complementary DNA, liver, rats, cloning/nucleotide 
sequence 6539. 

mRNA, liver, diabetes, rats, regulation, role-insulin 2893. 

mRNA, liver, rats, purification/characterization, 
complementary DNA fragments, synthesis 2814. 

Glossina, 

chromosomes, repetitive DNA distribution 3636. 

Glucocorticoids, 

complex-receptors, effects on RNA biosynthesis initiation, 
liver, rats 4608. 

effects on polyribosomes, cortex, brain, rats, 
hypophysectomy 3419. 

effects on polyribosomes, liver, rats, hypophysectomy 3418. 

induction-ovalbumin/conalbumin mRNA, oviduct, chickens 
242, 

receptors, complex-DNA, liver, mice, isolation/ 
characterization 624. 

receptors, complex-DNA, liver, rats 5841. 

receptors, liver, rats, pyridoxal 5’-phosphate, effects on 5390. 

role-prolactin-induction casein mRNA accumulation, 
mammary gland, mice 4066. 

role-rRNA 28S/-casein genes transcription, mammary 
gland, rabbits 4593, 

Glucosamine, 

use-isonucleosides synthesis 2663. 

Glutamate dehydrogenase (NADP*), 

mRNA, Chlorella sorokiniana , characterization 5146. 

Glutamic acid, 

pyrolysates, mutagens, interaction-DNA 2937. 

Glutamine synthetase, 

genes, Anabaena , cloning/expression-Escherichia coli 6632. 

modification, Escherichia coli -carrying ColE1 hybrids 1084. 

Glutathione, 

effects on calf thymus DNA radiation strands breakage 6064. 

effects on sister chromatid exchange 1225. 

Glutathione transferase, 

mRNA, liver, rats, induction-phenobarbital 6040. 

Glyceraldehydephosphate dehydrogenase, 

genes, yeasts, nucleotide sequence homology-enolase 6111, 

Glycerol, 

radioprotection-DNA 306. 

Glycerol-3-Phosphate dehydrogenase (NAD*), 

mRNA, levels, cerebellum, mice, regulation during 
development 246, 

mRNA levels, tissues, mice, control-gene expression 6035. 

Glycerophosphate acyltransferase, 

genes, Escherichia coli , cloning 1119. 
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Glycidol, 

alkylation-DNA, fluorescence assays 903. 

Glycine max, 

+ Drosophila, heterokaryons, DNA biosynthesis 4813. 

cell culture, DNA repeated sequence replication 4819. 

cell culture, DNA replication 3081. 

cell culture, thymine dimers accumulation, radiation (u.v.), 
effects on 1499. 

DNA. circular electrophoresis 2165. 

DNA, cloning-Escherichia coli , stability 4346. 

embryos. RNA biosynthesis, during germination 226. 

hypocotyls, poly (A)-containing RNA biosynthesis, auxins, 
effects on 795. 

leghaemoglobin, complementary DNA, cloning/organization 
3653. 

nodules. roots, regulation-leghaemoglobin genes expression 
5139. 

nodules-specific gene expression 4073. 

tRNA (phenylalanyl) synthetase, purification/ 
characterization 3389. 

RNA polymerase I/RNA polymerase II activity, 2,4- 
dichlorophenoxyacetic acid, effects on 2483. 

RNA polymerase II, activity/subunit structure, during 
germination 1779. 

Glycolysis, 

relationship-DNA biosynthesis initiation, glycolytic mutant 
fibroblasts 1677. 

Glycoproteins, 

yolk. bound, nucleosides, Euscelis /Smittia eggs 5425. 

Glycyl-histidine, 

+ pallidium(ID, complex, interaction-cytidine/GMP, n.m.r. 
1296. 

Glycyl-L-tyrosine, 

complex-palladium, interaction-GMP, e.s.r./n.m.r. 2688. 

Glyptotendipes barbipes, 

satellite DNA, isolation/characterization/localization 375. 

GMP, 

acetylaminofluorene/aminofluorine-modified, conformation 
1300. 

complex-cis-diammine platinum II/trans-diammine platinum 
Il. n.m.r. 2697. 

complex-Penicillium chrysogenum ribonuclease T,, n.m.r. 
1141. 

complex-trimethylenediamine platinum II, c.d. 68. 

complex-trimethylenediamine platinum II, preparation/ 
structure 69. 

interaction-glycyl-histidine + pallidium(II) complex, n.m.r. 
1296. 

interaction-palladium + glycyl-L-tyrosine complex, e.s.r./ 
n.m.r. 2688. 

reaction-methylmercury perchlorate/cis-dimethylgold 
perchlorate/dichloroethylenediamine palladium II/trans- 

_ dichlorodiammine palladium II/ci-dichlorodiammine 
platinum II/trans-dichlorodiammine platinum II/tetray- 
acetato-dirhodium II, spectroscopy (Raman) 674. 

structure 2696. 

dGMP, 

antisera, preparation 2517. 

complex-cis-diammine platinum II/trans-diammine platinum 
II, n.m.r. 2697. 

2'-GMP, 

complex-Aspergillus oryzae ribonuclease T,, crystallization 
1142. 

complex-ribonuclease T,, crystallization 1 142. 

Gossypium, 

chloroplasts, RNA, characterization 181. 

chloroplasts/nuclear DNA, physicochemical properties 3069. 


cotyledons, poly (A)-containing/lacking mRNA, 
characterization 5985. 

seeds, nucleotides, isolation 3913. 

seeds, mRNA, germination, sequence complexity 3473. 

seeds, rRNA 5S, characterization 5984. 

seeds, rRNA 5S, chromatography (liquid) 5957. 

seeds, Verticillium dahliae infection, DNA structure/ 
organization 5248, 

Gramicidin S, 

control-RNA biosynthesis, Bacillus brevis germination/ 
growth 4598. 

Granulosis virus, 

Agrotis segetum , DNA structure 4167. 

Grapevine stem-pitting-associated virus, 

RNA, characterization 4554. 

Gross leukaemia virus, 

DNA biosynthesis intermediates, teratocarcinoma cell lines, 
mice 6565. 

DNA biosynthesis/processing, cell lines, mice, 
cycloheximide, effects on 1661. 

RNA, nucleotide sequence, comparison-Gross leukaemia 
virus 2040. 

Ground squirrel hepatitis virus, 

DNA, cloning/structure, comparison-hepatitis B virus 4694. 

Groundnut dwarf virus, 

uridine incorporation, actinomycin D, effects on 4301. 

Growth factors, 

stimulation-DNA biosynthesis/collagen biosynthesis, 
calvaria, foetal rats 2408. 

GTP, 

binding-elongation factor Tu, Thermus thermophilus , n.m.r. 
134, 

Guanine, 

alkylated derivatives, fluorescence 3878. 

charge transfer complex-chloranil, analysis 2630. 

mass spectroscopy 640. 

self-association/base pairs formation-adenine/cytidine/ 
uridine, n.m.r, 1277, 

substitution-2-acetylaminofluorene/benzo(a)pyrene, DNA 
damage, carcinogenesis models 1493. 


Guanine, 

water-induced crystallization, spectroscopy (u.v.)/ 

’ spectroscopy (i.r.) 639. 

Guanine (7-cyano-7-deaza), 

synthesis 21. 

Guanine (3-deaza), 

antiviral activity, Rous sarcoma virus-infected kidney cells, 
rats, guanosine, effects on 1313. 

Guanine (3,7-Dideaza), 

synthesis 20. 

Guanine (O°-ethyl), 

containing, double-stranded DNA, enzymatic synthesis 5023. 

Guanine (9-ethyl), 

complex-cis-dichlorodiammine platinum IT 3336. 

Guanine (9-(2-hydroxyethoxymethyl)), 

inhibition-cellular/viruses-induced DNA polymerase/DNA 
polymerase a/DNA polymerase (RNA-dependent) 2648. 

inhibition 12-O-tetradecanoyl-phorbol-13-acetate DNA 
replication induction, Epstein-Barr virus 5708. 

pharmacokinetics 4993. 

synthesis, methodology 1276. 

Guanine (6-hydroxyethyl), 

identification, DNA treatment-N,N‘-bis(2-chloroethyl)-N- 
nitrosourea 6072. 
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Guanine (9-(2-hydroxymethoxymethyl)), 

treatment-herpes simplex virus keratitis 5415. 

Guanine (N-7-methy]), 

release, carcinogens-modified DNA replication, liver, rats, 
comparison-guanine (O%methyl) 1648. 

Guanine (O°%-methyl), 

DNA repair, hepatocytes/non parenchyma cells, rats 3104. 


lesions, methylated DNA, liver, mice, DNA repair 6575. 


release. carcinogens-modified DNA replication, liver, rats, 
comparison-guanine (N-7-methyl) 1648. 


removal, DNA repair, hepatocytes, rats 5280. 


removal, DNA repair, liver, rats, enhancement-aflatoxin B1 
6578. 

removal, DNA repair, N-methyl-N-nitrosourea, fibroblasts, 
man 4288. 

removal, DNA repair, normal/xeroderma pigmentosum 
lymphoblastoid cell lines 3704. 

removal-DNA, liver, rats, partial hepatectomy, effects on 
6576. 

synthetic DNA, methyl groups removal, Escherichia coli 
3090. 

Guanine (7-methyl), 

excision-DNA, DNA glycosylase, liver, rats, 
characterization 3230. 

removal-DNA, DNA glycosylase, liver, hamsters/rats 4884. 


removal-DNA, Micrococcus luteus /Escherichia coli DNA 
glycosylase 4883. 

Guanine (7-ribosyl-3-deaza), 

antibacterial activity, mechanisms 61. 

Guanine (6-thio), 

arititumour activity selectivity, adenosine, effects on 4992, 

cytotoxicity, cells mice, tumours, leukaemia 29. 

induced, differentiation, human leukaemia cells 30. 

Guanine(9-)2-hydroxyethyoxymethy])), 

treatment-herpes simplex virus keratitis 5882. 

Guanosine, 

acetylaminofluorene/aminofluorine-modified, conformation 
1300. 

adducts-benz(a)anthracene diol epoxide, hamsters embryo 
cells. structure 1301. 

adducts-phosphoramide mustard 1889. 

alkylation-N-nitroso-N-benzylurea 651. 

binding-transition metals 2657. 

complex-chloroauric acid 5889. 

derivatives, RNA biosynthesis initiation, Escherichia coli 
RNA polymerase, magnesium/manganese/rifampicin, effects 
on 2099. 

effects on guanine (3-deaza) antiviral activity, Rous sarcoma 
virus-infected kidney cells, rats 1313. 

exogenous, binding-methylethylnitrosamine/N- 
nitrosonornicotine, liver, rats 296. 

immunosuppression, mice 4994. 

methyl ethers, synthesis 43. 

methylation, use-trimethylanilinium methoxide 2656. 

modification, effects on transcription errors 4051, 

O* substituted derivatives, synthesis 1891. 

Guanosine (acyclo), 

antiviral activity-herpes simplex virus infection, mice 3903. 

inhibition-DNA biosynthesis, herpes simplex virus 1 5893. 

treatment-herpes simplex virus keratitis, rabbits 4995. 

treatmenit-herpes simplex virus 1 infection-eye, rabbits 5424. 


Guanosine (8-aza-3-deaza), 

synthesis 4458. 

Guanosine (deoxy), 

adducts-phosphoramide mustard 1889. 

binding-2-aminofluorene/2-acetylaminofluorene, n.m.r. 1888. 

inhibition-DNA biosynthesis, human lymphocytes T 1307. 

Guanosine (N?-deoxy), ; 

benzo(a)pyrene diol epoxide adducts, error-free DNA repair, 
normal/xeroderma pigmentosum human fibroblasts 1640 

Guanosine (2'-deoxy), 

adducts-neothramycin, structure 4461. 

Guanosine (a-2-deoxythio), 

analogues, effects on mice, in vivo 3902. 

Guanosine (O°-ethyldeoxy), 

quantification, N-ethyl-N-nitrosourea-treated DNA, use- 
antibodies 38. 

Guanosine (iso), 

Diaulula sandiegensis , isolation 5417. 

Guanosine (N?-Methy]l), 

Escherichia coli rRNA 16S, characterization 5972. 

Guanosine (1-methy]), 

Tedania digitata , isolation/structure 2652. 

Guanosine (-6thio) nucleotide, 

complex-myosin subfragments, c.d. 1317. 

Guanosine (triacetyl), 

complex-chloroauric acid 5889. 

Guanosine 3',5'-bis(Diphosphate)3’-pyrophospho, 

Escherichia coli , inhibition-tRNA Phe, veasts 704. 

Guanosine pentaphosphate, 

effects on translation accuracy in vitro 3408. 

regulation-metabolism, bacteria, review 3318. 


Guanosine 5'-phesphoroimidazolide, 

oligomerization, poly (C) templates, catalysis-metals ions 
3375: 

oligomerization, poly (C) templates, catalysis-zinc 3374, 

Guanosine tetraphosphate, 

complex-Escherichia coli elongation factor Tu 5947. 

effects on Escherichia coli RNA polymerase interaction- 
rRNA promoters 612. 

effects on Escherichia coli RNA polymerase elongation- 
RNA chains, phage T7/phage T3 6649. 

effects on RNA biosynthesis control, Escherichia coli 5989. 

effects on translation accuracy in vitro 3408. 

regulation-metabolism, bacteria, review 3318. 

regulation tRNA Tyr promoters mutants 518. 

Streptomyces galilaeus, occurrence/role-anthracycline 
antibiotics production 676. 

Guanosinetriphosphatase, 

activity, elongation factor G-dependent, coupling-protein 
biosynthesis 133. 

activity, elongation factor Tu, stimulation-tRNA (ami noacyl) 
3'-terminus fragments 5065. 

catalysis-tRNA (leucyl) recognition-ribosomes, role- 
proofreading mechanisms 5054. 

DNA-dependent, phage T4 gene 41 proteins, 
characterization 6196. 

elongation factor Tu-dependent, Escherichia coli , 
stimulation-tRNA (aminoacyl) 3'-terminus analogues 3414, 

ribosomes, Escherichia coli , characterization 2759, 

Guanylyl-(3’,5’)-cytidine, 

interaction-2-methoxy-6-chloro-9-aminoacridine derivatives, 
n.m.r, 5434, 

Guanylyl-(3',5')-3'-O-methyiguanosine, 

synthesis 5433, 
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Haemagglutinins, 
genes. influenza A virus strains, nucleotide sequence, 
comparison, antigenic drift 944. 
geries, influenza virus, nucleotide sequence 762. 
Haematoporphyrin, f 
+ light, DNA single-stranded breakage, cells, man 4649, 
+ light, induction-DNA single-stranded breakage/sister 
chromatid exchange, human cells 896, 
Haemin, 
effects on tRNA (formylmethionyl) deacylase, reticulocyte 
lysate, rabbits 1968. 
Haemocyanin, 
mRNA, Limulus polyphemus , identification 5147. 
Haemoglobin, 
gene expression, Friend erythroleukaemia x teratocarcinoma 
cell hybrids 4615. 
genes, structure, man 4225. 
mRNA, man/mice/rabbits, nucleotide sequence substitution, 
evolutionary genetics 4011. 
Haemoglobin E, 
B-globin chains, mRNA levels, man 2895. 
Haemoglobin H, 
man, a-globin genes arrangement 401. 
Haemolysins, 
production, Escherichia coli , control-plasmids, determinants 
regions mapping 5581. 
Haemophilus influenzae, 
anaerobic radiation (u.v.), damage/DNA repair 1031. 
DNA uptake, during transformation 3729. 
endodeoxyribonuclease HinfllIl, DNA cleavage/methylation 
3766. 
endodeoxyribonuclease HinflII, DNA recognition sequence 
4359. 
endodeoxyribonuclease HinJCI/endodeoxyribonuclease 
HinJCIL, purification/characterization 3191. 
endodeoxyribonuclease HinS,I/endodeoxyribonuclease 
HinS ,!/endodeoxyribonuclease HinP I, purification/ 
characterization 3190. 
N-methyl-N’-nitro-N-nitrosoguanidine-induced mutation, 
error-free DNA repair 2350. 
mutants, DNA entry 1690. 
phage HPle1, DNA repair, radiation (u.v.) 2345. 
phage N3, DNA, characterization 2970. 
plasmids, transformation efficiency 4826. 
post-replication DNA repair, N-methyl-N’-nitro-N- 
nitrosoguanidine-induced mutation 2349. 
transfection-phage HP 1/phage HP3, mechanisms 2437. 
transformation, DNA entry/integration, EDTA, effects on 
5315; 
_transformation-R factors, mechanisms 2436. 
Haemophilus parainfluenzae, 
DNA methyltransferase, DNA methylation in vitro 3234. 
Haemotoporphyrin, 
DNA damage/DNA repair, CHO cells 3550. 
bis(Haloalky!)piperidine, 
derivatives, effects on DNA biosynthesis/protein 
biosynthesis, ascites tumour cells, rats/binding-phage P22 
DNA 2388. 
Halobacterium cutirubrum, 
elongation factor 2, binding-ADP-ribose, catalysis-diphtheria 
toxin 1380. 
Halobacterium halobium, 
bacteriorhodopsin mRNA, 5’-terminus nucleotide sequence 
6404. 
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Haloperidol, 

effects on RNA metabolism, cerebrum, rats 1443. 

Harman, 

inhibition-pyrimidine dimers excision, radiation (u.v.), DNA, 
fibroblasts, man 4290. 

Harvey sarcoma virus, 

DNA, characterization 2248. 

DNA, homology-replication-defective retrovirus 2253. 

DNA, transfection-3T3 cells, proviruses, characterization 
$202. 

DNA, transforming regions, mapping 940. 

transformation efficiency, DNA terminal repeat length, 
effects on 3751. 

transforming genes, homologous cloned sarc gene, rats, 
analysis 6538. 


Heavy metals, 

complex-DNA, sedimentation velocity/electric dichroism 
2319, 

complex-DNA/nucleosomes cores, structure, c.d. 2320. 

inhibition-RNA biosynthesis, liver, mice, apothioneins, 
effects on 5535. 

HeLa cells, 

adenovirus-infected, low molecular weight RNA, 
characterization 180. 

chromosome aberrations/sister chromatid exchange/DNA 
damage, induction-n.m.r. 1823. 

deoxyribonuclease, separation/characterization 541. 

DNA biosynthesis, radiation (X), effects on 4806. 

DNA biosynthesis/histones gene expression, chlorambucil, 
effects on 461, 

histones gene expression, regulation 574. 

low molecular weight RNA, intracellular distribution 2778. 

mitochondria, DNA, poly(A)-containing RNA/tRNA/rRNA 
genes, mapping 2305. 

mitochondria, DNA replication, roleeDNA polymerase a 
2335. 

normal/adenovirus (human) 2-infected, ribonucleoprotein 
(heterogeneous nuclear), comparison 569. 

normal/vesicular stomatitis virus-infected, mRNA 
translation, role-cytoskeleton binding 3521. 

nucleoids, DNA replication 3080. 

nucleoli, ribosomes assembly 2768. 

nucleosomes structure, sodium butyrate, effects on 6306. 

ribonucleoprotein (heterogeneous nuclear), interaction- 
adenovirus (human) 2 RNA 3803. 

ribonucleoprotein (heterogeneous nuclear), characterization 
5368. 

ribosomal protein S6 phosphorylation, control 736. 

RNA biosynthesis/content, relationship-polyamines 
accumulation, cell cycle, effects on 2836. 

RNA content, determination, comparison-spectroscopy 
(u.y.)/flow cytometry 1387. 

mRNA-like molecules, isolation/characterization 1412. 

rRNA 5.88, secondary structure 784. 

uracil-DNA glycosylase, purification/characterization 5788. 

Helianthus tuberosus, 

parenchyma, mitochondria, activated, early DNA 
biosynthesis 433. 

Heliothis zea, 

nuclear polyhedrosis virus RNA biosynthesis, a-amanitin, 
effects on 5521, 

RNA polymerase multiple forms, isolation/characterization 
3777. 
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Hemicentrotus pulcherrimus, = 

eggs, DNA polymerase a/DNA polymerase f association- 
endoplasmic reticulum 555. 

spermatozoa, DNA polymerase, multiple forms, 
characterization 553. 

Heparin, 

complex-DNA, formation/properties/methylation in vitro 
SHB, 

dissociation-chromatin 2568. 

Hepatitis A virus, 

infected, Vero cells, RNA replication 3420. 

single-stranded RNA, characterization 3433. 

Hepatitis B core antigen, 

genes, hepatitis B virus, transcription in vitro 6566. 

Hepatitis B virus, 

cloned DNA, expression-HeLa cells 1706. 

cloned DNA, restriction endonuclease mapping 5611. 

cloned DNA, transformation-fibroblasts, mice, hepatitis B 
surface antigen production/excretion 1111. 

DNA, cloning/structure, comparison-ground squirrel 
hepatitis virus 4694. 

DNA, Dane particles, role-partial genomes, hypothesis 2426. 

DNA, integration/expression-human hepatoma cell lines 335. 

DNA, integration-hepatocytes, liver diseases, man 6588. 

DNA, integration-human hepatoma 941. 

DNA, occurrence-monkeys carriers 1480. 

DNA. 5’-terminus, complex-proteins, characterization 1840. 

DNA polymerase, inhibition-ATP arabinoside/CTP 
arabinoside 5347. 

DNA polymerase, inhibition-pyrophosphate analogues 2493, 


genes, identification/expression-human tumours cell lines 509. 


hepatitis B 6 antigen, association-RNA, serum, infected 
monkeys 1841. 

hepatitis B core antigen genes, transcription in vitro 6566. 

hepatitis B surface antigen, expression-cell culture, use-SV40 
vectors 5311. 

infection, human, treatment-adenine arabinoside/interferon, 
comparison 662. 

integrated DNA, detection-human tumour cell lines 3582. 

Herpes simplex virus, 

antimicrobial agents, inhibition-trisodium phosphonoformate 
4594. 

deoxyribonuclease, DNA degradation, mechanisms 5763. 

DNA. backbone structure 4697. 

DNA, role-lymphocytes B-lymphocytes T interaction, 
immune response 4321. 

DNA biosynthesis-defective mutant, characterization 3585. 

induced. DNA polymerase, inhibition-aphidicolin 2490. 

infected cells, DNA biosynthesis, localization 5686. 

infection, mice, antiviral activity-guanosine (acyclo) 3903. 

infection, neonates, treatment-adenine arabinoside 1908. 

infection-BHK cells, nuclear envelope, herpesvirus-specific 
DNA polymerase/DNA polymerase a 6652. 

keratitis, rabbits, treatment-adenine arabinoside/ 
hypoxanthine arabinoside 60. 

keratitis. rabbits, treatment-guanosine (acyclo) 4995. 

keratitis, treatment-guanine (9-(2-hydroxymethoxymethyl)) 
5415. 

keratitis, treatment-guanine(9-)2-hydroxyethyoxymethyl))/ 
thymidine (trifluoro) 5882. 

ribonucleotide reductase, purification/characterization 4390. 

thymidine kinase genes, DNA, transformation efficiency, 
mammalian cells 2428, 

Ba kinase genes, expression-Xenopus laevis oocytes 

thymidine kinase genes, nucleotide sequence/transcripts 
mapping 2249, 


thymidine kinase genes, packaging-nucleosomes, cells, mice 
1808. 

thymidine kinase genes, transfer-cells, mice, transformants, 
characterization 4835. 

Herpes simplex virus 1, 

defective mutant, DNA, repetitive unit, nucleotide sequence 
amplification 6495. 

deoxythymidine kinase deficient mutant, replication, (UMP 
(5-propyl)/dUMP (5- ethyl), effects on 2701. 

DNA, incorporation-adenine arabinoside 4989. 

DNA, localization/transcription, transformed cells, mice 
4097. 

DNA, mutation, induction-nitrous acid 4648. 

DNA, replication recognition sites, localization 4696. 

DNA, restriction endonuclease fragments, transformation 
thymidine kinase-deficient cells, mice 2427. 

DNA, structure 3584. 

DNA biosynthesis, DNA unwinding protein inhibitors, 
effects on 4308. re 

DNA biosynthesis, inhibition-guanosine (acyclo)/cytosine (2’- 
fluoro-5-iodoara)/uridine (5-(2-bromovinyl(-2’-deoxy) 5893. 

DNA biosynthesis, inhibition-uracil (2-bromovinyl) 
arabinoside/uracil (2-chlorovinyl) arabinoside 6347. 

DNA-bound proteins, identification 1831. 

DNA fragments, cloning-plasmid pBR325 4836. 

DNA fragments insertion-genomes, inversions 1531. 

DNA polymerase, inhibition-aphidicolin, mechanisms 2495. 

DNA polymerase, inhibition-uridine (5-(2-bromovinyl)-2’- 
deoxy), mechanisms 5431. 

DNA polymerase, purification/characterization 2492. 

DNA polymerase, stimulation-spermine, templates, effects on 
S775: 

DNA polymerase activity, polyamines, effects on 1 167. 

DNA replication complex, kidney cells, rabbits, 
characterization 4784. 

early mRNA, structure 3434. 

encephalitis, brain, man, treatment-adenine arabinoside 5892. 

endodeoxyribonuclease BamHI DNA fragments, cloning- 
plasmid pBR322 510. 

herpesvirus-associated nuclear antigens/thymidine kinase 
genes, location-transformed cells 336. 

high molecular weight RNA, processing-infected cells nuclei 
205. 

infected, BSC-1 cells, DNA-binding protein, isolation/ 
characterization 3835, 

infected, kidney cells, rabbits, deoxyribonuclease, assays 
3761, 

infection, mice, treatment-adenine arabinoside, enhancement- 
adenine (9-(2-hydroxy-3-nonyl) 1284, 

infection-eye, rabbits, treatment-guanosine (acyclo) 5424. 

infection-kidney cells, monkeys, chromatin configuration 
6665. 

late mRNA, characterization 5080. 

latent infection, mice, DNA, occurrence-central nervous 
system 3143, 

nucleoproteins complex, characterization 3241. 

protein biosynthesis, adenine arabinoside, effects on 4991. 

radiation (u.v.)-induced damage, DNA repair, mechanisms 
1026. 

recombination, hosts/radiation (u.v.), effects on 1112. 

replication, inhibition-phosphonoformate 3719. 

mRNA, mapping 4169. 

mRNA, templates activity 5145. 

temperature-sensitive mutant, DNA polymerase 6280. 

temperature-sensitive mutant, mapping 6496. 

thymidine kinase, phosphorylation-thymidine (5'-amino-5'- 
deoxy), derivatives pH stability 654. 
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Herpes simplex virus 1,(continued) 

thymidine kinase, transformed cell lines, mice, DNA 
mapping 3586. 

thymidine kinase genes, cloning-plasmid pBR322 1707. 

thymidine kinase genes, expression-Escherichia coli 4590. 

thymidine kinase genes, mapping 942. 

thymidine kinase genes, nucleotide sequence 4695. 

thymidine kinase genes, replication/expression-fibroblasts, 
mice 1740. 

thymidine kinase mRNA, mapping 5081. 

thymidine kinase mRNA biosynthesis, mechanisms 2090. 

transcription initiation sites, mapping 3583. 

uridine (5-formyl-2’-deoxy) derivatives, antiviral activity 
2chye 

Herpes simplex virus 2, 

deoxythymidine kinase deficient mutant, replication, (UMP 
(5-propy!)/dUMP (5- ethyl), effects on 2701. 

DNA, cloning-plasmid pBR322, recombinants 
characterization 6618. 

DNA, infected cells, induction-early antigens 1687. 

DNA fragments, transformation-embryo cells, rats/3T3 cells 
5735; 

DNA polymerase, purification/characterization 2492. 

infected. kidney cells, rabbits, deoxyribonuclease, assays 
3761. 

infection, effects on DNA repair, embryo cells/xeroderma 
pigmentosum cells, man 5285. 

replication, inhibition-phosphonoformate 3719. 

thymidine kinase genes, mapping 942. 

uridine (5-formyl-2'-deoxy) derivatives, antiviral activity 
3357. 

Herpesvirus, 

adenosine (3’-deoxy)/adenosine (5'-deoxy), antiviral activity 
1306. 

genomes DNA structure, relationship-latency, review 1272. 

Herpesvirus (baboon), 

induced DNA polymerase, purification/characterization 
2491. 

Herpesvirus (equine) 1, 

DNA, restriction endonuclease analysis 6494. 

Herpesvirus (ovine), 


DNA, detection-pulmonary adenomatosis lungs, sheep 2160. 


Herpesvirus (turkey), 


genomes, persistence-lymphoblastoid cell lines, chickens 337. 


Herpesvirus papio, 

DNA. characterization, homology-Epstein-Barr virus 41 70, 

DNA, homology-Epstein-Barr virus 4166. 

DNA, nucleotide sequence homology-Epstein-Barr virus 
5203. 

DNA, restriction endonuclease fragments, linkage mapping 
4168. 

DNA, restriction endonuclease mapping, comparison- 
Epstein-Barr virus 4171. 

Herpetosiphon giganteus, 

endodeoxyribonuclease HgiAl, purification/characterization 
1759. 

Heterochromatin, 

see also Chromatin 

Drosophila melanogaster , review 2611. 

liver, rats, DNA repair, radiation (u.v.) damage 2358. 

mammalian cells, heterochromatin chromatin movements 
rates 1210. 

Mus musculus /Mus booduga /Mus dunni , variation 3817. 

Petunia hybrida , location/variation 6670. 

polytene chromosomes, Chironomidae, binding-repetitive 
DNA 5817. 

regions, Drosophila melanogaster , transcription 1816. 


transcription, polytene chromosomes, Drosophila 
melanogaster cell culture 2086. 

Heteropneustes fossilis, 

oocytes, DNA/RNA/proteins accumulation 5109. 

Hexachlorobiphenyl, 

binding-DNA, microsomes, rats, in vitro 2932. 

Hexadecyltrimethylammonium bromide, 

hydrolysis-nucleosides/nucleotides 1292. 

Hexzziridinocyclotriphosphazene, 

interaction-DNA, spectroscopy (Raman) 4127. 

Histidine, 

effects on poliovirus RNA transfection activity 229. 

transport, genes, Salmonella typhimurium /Escherichia coli , 
cloning/characterization 3159. 

Histocompatibility antigens, 

complementary DNA fragments, cloning 1738. 

mRNA, lymphoblastoid cell lines, translation-cell-free system 
Sle 

mRNA, mice, complementary DNA clones, characterization 
Sy): 

Histocomptibility system H-2, 

genes, complementary DNA clones, characterization 5233. 

Histone A24, 

containing, nucleosomes, structure 5812. 

Histone H1, 

binding-DNA, radiation (X)/phosphorylation, effects on 575. 

biosynthesis, mice x human cells hybrids 3253. 

calf thymus, interaction-DNA, eukaryotes 5374. 

calf thymus, structure/location-chromatin 3267. 

calf thymus chromatin, arrangement 5375. 

depleted, chromatin, fractionation 4422. 

depletion, chromatin, liver, rats, heart denaturation 5371. 

interaction-nucleotide (deoxyribo) 5372. 

lacking, chromatin, nuclease digestion, rearrangement 588. 

lacking, chromatin, structure, heat denaturation, effects on 
3268. 

low mobility fractions, embryos/tumours, hamsters 6298. 

rearrangement, chromatin, erythrocytes, chickens 4400. 

removal, nuclei, effects on nucleosomes DNA digestion 6297, 

removal-nucleosomes, liver, rats 4406, 

role-chromatin structure, erythrocytes, chickens 4409. 

role-nucleosomes compaction 3256. 

teratocarcinoma embryo cells, mice, differentiation, effects 
on 6300. 

Histone H2a, 

genes, chickens, nucleotide sequence 6529. 

genes, sea urchins, transcription, promotion, role-spacer 
DNA 3502. 

like, proteins, Escherichia coli , characterization 1805. 

Histone H2b, 

genes, Saccharomyces cerevisiae , nucleotide sequence 
homology 3004. 

modification-ubiquitin 1199. 

role-chromatin organization, Strongylocentrotus intermedius 
/Aphelasterias japonica 3255. 

Histone H3, 

sulphydryl groups modification, effects on histones-histones 
interaction/nucleosomes formation/structure 1196. 

Histone H4, 

acetylation, Physarum polycephalum , role-chromatin 
structure/function 1806. 

genes/mRNA, Strongylocentrotus purpuratus , nucleotide 
sequence comparison 4204. 

interaction-DNA, electron microscopy 2536. 

Histone HS, 

like, proteins, location-chromatin 2541. 

rearrangement, chromatin, erythrocytes, chickens 4400. 


sie ne PO i 


IRL©1981 


115 


Subject Index 


i te 
See serene sonia ere ee SSS 


Histone H5,(continued) 

role-chromatin structure, erythrocytes, chickens 4409. 

Histones, 

acetylation, brain, rats, development, spermine, effects on 
6299. 

acetylation, CHO cells, modulation-nucleosomes structure 
2562. 

acetylation, chromatin, HeLa cells, effects on in vitro 
transcription 591. 

acetylation, effects on chromatin nuclease sensitivity/ 
solubility 6307. 

acetylation, role-transformation, SV40 chromatin 4427. 

acetylation, Saccharomyces cerevisiae 6662. 

arrangement-nucleosomes DNA 2539. 

binding-DNA, comparison 1195. 

binding-DNA, competition 2535. 

binding-DNA, heat denaturation, effects on 1197. 

biosynthesis, during sea urchins development 3270. 

biosynthesis, embryos, rabbits, relationship-DNA 
biosynthesis 2540. 

biosynthesis, Friend erythroleukaemia cells, hydroxyurea 
inhibition-DNA biosynthesis, effects on 4908. 

biosynthesis, Friend erythroleukaemia cells, coupling-DNA 
biosynthesis 5370. 

biosynthesis, neurons, rabbits, relationship-DNA repeated 
length 3251. 

biosynthesis, oocytes, oogenesis, effects on 3676. 


biosynthesis, rates, S phase, Ehrlich ascites tumour ceils 6178. 


biosynthesis, relationship-DNA replication, temperature- 
sensitive L cells 1194. 

biosynthesis, Saccharomyces cerevisiae , during sporulation 
572; 

biosynthesis, Xenopus , review 1875. 

complex-DNA, structure/templates activity 2538. 

cores, nucleosomes, structure 1200. 

cores complex, binding-SV40 DNA, acetylation, effects on 
Sigh, 

cross-linking-DNA 3823. 

DNA, Psammechinus miliaris , carrying, phage A, cloning- 
plasmid pBR322 5743. 

Drosophila , characterization 4401. 

effects on phenylalanyl adenylate condensation 2717. 

embryos cell lines, mice, binding-benzo(a)pyrene metabolites 
6459. 

exchange, nucleosomes cores particles, Nicotiana tabacum / 
erythrocytes, chickens 582. 

gerie expression, cell cycle, man, regulation 5114. 

genie expression, HeLa cells, regulation 574. 

gene expression, Strongylocentrotus purpuratus 
embryogenesis, role-transcription 6436. 

genes. arrangement, DNA, chickens 5653. 

genes. clusters, Notophthalmus viridescens , cloning/ 
characterization 5224. 

genes. clusters, Notophthalmus viridescens , separation- 
satellite DNA 6528. 

genes, containing clones, man, isolation 5323. 

genes. Drosophila melanogaster , chromatin structure 4414, 

genes. man, organization 6546. 

genes, man/chickens, transcription 5111. 

genes. Psammechinus miliaris , binding-Paracentrotus lividus 
RNA polymerase II 5840. 

gees, Psammechinus miliaris , gene manipulation 5320. 

genes, Psammechinus miliaris , transcription fidelity, 
Xenopus oocytes 2859. : 

genes. structure/expression, review 3329. 


genes, Xenopus laevis , cloning/restriction endonuclease 
analysis 5225. 


genes, Xenopus laevis DNA, organization 5226. 

genes clusters, fragments, Strongylocentrotus purpuratus , 
cloning, use-SV40 vectors 4342. 

genes RNA transcripts, Strongylocentrotus purpuratus eggs, 
accumulation 5511. 

histone H1, exchange, chromatin segments 4909. 

histone H1, fractions, hepatoma, hamsters, electrophoretic 
mobility/characterization 6663. 

histone H5, erythrocytes, chickens, interaction-DNA, rats 
2537. 

interaction-DNA, brain, rats 3257. 

modification, poly (ADP-ribose) polymerase complex-DNA 
6643. 

modification patterns, SV40 chromatin 2553. 

nucleoids, Escherichia coli , electrophoresis 5373. 

organization, chromatin, models 2551. 

phosphorylation, Oryza sativa seeds, germination, effects on 
3254. 

protamines-like, mRNA, levels, spermatogenesis, testis, mice 
1439. 

ratio-DNA, Triticum durum roots, age, effects on 571. 

mRNA, biosynthesis/turnover rates, Drosophila embryos 
1418. 

mRNA, levels, yeasts, regulation-cell cycle 5529. 

mRNA, Lytechinus pictus eggs, biosynthesis/translation/ 
storage 1432. 

mRNA, precursors, transcription, cell cycle 4028. 

mRNA, Saccharomyces cerevisiae , characterization 2068. 

mRNA, yeasts, post-transcription control 5509. 

role-DNA renaturation 3252. 

turnover, liver, rats, RNA biosynthesis induction, effects on 
1198, 

Histoplasma capsulatum, 

rRNA, characterization 3460. 

RNA/DNA, precursors, non-specific incorporation 2083. 

Hoechst 33258, 

+ uracil (5-bromo) + light, breakage-DNA, Mycoplasma / 
Acholeplasma 272. 

binding-DNA adenine-thymine base pairs, mechanisms 5165. 

Hordein, 

mRNA, Hordeum vulgare polyribosomes, translation-wheat 
germ cell-free system, products characterization 1474. 

Hordeum, 

embryos, early protein biosynthesis, relationship-RNA 
biosynthesis, during germination 1980. 

leaves, RNA biosynthesis, regulation-purine (6-benzylamino) 
2850. 

poly (A)-rich mRNA, greening, effects on 2149. 

polyribosomes, chlorophyll-protein mRNA translation 
initiation 257. 

protoplasts, RNA polymerase I/RNA polymerase II activity, 
cytokinins, effects on 1164. 

mRNA genes, repetition 1601. 

satellite DNA, physical properties, comparison-Triticum 425, 

seeds, radiation (y)-induced damage, DNA repair 1643. 

Hordeum vulgare, 

deoxyribonuclease/ribonuclease, purification/ 
characterization 1139, 

DNA biosynthesis/RNA biosynthesis/protein biosynthesis, 
sodium chloride, effects on 2413, 

leaves, ribonuclease, rRNA/mRNA hydrolysis 1133. 

leaves, ribonuclease activity, Erysiphe graminis infection, 
effects on 1134. 

leaves, ribulosebisphosphate carboxylase/ chlorophyll-protein 
genes, expression 2838. 

leaves, RNA polymerase, cytokinins, effects on 6273. 

polyribosomes, hordein mRNA, translation-wheat germ cell- 
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Hordeum vulgare, (continued) 
free system, products characterization 1474. 

ribonuclease I, characterization 1751. 

ribosomal subunits, reassociation 2000. 

seeds, ribonuclease I/ribonuclease II/endonuclease, 
purification/characterization 539. 

Hormones, 

see also specific hormones ; 

induction-phenylalanine ammonia-lyase mRNA, Phaseolus 
vulgaris , actinomycin D, effects on 5461. 

regulation-RNA biosynthesis, endometrium, rabbits 2848. 

Hyalophora cecropia, 

pupae, immune response/injuries response, RNA isolation/ 
translation 5790. 

Hycanthone, 

induced, DNA single-stranded breakage, relationship- 
cytotoxicity 899. 

Hydra vulgaris, 

dimethylsulphate-induced mutants, RNA biosynthesis 2829. 

regerierating, RNA biosynthesis, inhibtion-actinomycin D 
2856. 

Hydrazine, 

derivatives, damage-DNA, lung/liver, mice 5568. 

Hydrocarbons (aromatic), 

binding-DNA, mutagenesis/carcinogenesis, review 6325. 

Hydrocortisone, 

effects on chlorozotocin/1-(2-chloroethyl-3-cyclohexyl-1- 
nitrosourea binding-chromatin, HeLa cells 1813. 

effects on DNA biosynthesis, human skin fibroblasts 2393. 

receptors, complex, binding-DNA/nonhistone proteins, liver, 
rats 3847. 

Hydrocortisone 17-butyrate, 

effects on DNA biosynthesis, human skin fibroblasts 2393. 

Hydrogen peroxide, 

+ radiation (u.v.), lethality-Escherichia coli , role DNA 

double-stranded breakage 895. 

hydroxyl groups radicals formation, DNA binding-iron(IJ), 
effects on 6077. 

irradiated, denaturation-calf thymus DNA 5179. 

Hydrogen sulphide, 


modification-cytosine, yeasts tR NA/calf thymus DNA 4542. 


N-Hydroxy-2-acetylaminofluorene, 

binding-DNA, hepatocytes, rats, adducts, DNA repair 4114. 
binding-DNA, liver, rats 2181. 

binding-phage 9X174 DNA 6463. 

inhibition-RNA polymerase III, liver, rats 3205. 


N-Hydroxy-2-aminofluorene, 

cleavage-rRNA, chromatography (high-performance liquid)- 
adducts 5072. 

modified, DNA, binding-Escherichia coli lactose repressor, 
c.d. 3297. 


4-Hydroxyaminoquinoline- 1-oxide, 

derivatives, reaction-DNA 2933. 

Hydroxyapatite, 

binding-mismatched double-stranded DNA 2205. 

N-Hydroxyarylamides, 

binding-DNA, role N,O-acyltransferase 292. 

9-Hydroxybenzo(a)pyrene, 

metabolites, binding-DNA 286. 

9-Hydroxy-1 1-demethylellipticine, 

derivatives, intercalation-DNA 4658. 

9-Hydroxyellipticine, 

effects on kinetoplasts DNA tertiary structure, Trypanosoma 
cruzi , comparison-berenil 361. 


1'-Hydroxyestragole, 

DNA adducts, liver, mice, structure 3538. 

Hydroxylamine, 

reaction-cytosine (5-fluoro), kinetics/mechanisms 1882. 

p-Hydroxymercuribenzoate, 

modified, ribosomes, Escherichia coli , protein biosynthesis 
1354. 

7-Hydroxymethylbenz(a)anthracene, 

binding-DNA, ATP-mediated 284. 

6-Hydroxymethylbenzo(a)pyrene, 

binding-DNA, ATP-mediated 284, 

4'-HydroxymethyI-4,5’ ,8-trimethylpsoralen, 

cross-linking-Drosophila melanogaster tRNA 5S, secondary 
structure 5501. 

Hydroxyphenols, 

effects on bleomycin-induced DNA damage 2947. 

9-(3'-Hydroxypropylamino)acridine, 

inhibition-RNA polymerase I/RNA polymerase II, liver, rats 
2482. 

Hydroxystilbamidine isethionate, 

use-isolation-Bombyx mori silk gland fibroin polyribosomes/ 
ribonucleoprotein (messenger) 2765. 

4'-Hydroxy-4,5’,8-trimethylpsoralen, 

reaction-RNA, modified nucleotides, identification 4541. 

5-Hydroxytryptamine, 

inhibition-protein biosynthesis, reticulocyte lysate cell-free 
system 723, 

Hydroxyurea, 

effects on DNA repair distribution/DNA methylation, 
human lymphocytes 1039. 

effects on maleic hydrazide-induced chromosomes damage, 
Vicia faba 1829, 

effects on Saccharomyces cerevisiae DNA biosynthesis 
mechanisms 4810. 

inhibition-DNA biosynthesis, Friend erythroleukaemia cells, 
effects on histones biosynthesis 4908. 

inhibition-DNA replication, radiation (u.v.), fibroblasts cell 
lines, man 6192. 

Hygromycin A, 

inhibition-peptidyltransferase, Escherichia cali ribosomes 
127. 

Hyoscyamus niger, 

anthers, development, poly (A)-containing mRNA 
accumulation 5517. 

Hyphantria cunea, 

DNA/RNA levels, development 5716. 

Hypoxanthine, 

release-DNA, calf thymus DNA glycosylase 2510. 

Hypoxanthine arabinoside, 

effects on-herpes simplex virus/varicella-zoster virus/ 
cytomegalovirus, comparison-adenine arabinoside/AMP 
arabinoside 3354. 

treatment-vaccinia virus/herpes simplex virus keratitis, 
rabbits 60, 

Hypoxanthine phosphoribosyltransferase, 

genes, human, cloning/expression-cells, mice 530. 

genes, transformation, role-X chromosome DNA 1226. 


Iceplant chlorotic spot virus, 

infection, Dorotheanthus bellidiformis , effects on DNA/ 
RNA content 2844, 

Ilyanassa obsoleta, 

genomes, reassociation kinetics 5217. 

Immune RNA, 

see also RNA 
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Immune RNA,(continued) 

activation-lymphocytes, assays 562. 

effects on immunity (cell-mediated) 4392. 

effects on lymphocytes-mediated tumours cytolysis, 
melanoma/carcinoma, man 560. 

immune response, mice, independence-lymphocytes T 2522. 

immune response, mice, role-lymphocytes T 2521. 

induction-antigens receptors, normal cells 3796. 

leucocytes, chickens, rosette-formation activity, transfer 561. 

low molecular weight/high molecular weight, effects on 
aritibodies synthesis, lymphosarcoma cells, rats 3237. 

lymphoid tissue, mammary gland-adenocarcinoma cell 
membranes changes, mice, effects on 3797. 

mediation-immune response, human lymphocytes 3238. 

stimulation-arititumour activity, mice 3236. 

treatmerit-carcinoma, kidney, man 4892. 

Immunoglobulin D, 

heavy chains, cloned complementary DNA, plasmacytoma, 
mice, construction/characterization 3652. 

heavy chains genes, liver, mice, mapping 2291. 

plasmacytoma, mice, DNA/mRNA, nucleotide sequence 
2306. 

Immunoglobulin E, 

heavy chains/light chains, mRNA, myeloma, rats, physical 
properties/biological properties 6047. 

Immunoglobulin G, 

mRNA, myeloma cells, mice, production rates 2124. 

mRNA, myeloma cells, mice, translation-wheat germ cell- 
free system 851. 

Immunoglobulin M, 

heavy chains genes, liver, mice, mapping 2291. 

J chain, RNA, expression-lymphocytes B 5137. 

Immunoglobulins, 

deletion mutant, DNA deletion, characterization 381. 

gene conversion, review 6318. 

genes, arrangement, models 4213. 

genes, DNA rearrangement, during differentiation, review 
1856. 

genes, hybridoma, foetus, liver, mice, organization/ 
expression 4757. 

genes, mice, enrichment, use-R-looping 6054. 

genes. mice, nucleotide sequence 5237. 

genes, myeloma, alignment 4235. 

genes. recombination, segments deletion, plasmacytoma cells 
1600. 

genes, transposition, models 492. 

heavy chairs, constant region, genes transcripts, mice, 
structure/splicing 3468. 

heavy chains, DNA, Xenopus , containing, recombinant 
plasmids, construction/characterization 4664. 

heavy chains, gene expression, mice, rolee DNA 
rearrangement/RNA processing 5536. 

heavy chains, genes, lymphocytes B, DNA rearrangement 
1596. 

heavy chains, genes, lymphocytes B, mice, rearrangement 
4730. 

heavy chains, genes, lymphocytes T clones, nucleotide 
sequence 1575. 

heavy chains, genes, mice, cloning/location 4732. 

heavy chains, genes, mice, cloning/mapping 3025. 

heavy chains, genes, mice, DNA segments, identification/ 
rearrangement-lymphocytes T 5655. 

heavy chains, genes, mice, DNA segments, identification/ 
nucleotide sequence 5656. 

heavy chains, genes, mice, linkage 4729, 


nN chains, genes, mice, nucleotide sequence homology 
30. 


heavy chains, genes, myeloma, mice, organization 994. 

heavy chains, genes, myeloma, mice, rearrangement, 
structure 5231. i A ; 

heavy chains, genes, myeloma, mice, recombination regions, 
nucleotide sequence 6153. 

heavy chains, genes, organization, myeloma, mice 3038. 

heavy chains, genes, spacer, nucleotide sequence 6474. 

heavy chains, joining regions, genes, plasmacytoma, 
nucleotide sequence/role-antibodies divezsity 4758. 

heavy chains, mutants, mRNA, myeloma, mice, 
characterization 5502. 

heavy chains, mRNA, mice, complementary DNA, 
nucleotide sequence 5657. 

heavy chains, mRNA, myeloma, mice, purification 144. 

heavy chains, mRNA, thymocytes, mice 5148. 

heavy chains, variable region, genes, mice, structure analysis 
6537. 

heavy chains constant region, gene expression, myeloma, 
rats, RNA splicing/DNA rearrangement mechanisms 4618. 

heavy chains constant region, genes, mice, 5’-terminus 
regions heterogeneity 2290. 

heavy chains constant region, RNA, translation-lymphoma 
cells 2898. 

heavy chains genes, cloning-Escherichia coli plasmid pCR1/ 
nucleotide sequence 995. 

heavy chains genes, constant region, plasmacytoma, 
recombination mechanisms 4855. 

heavy chains genes, embryos, mice, flanking DNA regions, 
cloning/characterization 2293. 

heavy chains genes, formation, role-somatic recombination 
asi, 

heavy chains genes, man, cloning/comparison-mice 2444. 

heavy chains genes, mice, location-chromosomes 1227. 

heavy chains genes, mice, nucleotide sequence 382, 3024. 

heavy chains genes, myeloma, mice, recombination regions, 
DNA repetitive sequence 5246. 

heavy chains genes, regions, mice, organization 2287. 

heavy chains/light chains, gene expression, liver, foetuses, 
mice, development 4606. 

heavy chains mRNA, lymphoblastoid cells man/human-mice 
hybridoma, complementary DNA, cloning/nucleotide 
sequence 1594. 

light chains, constant region, genes, kidney, mice, linkage 
6535. 

light chains, gene expression, myeloma/leukaemia cell lines, 
mice 254, 


light chains, genes, constant region, mice, DNA sequence 
3643. 


. light chains, genes, mice, organization 6532. 


light chains, genes, myeloma, mice, rearrangement/ 
expression 1128, 


light chains, genes, segments, myeloma, mice, nucleotide 
sequence 996. 


light chains, genes, sensitivity-endodeoxyribonuclease Bspl, 
liver nuclei/myeloma, mice 1152. 


light chains, genes, somatic/germ cells, mice, organization: 
4219. 


light chains, mutants, genes, formation-DNA/RNA splicing 
491, 


light chains, mRNA, plasmacytoma cells, mice, 
characterization 5154. 


light chains, mRNA, plasmacytoma cells, mice, expression 
6453. 


light chains, structural gene, mice, location-chromosomes 
5659. 


light chains, variable region, genes, human foetal liver, 
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Immunoglobulins,(continued) 
nucleotide sequence 3030. 

light chains, variable region, myeloma, mice, amino acid 
sequence, comparison-nucleotide sequence 3650. 

light chains, variants, genes, formation-RNA splicing 490. 

light chains constant region, genes, mice, chromatin 
conformation, deoxyribonuclease I sensitivity 3642. 

light chains genes, man/mice, cloned, nucleotide sequence . 
homology 2292. 

light chains genes, mice, cloning, use-cosmids vectors 6251. 

light chains genes, myeloma, mice, enzymatic synthesis, use- 
Escherichia coli DNA polymerase 697. 

light chains genes, myeloma, mice, rearrangement 997. 

light chains/heavy chains genes, lymphocytes B, 
rearrangement 1595. 

mRNA. human lymphoid cell lines, translation-cell-free 
system. products analysis 2143. 

mRNA, lymphocytes T, mice, occurrence/characterization 
2147. 

mRNA. mice, translation-Xenopus laevis oocytes 5930. 

mRNA. myeloma cells, mice, abundance/processing 4029. 

mRNA, myeloma cells, mice, distribution 2900. 

mRNA, myeloma cells, mice, translation initiation-free 
ribosomes 2901. 

mRNA, processing, review 2623. 

IMP, 

analogues. immobilized, synthesis/specificity/applications 
1914. 

calcium salts, structure, X-ray diffraction 2698. 

complex-copper(II) + o-phenanthroline, crystal structure 
3361. 

Indole acetic acid, 

complex-adenine (1,9-dimethyl), structure, X-ray diffraction 
5411. 

effects on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, Chara vulgaris antheridia filaments 2396. 


oxidation, inhibition-wheat germ/yeasts/Escherichia coli 
tRNA interaction-peroxidase 3937. 


Indole-3-Aldehyde, 

interaction-tRNA, Escherichia coli , energy transfer 1329. 

Infectious bursitis virus, 

RNA, characterization 1392. 

Influenza A virus, 

inclusions, RNA characterization/interaction-nonstructural 
protein 4939. 

infected cells, mRNA biosynthesis 2091. 


isolates, birds, RNA, nucleotide sequence, comparison 1393. 


isolates, man/animals, RNA, comparison 3979. 

man. neuraminidase genes, structure 4698. 

NS gene. nucleotide sequence 2049. 

nucleoproteins genes, nucleotide sequence 6098. 

RNA, cloning/nucleotide sequence determination, use- 
oligonucleotides primers 2787. 


‘RNA. coding capacity 2881. 


RNA. nucleotide sequence variation 4548. 

mRNA, poly (A) sites, localization 5083. 

RNA. transcription, inhibition-monoclonal antibodies 6421. 

RNA biosynthesis, non-permissive infection, cell lines 2841. 

RNA segments, complementary DNA, nucleotide sequence 
4547. 

RNA segments, nonstructural protein-coding, nucleotide 
sequence 764. 

strains, haemagglutinins genes, nucleotide sequence, 
comparison, antigenic drift 944. 

strains, neuraminidase genes, RNA, 3’-terminus nucleotide 
sequence, comparison 2048. 


strains, nonstructural protein genes, nucleotide sequence 
homology 943. 

Influenza C virus, 

RNA, oligonucleotides fingerprinting analysis 5082. 

Influenza virus, 

complementary RNA, synthesis/structure 763. 

DNA polymerase (RNA-dependent), mRNA priming/ 
inhibition activity, role-secondary structure 1421. 

endonuclease, cleavage-RNA caps, production-transcription 
initiation primers 5505. 

haemagglutinins genes, nucleotide sequence 762. 

mutants, RNA, fingerprinting analysis, genes variability 6391. 

nonstructural protein mRNA/genes, nucleotide sequence 761. 

replication, hosts cells, effects on 793. 

ribonucleoproteins, localization/transport, infected cells 2532. 

RNA, hybridization properties 2788. 

RNA, mapping 3435. 

RNA, secondary structure, comparison-Sendai virus 3436. 

mRNA, 5/-terminus oligonucleotides, analysis 765. 

RNA biosynthesis, infected cells 4591. 

RNA transcription, rolemmRNA caps structure 196. 

RNA transcription, role-RNA polymerase II, hosts cells 794. 

transcription, priming-mRNA caps, review 5863. 

Informosomes, 

mRNA, Chinese hamster cells, complexity/diversity 4012. 

mRNA, neuroblastoma cells, comparison-polyribosomes 852. 

wheat germ, characterization, in vitro 3851. 


Initiation complex, 

formation, Ehrlich ascites tumour cells, inhibition-vaccinia 
virus 1382. 

formation, eukaryotes/prokaryotes, comparison 2773. 

formation, reticulocyte lysate, inhbition-vaccinia virus cores 
5951. 

formation-poliovirus 1 5’-terminus proteins-linked RNA, 
reticulocyte lysate 2013. 

Initiation factor 1, 

Escherichia coli , binding-polynucleotides, c.d. 2014. 

reticulocytes, rabbits, mechanisms 138. 

Initiation factor 2, 

binding sites, Escherichia coli ribosomes, localization-rRNA 
16S 728. 

binding-tobacco necrosis virus RNA 5’-terminus 4536. 

complex-proteins, translation control, reticulocyte lysate, 
characterization 5476, 

Escherichia coli , interaction tRNA (formylmethionyl) 6376. 

liver, cattle, characterization 5950. 

subunits, liver, rats, cross-linking tRNA (formylmethionyl) 
5064. 

Initiation factor 3, 

binding-ribosomal subunits 30S, Escherichia coli 6378. 

Escherichia coli , binding-poly (A), physical properties 6377. 

Escherichia coli , binding-polynucleotides/oligonucleotides, 
c.d. 1245. 

radiation (u.v.) cross-linking-Escherichia coli ribosomal 
subunits 30S 1379, 

structural gene, Escherichia coli , cloning/localization 6106. 

wheat germ, characterization 5952. 

Initiation factors, 

reticulocytes, rabbits, binding-RNA 749. 

reticulocytes, rabbits, interaction-reovirus/vesicular 
stomatitis virus/vaccinia virus MRNA 5'-terminus caps 3947. 

Inosinate dehydrogenase, 

inhibition-uridine (6-aza), Ehrlich ascites tumour cells/CHO 
cells 3358. 


SS a ee 


IRL©1981 


119 


Subject Index 


SubjectIndexuii erewan® yainimetoone eee 


Inosine, 

complex-chloroauric acid 5889. 

pyrazolopyrimidine analogues, synthesis 3890. 

spectroscopy (i.r.) 659. 

Inosine (2’-amino-2'-deoxy), 

enzymatic synthesis 1294. 

Inosine (7-deaza), 

synthesis 1892. 

Inosine (2'-deoxy-2'-fluoro), 

structure, X-ray diffraction 2677. 

Inosine (7-Methyl), 

containing, mRNA, reovirus, properties 2700. 

Inosine (triacetyl), 

complex-chloroauric acid 5889. 

Inosine (5-trifluoro), 

synthesis 2664. 

Insertion sequence I, 

Enterobacteriaceae, distribution 3601. 

induced, transposon Tn951 deletion/inversion 321. 

transposition, adenine + guanine-rich segments, phage P1/R 
factor NR1 1103. 

Insertion sequence 2, 

Escherichia coli deletion mutant, characterization 2259. 

Insertion sequence 4, 

Escherichia coli , nucleotide sequence 6108. 

Escherichia coli , transposition 1118. 

Insertion sequence 8, 

R factor RP4, role-Ti plasmid integration 5591. 

R factor R68 mutants, role-recombination 5189. 

Insertion sequences, 

Drosophila melanogaster rRNA 28S genes, distribution- 
chromosomes 4207. 

plasmid pSC101, nucleotide sequence 6082. 

transposition, Escherichia coli mutants 3604. 

Insulin, 

complementary DNA, Oncorhynchus keta /man, nucleotide 
sequence, hybridization analysis 4718. 

effects on poly (A)-containing RNA, skeletal muscle, rats 
201. 

effects on mRNA activity, liver, rats 6036. 

genes. expression, pancreas, foetuses, cattle, development 
2872. 

genes, human, containing, recombinant phage A, nucleotide 
sequence 324. 

genes. man, localization-chromosome 11 599. 

genes. Oncorhynchus keta , cloning-Escherichia coli 4847. 

genes, regions, man, sequence analysis 398. 

human, DNA, oligodeoxyribonucleotides synthesis, 
methodology 1922. 

induced, factors, stimulation-RNA biosynthesis, nuclei, liver, 
rats 2116. 

production, use-recombinant DNA, review 10. 

mRNA. Lophius americanus /man/rats, nucleotide sequence 
comparison, use-complementary DNA 3462. 

role-a-globulin mRNA regulation, liver, diabetes, rats 2893, 

stimulation-DNA biosynthesis, mammary gland, mice, 
vaniadates, effects on 3121. 

stimulation-protein biosynthesis/RNA biosynthesis, skin 
fibroblasts, diabetes mellitus, man 5934. 


Interferon, 


cloned complementary DNA, leucocytes, man, nucleotide 
sequence 4227, 

complementary DNA, human fibroblasts, cloning/ 
characterization 395. 


complementary DNA, human leukocytes, cloning/expression- 


Escherichia coli 1739. ‘ 

effects on, Moloney leukaemia virus DNA polymerase (RNA- 
dependent) localization, infected cells, mice 3225. 

effects on DNA biosynthesis, lymphoblastoid cells, man 
6215. 

effects on murine sarcoma virus proviruses DNA 
transformation activity 3145. 

effects on 2’,5’-oligo(A) polymerase activity, fibroblasts, man 
6642. 

effects on RNA, Moloney leukaemia virus-infected cells, 
mice 197. 

effects on SV40 mRNA methylation 6431. 

genes, fibroblasts, man, introns-lacking 4223. 

genes, human, nucleotide sequence 991. 

genes, human fibroblasts, expression-Escherichia coli 1126, 
EAE 

genes, human fibroblasts, occurrence/characterization 3036. 

genes, introns-lacking, human fibroblasts 3029. 

genes, location-chromosome 9, man 5819. 

genes, man, mapping 6549. 

human fibroblasts, synthesis-Escherichia coli 529. 

human leucocytes, binding-polynucleotides 73. 

human leucocytes, synthesis-Escherichia coli 3168. 

induction-double-stranded RNA/poly (1.C), cattle, 
comparison 230, 

induction-poly (I.C) 5021. 

induction-poly (I.C), inhibition-stem cells proliferation, mice 
3929, 

induction-poly (I.C), man/primates, review 4962. 

induction-reovirus (avian)/reovirus (human) double-stranded 
RNA, chick embryos cells 6440. 

inhibition-reovirus mRNA translation 3392. 

modification-DNA repair, ceils, eukaryotes 4274. 

mRNA, fibroblasts, chickens, isolation, DNA synthesis 2777. 

mRNA, fibroblasts, man, 3'-terminus removal, effects on 
function 4635. 

mRNA, human fibroblasts, complementary DNA, nucleotide 
sequence 1592, 

mRNA, human fibroblasts, heterogeneity 2820. 

mRNA, human fibroblasts, translation, in vitro/cloning- 
plasmid pBR322 3520. 

mRNA, human fibroblasts, Xenopus laevis oocytes, 
synthesis-leucocytes/fibroblasts interferon 2144. 

mRNA, human leucocytes, complementary DNA, nucleotide 
sequence 1593, 

mRNA, kinetics/distribution, L-929 cells, mice 2145. 

mRNA, leukocytes, man, translation-Xenopus laevis oocytes 
6046. 

mRNA, lymphocytes, man, characterization 6451. 

mRNA, mice, translation-cell-free system 4629. 

mRNA, poly (I.C)-induced, human fibroblasts, transcription 
unit, characterization 849. 

mRNA, Sendai virus-induced lymphoblastoid cells, human/ 
Newcastle disease virus-induced L cells, heterogeneity 2789. 

mRNA, templates, complementary DNA biosynthesis 6444. 

mRNA/repressors, fibroblasts, embryo, chickens, 
characterizaion 3471. : 

treatment-human hepatitis B virus infection, comparison- 
adenine arabinoside 662. 

a-Interferon, 

genes, leucocytes, man, nucleotide sequence 6548. 

Introns, 

B-globin genes, mice, insertion-SV40 mutants 1734. 

mammalian genes, origin/removal 1271. 

Phaseolus vulgaris phaseolin genes, detection 3044. 

role-gene expression, eukaryotes 4340. 


ee 


120 


IRL©1981 


Biochemistry Abstracts: Nucleic Acids 


Ae eee 


1OB-82, 

DNA single-stranded breakage, Ehrlich ascites tumour cells/ 
Salmonella typhimurium 4117. 

Iodine-125, 

effects on survival, radiation (X) damage, ataxia 
telangiectasia fibroblasts 4123. 

Todotrimethylsilane, 

use-nucleosides synthesis 650. 


Tonic strength, 

effects on chromatin folding 585. 

effects on nucleosomes cores particles/chromatin 
conformation 1207. 

effects on pH-induced DNA conformation changes 1605. 

effects on tRNA structure 5027. 


Iridescent viruses 22, 

DNA. characterization 6497. 

Iron, 

catalysis-DNA damage, protection-copper(II)-bleomycin 
complex 6057. 

Tron(II), 

binding-DNA, effects on hydrogen peroxide hydroxyl groups 
radicals formation 6077. 

Iron(IID), 

complex-bleomycin, binding-DNA 2931. 

modification-tRNA, bacteria 5440. 

Isocitrate lyase, 

mRNA, Chlorella fusca , purification/characterization 2803. 

mRNA, regulation-germination, Cucumis sativus 35 22: 

Iso-1-Cytochrome c, 

mRNA, Saccharomyces cerevisiae , characterization 777. 

Isoniazid, 

effects on DNA repair/DNA biosynthesis, fibroblasts, man 
5287. 

inhibition-DNA biosynthesis/RNA biosynthesis, liver/lung/ 
kidney, mice 2401. 

Isonucleosides, 

synthesis, use-glucosamine 2663. 

3-Isopropylmalate dehydrogenase, 

genes, Thermus thermophilus , cloning 5316. 

Isoproterenol, 

+ AMP (dibutyryl cyclic), effects on lactate dehydrogenase 
mRNA, glioma cells, rats 2148. 

ITP, 

reovirus transcription initiation 2700. 


JC virus, 
DNA, brain, man, characterization 5204. 
DNA, transformation-human amnion cells 3144. 


Kanamycin, 

resistance, transposon T1903, nucleotide sequence 5586. 

Kasugamycin, 

dependent mutant, Escherichia coli , ribosomes, 
characterization 112. 

KB cells, 

DNA, recombinants-adenovirus (human) 12 DNA, 
characterization 5604. 

endodeoxyribonuclease, purification/characterization, 


cleavage-single-stranded DNA 3763. 

Keratin, 

mRNA, epidermis, guinea-pigs/rats, isolation/ 
characterization 245. 

mRNA, epidermis, mouse, in vitro translation 3519. 

mRNA, wool, sheep, isolation/characterization 1386. 

Kinetoplasts, 

DNA, Leishmania tarentolae /Trypanosoma brucei , 
nucleotide sequence organization/transcription activity 3613. 

DNA, Trypanosoma brucei , restriction endonuclease 
analysis 3000. 

DNA, Trypanosoma brucei , transcription 6012. 

DNA, Trypanosoma cruzi , restriction endonuclease analysis 
3618. 

DNA, Trypanosoma cruzi , tertiary structure, ethidium 
bromide/9-hydroxyellipticine/berenil, effects on 361. 

DNA, Trypanosoma equiperdum , nucleotide sequence 6518. 

DNA, Trypanosoma lewisi , cloning/characterization 5215. 

DNA, Trypanosome brucei , nucleotide sequence 
organization/transcription/mutants 3619. 

DNA replication, Crithidia fasciculata , models 3674. 

Kirromycin, 

derivatives, interaction-Escherichia coli elongation factor Tu 
5946. 

Kirsten sarcoma virus, 

DNA, cloning/characterization 5312. 

DNA, identification/restriction endonuclease mapping 5612. 

transformed, cell lines, mice, RNA distribution, AMP 
(cyclic), effects on 3496. 

transformed cells, RNA, characterization 3437. 

Klebsiella aerogenes, 

DNA polymerase I genes regions, DNA sequence 
conservation/arrangement, comparison-Escherichia coli / 
Klebsiella pneumoniae 958. 

pentitol operon, phage A attachment sites, nucleotide 
sequence 5211. 

protein biosynthesis, translation/transcription control 1974. 

trpA gene, nucleotide sequence 5210. 

Klebsiella pneumoniae, 

DNA polymerase I genes regions, DNA sequence 
conservation/arrangement, comparison-Escherichia coli / 
Klebsiella aerogenes 958. 

nif gene, homology-Rhizobium japonicum 6513. 

nif gene clusters, integration-Saccharomyces cerevisiae 6628. 

nifD gene/nifH gene, nucleotide sequence 6512. 

nifH gene, nucleotide sequence 6511. 

Kloeckera africana, 

mitochondria, DNA inverted repeat, rRNA duplication 5633. 

Kluyveromyces lactis, 

DNA, mitochondria, organization 6115. 

B-D-galactosidase genes, transcription regulation 6414. 

LAC4 gene, expression-Saccharomyces cerevisiae SEH UE 

plasmids DNA, isolation/characterization 2960. 

Krebs II ascites cells, 

ribosomal subunits, tRNA (methionyl) binding activity, 
encephalomyocarditis virus infection, effects on 5944. 


L cells, 

chromatin structure, relationship-DNA replication 5800. 
mitochondria, DNA, restriction endonuclease mapping 6152. 
La Crosse virus, 

RNA, 3/-terminus, nucleotide sequence 766. 

a-Lactalbumin, 

gene expression, lactation, mammary gland, guinea-pigs 4065. 
mRNA, mammary gland, mice, purification/translation-cell- 
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a-Lactalbumin,(continued) 
free system 1468. i, 

mRNA, rats, complementary DNA clones, restriction 
endonuclease/heteroduplex analysis 5240. 

mRNA, rats, complementary DNA clones construction/ 
characterization 5241. 

Lactate dehydrogenase, 

mRNA, glioma cells, rats, isoproterenol + AMP (dibutyryl 
cyclic), effects on 2148. 

Lactogen, 

mRNA, localization-human placenta 1471. 

Lead, 

effects on DNA biosynthesis, HeLa cells 5720. 

occupational exposure, chromosome aberrations, 
lymphocytes, females 1827. 

Leghaemoglobin, 

complementary DNA, Glycine max , cloning/organization 
3653. 

genes. expression, nodules, roots, Glycine max , regulation 
5139. 

Legumin, 

mRNA, Pisum sativum , complementary DNA, synthesis/ 
characterization 3047. 

Leishmania tarentolae, 

kinetoplasts DNA, nucleotide sequence organization/ 
transcription activity 3613. 

Lemna gibba, 


RNA biosynthesis, regulation-phytochrome, temperature/2,4- 


dinitrophenol, effects on 821. 

Lemna perpusilla, 

uptake. plasmid pMB9/plasmid pBR325 4328. 

Lentinus edodes, 

endoribonuclease, purification/characterization 2456. 

Lettuce necrotic yellows virus, 

RNA polymerase (RNA-dependent), characterization 3209. 

Leu-enkephalin, 

production, plasmids + leu-enkephalin genes-carrying 
Escherichia coli 3149. 

Leucine, 

genes. Thermus thermophilus , cloning/expression- 
Escherichia coli 5743. 

Leucophaea maderae, 

NA, thymidine incorporation, regulation-juvenile hormones 
3723. 

Lilium, 


DNA biosynthesis/RNA biosynthesis inhibition, suppression- 


meiosis 6595. 

pachytene DNA, characterization 3050. 

Lilium longiflorum, 

nuclei/plastids, rRNA gene, endodeoxyribonuclease EcoRI 
analysis 4759. 

Limulus polyphemus, 

haemocvanin mRNA, identification 5147. 

Lingula anatina, ; 

rRNA SS, nucleotide sequence/evolution 2804. 

Linum usitatissimum, 

DNA sequence organization 3041. 

rRNA gene content, growth, effects on 4319. 

rRNA 18S/rRNA 25S genes, characterization 5249, 

Lipids, 

interactior-phage PM2 DNA-binding protein 4928. 

Lipoprotein (high-density), 

effects on DNA biosynthesis, lymphocytes, man 4317. 

Lipoprotein (very low density), 

mRNA, chickens, nucleotide sequence 2810. 

mRNA. liver, chickens, translation efficiency 4627. 


Lipoproteins, : 
genes, Erwinia amylovora , nucleotide sequence, comparison- 
Escherichia coli /Serratia marcescens 6505. 
very low density lipoprotein, apoproteins, genes, liver, 
chickens, cloning 2442. 
very low density lipoprotein, genes, expression, liver, 
chickens, regulation-oestrogen 211 
Liposomes, 
chickens erythrocytes nuclei-containing, transformation- 
CHO cells 2445. 
effects on DNA biosynthesis, L1210 ceils 6214. 
encapsulation-linear DNA/closed circular DNA/plant 
viruses single-stranded RNA, effects on plants protoplasts 
5832. 
encapsulation-SV40 DNA, effects on infectivity 1689. 
mediation-Bacillus subtilis DNA transfer-Daucus carota 
protoplasts 4839. 
£-Lipotropin, 
+ adrenocorticotropin, precursors, mRNA, tumours, man, 
identification 4090. 
+ corticotropin, precursors, genes, cattle, isolation/ 
characterization 2304. 
+ corticotropin, precursors, mRNA, cattle, 5’-terminus 
nucleotide sequence 4569. 
Lithocholic acid, 
effects on 2-aminoanthracene-induced DNA biosynthesis 
alterations, tissues, rats 481. 
induction-DNA single-stranded breakage, L1210 cells 904. 
Liver, 
rats, ribosomal protein LS-rRNA 5S complex, occurrence 
2766. 
Locusta migratoria, 
spermatozoa, DNA organization, fluorescence polarization 
3637. 
vitellogenin mRNA, preparation/characterization, synthesis- 
complementary DNA 4084. 
Loligo vulgaris, 
rRNA, physicochemical properties 166. 
Lophius americanus, 
insulin mRNA, nucleotide sequence comparison-man/rats, 
use-complementary DNA 3462. 
pancreas, somatostatin precursors complementary DNA, 
cloning/nucleotide sequence analysis 1560. 
preprosomatostatin mRNA, identification 6032. 
prosomatostatin precursors mRNA, complementary DNA, 
nucleotide sequence 1559, 


LSD, 

effects on free/membrane-bound polyribosomes/mRNA, 
brain, rabbits, translation-cell-free system 6372. 

effects on free/membrane-bound polyribosomes, brain, 
rabbits 6373. 

Lucanthone, 

complex-poly d(A-T).d(A-T) 75. 

induced, DNA damage, Chinese hamster cells 3551. 

Lupinus, 

tRNA (aminoacyl) synthetase, purification 5032. 

Lupinus luteus, 

tRNA (methionyl) synthetase/tRNA (phenylalanyl) 
synthetase/tRNA (arginyl) synthetase, purification/ 
characterization 5927, 

tRNA Phe, reaction-chloroacetaldehyde 5918. 

seeds, tRNA (valyl) synthetase, reaction mechanisms 1353. 

seeds, tRNA/tRNA (aminoacyl) synthetase, separation, 
chromatography (column) 1346, 
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Lutropin, 
mRNA, pituitary, rats, translation-cell-free system 2137. 
a-subunit, genes, man, characterization 6547. 


a-subunit/f-subunit mRNA, pituitary, cattle, translation-cell- 


free system 248. 

subunits, mRNA, pituitary, rats, translation-cell-free system 
4632. 

Lycopersicon lycopersicum, ; 

leaves. RNA polymerase (RNA-dependent), purification 
3208. 

Lycopersicon peruvianum, é 

cell culture, potato spindle tuber viroid replication 4018. 

RNA polymerase II, transcription-viroids RNA 5773. 

Lygaeus, 

salivary gland, RNA biosynthesis/transport, 
autoradiography 2833. 

Lymnaea stagnalis, 

single-stranded/double-stranded DNA biosynthesis/RNA 
biosynthesis, temperature, effects on 472. 

Lymphocytes, 

DNA biosynthesis/RNA biosynthesis, inhibition-rod outer 
segments, vitamin E/antioxidants, effects on 1682. 

lymphocytes T, mice, immunoglobulins mRNA, occurrence/ 
characterization 2147. 

Lymphocytes B, 

mice, immunoglobulins heavy chains genes rearrangement 
4730. 

Lymphocytes T, 

clones, immunoglobulins heavy chains genes, nucleotide 
sequence 1575. 

independence-immune RNA immune response, mice 25223 

leukaemia, man, C-type virus RNA, nucleotide sequence 
analysis 4550. 

role-immune RNA immune response, mice 2521. 

Lymphocytic choriomeningitis virus, 

infection, mice, poly (1.C) toxicity 5438. 

Lysine, 

photoaddition-thymidine 5886. 

photochemical reaction-uracil (1,3-dimethyl-4-thio) 3338. 

Lysobacter enzymogenes, 

nuclease/ribonuclease, purification/characterization 3176. 

Lysopine dehydrogenase, 

mRNA, complementary-Ti plasmid fragments, Nicotiana 
tabacum crown gall 6608. 

Lysozyme, 

genes, chickens, isolation/characterization 3018. 

genes, chickens, structure/expression 61 36. 

mRNA, exons, nucleotide sequence/coding function, 
chickens 1463. 

Lysyl-tryptophyl-lysine, 

recognition-DNA apurinic sites 4644. 

Lytechinus pictus, 

‘DNA, nucleotide sequence 5638. 

eggs, MRNA, biosynthesis/translation/storage 1432. 

embryogenesis, chromatin structure 6667. 

Lytechinus variegatus, 

rRNA gene, base composition 1556. 

rRNA gene, mapping 4202. 


Macromomycin 1, 

inhibition-DNA replication, HeLa cells 3715. 
Macropus robustus robustus, 

satellite DNA, characterization 6137. 

Macropus rufogriseus, 

satellite DNA, restriction endonuclease analysis 392. 


Magnesium, 

concentration changes, initiation-protein biosynthesis, wheat 
germ cell-free system 2019. } 

effects on adenosine/guanosine derivatives RNA biosynthesis 
initiation, Escherichia coli RNA polymerase 2099. 

effects on deoxyribonuclease I hydrolysis-DNA 3185. 

effects on endogenous DNA degradation, liver, rats 6208. 

effects on microsomes-mediated benzo(a)pyrene binding- 
DNA 1494, 

effects on tRNA structure 5027. 

effects on rRNA 5S conformation, yeasts 776. 

role-adenosine (N°,N*-dimethyl) antibodies interaction- 
Escherichia coli ribosomal subunit 30S 110. 

starvation, effects on RNA biosynthesis, Escherichia coli 
800. 

Malaria, 

vaccines, production, use-recombinant DNA 3730. 

Malate synthase, 

mRNA, regulation-germination, Cucumis sativus 3522. 

Malathion, 

effects on calf thymus DNA physical properties 2192. 

effects on RNA biosynthesis/DNA biosynthesis, human 
lymphocytes 3126. 

Malic enzyme, 

mRNA, liver, rats, induction-triiodothyronine 6007. 

Malonaldehyde, 

cross-linking-DNA, determination 4661. 

Malondialdehyde, 

lipid peroxidation, Escherichia coli , DNA damage 4133. 


Mammary tumour virus, 

A-type particles, DNA binding/unwinding activity 1237. 

DNA, cloning/characterization 4172. 

DNA, cloning-phage A, expression-cells, mice 5313. 

DNA, 3’-terminus repeated sequence, structure/function 
3587, 

DNA biosynthesis 3684. 

endogenous, mice, proviruses, reverse transcription 2338. 

hosts-proviruses junctions, nucleotide sequence 2978. 

mice, casein genes, abundance 2980. 

proviruses, gene amplification, mammary gland tumours, 
mice 1709. 


proviruses genes, cloning/expression 5736. 


proviruses, integration sites, DNA, mice 4173. 

proviruses DNA, characterization 2979. 

mRNA, purification/translation 6443. 

RNA, transcription-avian myeloblastosis virus DNA 
polymerase (RNA-dependent) 4780. 

RNA, translation, in vitro, products analysis 3512. 

Manduca sexta, 

epidermis, DNA biosynthesis, relationship-haemolymph 
ecdysteroids levels 2400. 

epidermis, mRNA biosynthesis, development 55 12. 

epidermis, RNA biosynthesis/protein biosynthesis, larvae/ 
pupae change 4592. 

Manganese, 

complex-AMP, structure, n.m.r. 2693, 

effects on adenosine/guanosine derivatives RNA biosynthesis 
initiation, Escherichia coli RNA polymerase 2099. 

effects on deoxyribonuclease I hydrolysis-DNA 3185. 

effects on DNA biosynthesis, Brevibacterium ammoniagenes 
1662. 

effects on ribonuclease heat denaturation 6259. 

interaction-deoxyribonuclease I, pancreas, cattle 3 180. 

interaction-DNA, n.m.r. 5161. 

Marek’s disease virus, 

DNA, association-chromosomes, lymphoblastoid cell lines, 
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Marek’s disease virus,(continued) 
chickens 338. 

genomes, persistence-lymphoblastoid cell lines, chickens 337. 

Mass spectroscopy, 

nucleosides 1302. 

oligodeoxyribonucleotides dimers 5012. 

N-substituted uracil (S-fluoro) derivatives 5880. 

uracil (5-fluoro) derivatives 3882. 

uridine (2-thio) 1903. 

Measles virus, 

labelled RNA 50S, preparation/characterization 2021. 

nucleocapsids, RNA, hosts cells growth conditions, effects on 
3438. 

mRNA, translation-wheat germ cell-free system, guanosine 
(7-methy]) antibodies/polyamines, effects on 2132. 

Melanoplus sanguinipes, 

entomopoxvirus, DNA, molecular weight/base composition 
4775. 

Melanotropin, 

effects on RNA biosynthesis/protein biosynthesis, brain, 
review 5851. 

Melittin, 

stimulation-DNA biosynthesis, 3T3 cells, mechanisms 3128. 

Melphalan, 

cross-linking-DNA, melanoma cell lines, man 5176. 

Membranes, 

complex-DNA, Bacillus subtilis , isolation 4941. 


complex-DNA, mammalian cells, radiation (y), effects on 893. 


Mengovirus, 

RNA. replicative form, termini localization 6392. 

RNA replication, in vitro 3478. 

translation, inhibition-double-stranded RNA, specificity- 
mRNA 5472. 

Mercaptamine, 

effects on sister chromatid exchange 1225. 

2-Mercaptoethanol, 

effects on DNA strands breakage-auromomycin 1501. 

effects on sister chromatid exchange 1225. 

inhibition-DNA replication, cells, mice, ATP, effects on 4312. 

2-Mercaptoethylamine, 

effects on DNA repair enzymes, Escherichia coli /liver, rats 
Silt 

Metallothionein, 

gene amplification, cadmium-resistant Friend 
erythroleukaemia cells 5539. 

genes, liver, mice, activation-dexamethasone 6004. 

mRNA, cadmium-induced accumulation, liver, rats 6017. 

mRNA, free/membrane-bound polyribosomes, liver, rats, 
induction/distribution 847, 

mRNA, induction-zinc/dexamethasone, HeLa cells 251, 

lee synthesis, cell lines, mice, regulation-dexamethasone 

20: 

Metals, 

see also specific metals 

complex-poly d(A-T) + bleomycin, n.m.r. 1938. 

content, DNA/RNA, liver/tumours, rats, leukaemia, effects 
on 2324. 

effects on UMP incorporation, Escherichia coli RNA 
polymerase 5768. 

interaction-DNA/RNA/proteins, review 5860. 

ions, catalysis-guanosine 5'-phosphoroimidazolide 
oligomerization, poly (C) templates 3375. 

Methanobacterium thermoautotrophicum, 


elongation factor 2, binding-ADP-ribose, catalysis- -diphtheria 
toxin 1380. 
Methionine, 


deprivation, effects on DNA biosynthesis/RNA biosynthesis/ 


protein biosynthesis/methylation, tumours cell lines 1074. 
deprivation, effects on tRNA methyltransferase activity, 
tumours 1966. 

Methotrexate, 

effects on DNA biosynthesis, leukaemia cells, man 5303. 

inhibition-RNA biosynthesis/protein biosynthesis, Ehrlich 
ascites tumour cells, uridine (5-fluorodeoxy), effects on 2123. 

interaction-cytosine arabinoside, hepatoma cell lines, rats, 
modulation-purines 4467. 
2-Methoxy-6-chloro-9-aminoacridine, 

derivatives, interaction-DNA 5667. 

derivatives, interaction-guanylyl-(3',5’)-cytidine/cytidylyl- 
(3’,5')-guanine, n.m.r. 5434. 

8-Methoxypsoralen, 

+ radiation (u.v.), damage, DNA repair, phage T3/phage T4 
4268. 

+ radiation (u.v.), effects on DNA biosynthesis, human 
lymphocytes 462. 

+ radiation (u.v.), effects on DNA cross-linking, 
lymphoblastoid cell lines, man 4104. 

+ radiation (u.v.), treated, human fibroblasts, DNA repair 
450. 

induced, cross-links, calf thymus DNA, dark binding, effects 
on 2922. 

photochemical interaction-DNA 278. 

triplet state, binding-DNA 280. 

5-Methoxytryptamine, 

effects on DNA repair enzymes, Escherichia coli /liver, rats 
Si Tas 

Methyl N-cyanomethanimidate, 

reaction-cytosine/cytidine/adenine/cytosine {iso) 4977. 

Methyl glyoxal, 

adducts-ascorbic acid, inhibition-DNA biosynthesis/protein 
biosynthesis, epithelium cells 460. 

Methyl methanesulphonate, 

DNA damage/DNA biosynthesis, effects on, Chinese 
hamster cells/embryo fibroblasts, mice 463. 

DNA repair/chromosome aberrations/sister chromatid 
exchange/DNA replication inhibition, cytosine arabinoside, 
effects on 4298. 

effects on DNA repair, Dictyostelium discoideum radiation- 
sensitive mutant 3700. 

induced, DNA repair, hepatocytes culture, rats 1043. 

induced, DNA repair, hepatocytes, rats, nicotinamide, effects 
on 1629. 

N-MethyI-4-aminoazobenzene, 

adducts-DNA, calf thymus/liver, rats, characterization 293. 

Methylazoxymethanol acetate, 

methylation-DNA, liver, rats 885. 

3-Methylcholanthrene, 

binding, proteins, interaction-DNA, cytosol, liver, rats/mice 
2599, 

effects on RNA polymerase, liver, rats 6645, 

effects on RNA polymerase activity, liver, rats 6646. 

3'-Methyl-4-dimethylaminoazobenzene, 

effects on RNA, liver/hepatoma, rats 3969. 

4,4'-Methylenebis-2-chloroaniline, 

DNA repair, hepatocytes, rats/mice/hamsters 5696. 

Methylethylnitrosamine, 

ne thymus DNA/exogenous guanosine, liver, rats 

96. 

Methylmercury, 

complex-DNA/poly d(A.T)/poly d(G.C), detection/ 
characterization 270. 

effects on calf thymus chromatin thermal stability 1211, 

Methylmercury chloride, 

stimulation-protein biosynthesis/RNA biosynthesis, liver, 
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Methylmercury chloride,(continued) 

rats 5040. 
Methyimercury(ID), 
binding-DNA, spectroscopy 5669. 
Methyimercury perchlorate, 
complex-adenine, X-ray crystallography 637. 


N-MethylI-N’-nitro-N-nitrosoguanidine, 

DNA damage/DNA biosynthesis, effects on, Chinese 
hamster cells/embryo fibroblasts, mice 463. 

DNA repair, adenovirus (human) 5 4788. 

DNA repair, CHO cells, relationship-chromosome 
aberrations 4299. 

DNA repair, C3H cells, methylated bases removal, cell cycle, 
effects on 5700. 

DNA repair, hamsters fibroblasts, role-DNA polymerase f 
4281. 

effects on DNA polymerase a/DNA polymerase 8, HeLa 
cells 1791. 

effects on DNA repair, ataxia telangiectasia cells 446. 

induced. DNA repair, CHO cells/human fibroblasts cell lines 
2372. 

induced, DNA repair, post-replication, Chinese hamster cells 
1637. 

induced, mutation, error-free DNA repair, Haemophilus 
influenzae 2350. 

induced, mutation, post-replication DNA repair, 
Haemophilus influenzae 2349. 

induced. sister chromatid exchange, human lymphocytes, 
inhibition-Streptomyces amastatin/bestatin/leupeptin/ 
aritipain/chymostatin 592. 

induced guanine (O° methyl), DNA, Escherichia coli , 
removal, relationship-dimethylnitrosamine, rats, liver 3095. 

induction-mutation, Escherichia coli , role-uvrE gene 
products/guanine (O*-methyl) removal 3083. 

treated. human/mice liver cell culture, DNA repair 3095. 

treated. human tumours/S V40-transformed fibroblasts, 
DNA repair 3098. 

N-MethyI-N’ -nitro-N-nitrosourea, 

induced. DNA repair, post-replication, Chinese hamster cells 
1637. 


N-Methiyl-N-nitrosourea, 

DNA repair, guanine (O°-methyl) removal, fibroblasts, man 
4288. 

DNA repair, liver, rats/chickens, role-endonuclease poly 
(ADP-ribose) sensitivity 4347. 

effects on DNA repair, Chinese hamster cells 4296. 

effects on DNA repair, spleen, mice 444. 

‘effects on DNA templates, f-galactosidase biosynthesis, cell- 
free system 3539. 

effects on restriction endonuclease cleavage-phage ADNA 
2469. 

inhibition-DNA templates activity, B-D-galactosidase 
biosynthesis 291. 

methylation-DNA, human Raji cells 3540. 

methylation-DNA, liver, rats 6461. 

mutagenicity-Escherichia coli , DNA cross-linking 3542. 

sensitive/resistant, ascites hepatoma cells, DNA biosynthesis/ 
RNA biosynthesis/protein biosynthesis/alkylation 6593. 

1-Methyl-1-nitrosourea, 

nonhistone proteins crosslinking-DNA, HeLa cells 5799. 

N-Methylphenanthridium, 

intercalation-DNA 2217. 


4-Methylpsoralen, 

reaction-pyrimidines 641. 

4-Methyltryptophan, 

inhibition tRNA Trp aminoacylation, Saccharomyces 
cerevisiae 5929. 

Metoprine, 

inhibition-high molecular weight DNA biosynthesis, 
lymphoblastoid cell lines, man 4807, 

Micrococcal endonuclease, 

cleavage-chromatin, erythrocytes, chickens 4918. 

release-thyroid hormones receptors-containing chromatin 
fragments, liver, rats 1204. 

sensitivity-post-replication chromatin, Ehrlich ascites tumour 
cells 5377. 

sequence-specific DNA cleavage 6252, 6253. 

Micrococcus luteus, 

deoxyribonucleoproteins, fragmentation-endonuclease, 
structure organization 1797. 

DNA, binding-proflavine, kinetics, fluorescence relaxation 
279. 

DNA glycosylase, guanine (7-methyl) removal-DNA 4883. 

DNA-unwinding protein, complex-DNA, characterization 
1835. 

DNA-unwinding protein, reaction mechanisms 3287. 

endodeoxypribonuclease (apurinic or apyrimidinic), 
purification/characterization 1754. 

endodeoxyribonuclease (apurinic or apyrimidinic), substrate 
specificity/reaction mechanisms 1767. 

endodeoxyribonuclease V, pyrimidines dimers cleavage, 
comparison-phage T4 endodeoxyribonuclease V 3181. 

exodeoxyribonuclease V, reaction mechanisms 4355. 

rRNA 5S, nucleotide sequence 2066. 

Micrococcus radiodurans, 

DNA, thymine (5,6-dihydroxydihydro), excision 2351. 

mutants, defective excision DNA repair 1032. 

£2-Microglobulin, 

mice, complementary DNA, clones, screening, methodology 
Swell 

Microsporida, 

occurrence-prokaryotes-like rRNA 753. 

Middleburg virus, 

RNA, 3/-terminus, nucleotide sequence 4544. 

Mink cell focus-inducing virus, 

RNA, characterization 3980. 

Minute virus of mice, 

circular DNA, formation, mechanisms 4174. 

Misgurnus fossilis, 

DNA biosynthesis, role-DNA polymerase a/DNA 
polymerase f 4310. 

eggs, mitochondria, DNA repair, radiation (X) 3702. 

embryos, cytoplasm, polyribosomes complex, 
characterization 1990, 

embryos, DNA biosynthesis 1018. 

liver/oocytes, rRNA 5S, primary structure 4562. 

mitochondria, DNA, restriction endonuclease mapping 4206. 

mitochondria, replication origin/rRNA gene, mapping 4205. 

rRNA gene, transcription, electron microscopy 4914, 


Mismatched, 

DNA repair, phage 16-3, Rhizobium meliloti , efficiency 
1033, 

Misonidazole, 

induced, DNA damage, base composition, effects on 2193. 

Mithramycins, 

inhibition-RNA polymerase, ascites tumour cells 5339. 

Mitogens, 

see also specific compounds 
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Mitomycin C, ; 

+ uridine (5-iodo-2’-deoxy), enhancement-SV40 replication, 
Chinese hamster kidney cells 1311. 

complex-DNA, inhibition-DNA polymerase a/DNA 
polymerase B/DNA nucleotidylexotransferase, calf thymus 
5779. 

damage. DNA repair, fibroblasts, Bloom's syndrome 4284. 

effects on DNA biosynthesis, Epstein-Barr virus 3686. 

induced, sister chromatid exchange, foetus, mice, age, effects 
on 1216. 

induction-sister chromatid exchange, man, role-DNA- 
proteins cross-linking 4429. 

Moloney leukaemia virus, 

cloned circular DNA, structure 339. 

DNA. cloning-phage A 1710. 

DNA, containing, phage A recombinant clones, isolation/ 
characterization 3752. 

DNA. 3’-terminus nucleotide sequence, proteins coding 
regions 1711. 

DNA biosynthesis, infected cells, mice 5271. 

DNA polymerase (RNA-dependent), inhibitors, 5-amidino-2- 
(5-amidino-2-benzofuranyl) indol/4',6-diimidazolino-2- 
phenylberiza(b)thiophene, charcterization 2505. 

DNA polymerase (RNA-dependent), localization-infected 
cells. mice, interferon, effects on 3225. 

DNA polymerase (RNA-dependent)-associated ribonuclease 
H, reaction mechanisms 3760. 

infected cells, mice, RNA, interferon, effects on 197. 

infection-fibroblasts, mice, effects on-fragments 
transformation DNA 1736. 

replication defective mutant, proviruses DNA, 
characterization 5613. 

ribonuclease H, reaction mechanisms 4352. 

RNA 70S. structure, electron microscopy 3440. 

Moloney sarcoma virus, 

proviruses, DNA, nucleotide sequence/role-transcription 
2981. 

proviruses, integrated-phage A, nucleotide sequence 340. 

proviruses DNA, cloning-phage A, characterization 4175. 

mRNA. characterization 3982. 

RNA, transformation regions, detection 3981. 

RNA, translation-cell-free system, products characterization 
234. 

trarisforming genes, nucleotide sequence 3439. 

transforming regions, nucleotide sequence 945. 

Monilinia fructicola, 

deoxyribonuclease, purification/characterization 2459. 

Monkeypox virus, 

variants. DNA, characterization 6498. 

Monoclonal antibodies, 

interaction-single-stranded DNA, specificity 5363. 

Moraxella, 

DNA methyltransferase, characterization 6287. 

Morphine, 

effects on RNA polymerase, brain, mice 546. 

Mouse hepatitis virus, 

RNA. characterization 5963. 

mRNA. isolation/characterization 3441. 

RNA. structure 5488. 

RNA, translation-Xenopus laevis oocytes 4624, 4625. 


Mucor racemosus, 
ribosomes function, growth rate, effects on 5067. 


RNA biosynthesis, amino acids starvation/cycloheximide, 
effects on 804. 


Munchique virus, 

recombinants-Pichinde virus, characterization 1395. 

Muntiacus mungak, 

DNA/chromosomes, endodeoxyribonuclease EcoRI/ 
endodeoxyribonuclease Hpall/endodeoxyribonuclease Haell 
analysis 393. 

Murine leukaemia virus, 

cloned DNA fragments, nucleotide sequence 4176. 

DNA, integration-fibroblasts/spleen/thymus cells, rats 1712. 

DNA, restriction endonuclease mapping 1532. 

DNA polymerase (RNA-dependent), complex-proteins, 
lymphoid tissue, mice 4384. 

ecotropic, proviruses DNA sequence, identification-mice 
1477. 

endogenous, DNA structure, genomes, mice 1533. 

endogenous, RNA, nucleotide sequence complexity, mice, 
age, effects on 153. 

endogenous-BALB/c mouse, closed circular DNA cloning, 
recombinants isolation/characterization 6619. 

infected cell lines, mice, DNA transfection activity 1688. 

non-integrated DNA, fate-permissive/non-permissive cells 
4266, 

RNA/DNA, role-Fv-1-gene restriction 228. 

tRNA Pro packaging, roleeDNA polymerase (RNA- 
dependent) 4881. 

strains, DNA restriction endonuclease mapping 3588. 

Murine sarcoma virus, 

proviruses DNA, transformation activity, interferon, effects 
on 3145, 

transformed, cells, isoaccepting tRNA Lys aminoacylation, 
in vivo/in vitro 715. 

Musca domestica, 

eggs, RNA sequence complexity 1406. 

reovirus, double-stranded RNA, characterization 767. 

Mushroom bacilliform virus, 

single-stranded RNA, Agaricus bisporus , purification/ 
characterization 154, 

Mutagenesis, 

chemicals, role-metabolism 6458. 

sites-specific 6221. 

Mutagens, 

effects on protein biosynthesis patterns, embryos, mice 5458. 

glutamic acid pyrolysates, interaction-DNA 2937. 

Mycobacterium leprae, 

effects on DNA biosynthesis, Schwann cells 1071. 

Mycobacterium smegmatis, 

strains, DNA, heterogeneity 1540. 

Mycobacterium tuberculosis, 

DNA polymerase, purification/characterization 5348. 

Mycophenolic acid, 

inhibition-Sindbis virus replication, mechanisms 5123. 

Mycoplasma, 

PNcubreahegesnon (5-bromo) + Hoechst 33258 + light 

Mycoplasma capricolum, 

tRNA/rRNA methylation patterns 2060. 

Mycoplasma hominis, 

tetracycline-resistant, transforming DNA, preparation, 
transformation-Mycoplasma salivarium 1727. 

Mycoplasma mycoides, 

tRNA Met, formylation 5025. 

Mycoplasma salivarium, 

transformation-tetracycline-resistant Mycoplasma hominis 
transforming DNA 1727. 

Mycotoxins, 

prope role-mutagenicity/carcinogenicity, review 
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Myelin basic protein, 

mRNA. brain, rats, translation-wheat germ cell-free system 
2140. 

Myosin, 

heavy chains, mRNA, precursors, polyribosomes, embryos, 
chickens 243. 

heavy chains, mRNA, skeletal muscle, embryos, chickens, 
complementary DNA, cloning/characterization 5654. 

heavy chains mRNA, rats, processing 1440. ; 

Myrothecium verrucaria, 

ribosomal subunit 60S, resistance-T-2 toxin 741. 

Mytilus edulis, 

gills epithelium, DNA biosynthesis, temperature + salinity 
changes, effects on 2399. 

Myxococcus, 

phages. superhelical DNA, electron microscopy 348. 

Myxococcus xanthus, 

DNA. genomes size 5212. 


N.m.r., 

adenine arabinoside analogues 3895. 

adenine/guanine/cytidine/uridine, self-association/base pairs 
formation 1277. 

adenine xyloside analogues 3896. 

adenylyl-(3’,5’)-adenosine/poly (A)/oligonucleotides 
interaction-caffeine 689. 

2-aminofluorene/2-acetylaminofiuorene-modified 
dinucleotides 1934. 

AMP comniplex-manganese, structure 2693. 

Bacillus licheniformis tRNA 5S structure 2796. 

evtidine/GMP interaction-glycyl-histidine + pallidium(ID) 
complex 1296. 

cytosine arabinoside 4986. 

dinucleotides interaction-daunomycin 688. 

DNA 3662. 

DNA. A-form, backbone 3665. 

DNA B-form, solid state 6164. 

DNA conformation, review 5405. 

DNA double-stranded, calf thymus 421. 

DNA dynamics 3059. 

DNA interaction-manganese 5161. 

DNA interaction-polyamines 4130. 

DNA restriction endonuclease fragments 6554, 6555. 

DNA restriction endonuclease fragments, structure 2213. 

DNA/RNA sugars/sugars phosphates, conformation 3055. 

Escherichia coli \actose repressor 6317. 

Escherichia coli ribosomes 1986. 


Escherichia coli tRNA (glycyl) synthetase mechanisms 4514. 


Escherichia coli tRNA tertiary structure 1332. 
Escherichia coli tRNA Trp, photochemical cross-linking 
1334. 


‘Escherichia coli rRNA 5S base pairs determination 2063. 


GMP/dGMP complex-cis-diammine platinum II/trans- 
diammine platinum II 2697. 

guanosine (deoxy) binding-2-aminofluorene/2- 
acetylaminofluorene 1888. 

induction-chromosome aberrations/sister chromatid 
exchange/DNA damage, CHO cells/HeLa cells 1823. 

2-methoxy-6-chloro-9-aminoacridine derivatives interaction- 
guanylyl-(3’,5’)-cytidine/cytidylyl-(3’,5')-guanine 5434, 

nucleosides, spin-labelling-N-hydroxy amines 1897. 

nucleosides iriteraction-platinum derivatives 5888. 

nucleotides 5000. 

nucleotides, solvents, effects on 4470. 

nucleotides conformation 4469. 


2' 5'-oligo (A)/adenylyl-(2’,5’)-uridylate 5911. 

oligonucleotides 678, 2709. 

Penicillium chrysogenum ribonuclease T,, complex-GMP 
1141. 

phage fd DNA 2969, 

poly (A) conformation 4488. 

poly d(A-T) complex-bleomycin + metals 1938. 

poly d(A-T) complex-daunomycin analogues 6349. 

poly d(A-T) complex-nitroaniline diamines 4490. 

poly d(A-T) complex-zinc + bleomycins 5436. 

poly d(A-T) conformation 5913. 

poly d(A-T) helix-coil transitions, tetramethylammonium 
ions, effects on 5017. 

poly (C) 2713. 

poly d(G-C).d(G-C), Z-form DNA, conformation Avail: 

poly (1), conformation/structure 3922. 

polydeoxyribonucleotides conformation 5437. 

purine nucleosides/purine nucleotides, equilibrium 
conformation 52, 

pyrimidine nucleosides, conformation 55. 

pyrimidine nucleosides, solvents, effects on 3351. 

tRNA 2724. 

tRNA, base pairs formation, nuclear Overhauser effect 1330. 

tRNA oligonucleotides, structure 5909. 

tRNA Phe, yeasts 4510. 

Salmonella typhimurium tRNA 1951. 

self-complementary oligonucleotides 686. 

sodium-DNA, A-form, structure 4770. 

Torula RNA methylation 4561. 

trinucleoside diphosphate/dinucleoside monophosphate 
stacking 1937. 

UMP conformation 5002. 

uridine (5-carboxymethyl)/uridine (5- 
methoxycarbonylmethy])/uridine (5-carbamoylmethy!) 
conformation 4987. 

uridine (5’-chloro-5’-deoxy-2',3’-sulphinyl)/uridine (S'-chloro- 
5'-deoxy-2',3’-sulphinyl-6-aza) 5421. 

uridine (5-hydroxymethyl-2’-deoxy) conformation 658. 

yeasts/Escherichia coli tRNA Phe codons-anticodons 
interaction 1955, 

yeasts tRNA 3378. 

yeasts tRNA Phe 3935. 

yeasts tRNA Phe codons-anticodons interaction 1956. 

yeasts tRNA Phe conformation 5443. 

NADH dehydrogenase, 

genes, Escherichia coli , nucleotide sequence 6 102. 

Naegleria gruberi, 

multiple flagella induction, rolee-RNA biosynthesis/protein 
biosynthesis 2857, 

Nafenopin, 

induced ornithine decarboxylase activity, liver, rats, 
transcription/translation control 217. 

Naja oxiana, 

venom, endoribonuclease, hydrolysis-polynucleotides, 
specificity 4856, 

Nalidixic acid, 

effects on error-prone DNA repair, Escherichia coli 1027. 

effects on RNA polymerase genes-carrying phage A DNA, 
integration-Escherichia coli 2423. 

induced, SOS repair, Proteus mirabilis , effects on post 
replication DNA repair 3699 

inhibition, effects on DNA biosynthesis, Staphylococcus 
aureus 3721. 

inhibition-DNA biosynthesis, Escherichia coli dnaA mutant, 
effects on chromosomes replication 6310. 

inhibition-DNA polymerase/DNA-unwinding protein, veasts 
2496, 
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Nalidixic acid,(continued) 

inhibition-DNA repair, radiation (u.v.), Candida albicans 
4277. 

inhibition-DNA replication/DNA repair, mammalian cells 
5291. 

inhibition-DNA-unwinding protein, Escherichia coli , effects 
on cell division 2584. 

1-Naphthylamine, 

DNA damage, mice, in vivo, determination, methodology 
5561. 

2-Naphthylamine, 

DNA damage, mice, in vivo, determination, methodology 
5561. 

Narcissus pseudonarcissus, 

DNA. restriction endonuclease analysis 4236. 

Neisseria cinerea, 

endodeoxyribonuclease, purification/characterization 1761. 

Neisseria gonorrhoeae, 

DNA. occurrence-adenine (methyl) 2264. 

DNA, restriction-modification 3611. 

ribosomes, antigenicity 2519. 

transformation, donors DNA, double-stranded conformation 
3156. 

Neisseria meningitidis, 

plasmids, cietection/characterization 4094. 

Neocarzinostatin, 

binding-DNA 1502. 

damage-DNA sugars 2175. 

degradation-DNA, human lymphocytes/lymphoblastoid 
cells/ColE1 2951. 

degradation-DNA, sensitivity-endodeoxyribonuclease 
(apurinic or apyrimidinic) 2201. 

DNA strands breakage, HeLa cells, relationship-cell cycle 
2a 

induced. damage, DNA repair, human lymphoblastoid cell 
lines 2368. 

inhibition-DNA biosynthesis, HeLa cells, caffeine, effects on 
1654. 

interaction-DNA 4128. 

Neon, 

ions, induction-chromosome aberrations, human 
lymphocytes 608. 

Neonatal calf diarrhoea virus, 

RNA polymerase transcripts, characterization 3983. 

Neothramycin, 

adducts-guanosine (2'-deoxy), structure 4461. 

Neothramycin A, 

adducts-DNA, structure 301. 

adducts-DNA, structure/characterization 4125. 

Neothramycin B, 

adducts-DNA, structure 301. 

adducts-DNA, structure/characterization 4125. 

Netropsin, 

binding-DNA/poly d(A.T), radiation (u.v.), effects on 875, 

inhibition-RNA biosynthesis/poly (A) biosynthesis, calf 
thymus DNA, in vitro 6019. 

interaction-DNA, electric dichroism 2171. 

like. ligands, adenine + thymine-specific, construction 1604. 

Neuraminidase, 

genes, influenza A virus, man, structure 4698. 

genes, RNA, influenza A virus strains, 3’-terminus nucleotide 
sequence, comparison 2048. 

Neurospora, 

tRNA 36S. secondary structure 5094. 

Neurospora crassa, 


cold-sensitive mutants, cytoplasmic ribosomes biosynthesis, 
deficiency 126. 


conidia, rRNA gene amplification, following germination 
2332. 

DNA, mitochondria, deletion mutants, characterization 1548. 

DNA, mitochondria, nucleotide sequence homology- 
Saccharomyces cerevisiae 6116. 

DNA, organization 4197. 

DNA biosynthesis, lysine starvation, effects on 5714. 

DNA biosynthesis synchronization, adenosine (2'-deoxy)/ 
spores selection, effects on 3119. 

DNA segments, replication autonomy-Saccharomyces 
cerevisiae , isolation 1058. 

DNA uptake-stimulation factors 6219. 

mitochondria, DNA, structural gene, mapping 2270. 

mitochondria, plasmids, characterization 5584. 

mitochondria, ribosomes assembly/RNA splicing, review 
5864. 

mitochondria, rRNA gene/tRNA genes, transcription/ 
processing 5531. 

mitochondria, tRNA structure/tRNA genes organization 
5921. 

ribonuclease-sensitive DNA polymerase activity 3782. 

ribosomes biosynthesis/R NA biosynthesis, cycloheximide, 
effects on 2767. 

tRNA (aminoacyl) synthetase, regulation 4512. 

RNA biosynthesis, amino acids, effects on 2106. 

RNA biosynthesis rates 4023. 

rRNA 25S, 3/-terminus nucleotide sequence, rRNA 5.8S 
binding sites 4002. 

rRNA SS, nucleotide sequence 5093. 

temperature-sensitive mutant, rRNA 25S production 5530. 

Neutron diffraction, 

chromatin 581. 

nucleosomes cores crystals 4436. 

Neutron scattering, 

Escherichia coli rRNA 16S fragments conformation 2797. 

water-containing DNA 2318. 

Neutrons, 

effects on DNA biosynthesis, lung epithelium cells, mice 
1047, 

use-RNA interaction-proteins 3838. 

Newcastle disease virus, 

induced, L cells, interferon mRNA, heterogeneity 2789. 

mutants, RNA biosynthesis 3487. 

replication/cytopathic effects, cells, chick embryo/mice, 
enhancement-uridine (5-iodo-2-deoxy) 1909. 

transcription mapping 718. 

Nickel, 

complex-uracil, structure 2638. 

Nickel carbonate, 

DNA cross-linking-proteins/strands breakage, kidney, rats 
6462, 

Nicocortonide, 

effects on DNA biosynthesis, human skin fibroblasts 2393. 

Nicocortonide 2 1-acetate, 

effects on DNA biosynthesis, human skin fibroblasts, 
comparison-hydrocortisone/hydrocortisone 17-butyrate/ 
betamethasone 17-valerate/nicocoronide 2393. 

Nicotiana gossei, 

rRNA, nucleotide sequence mapping, comparison-Nicotiana 
tabacum , rRNA gene inheritance 786. 

Nicotiana rustica, 

chloroplasts/cytoplasm, rRNA biosynthesis, uracil (5'- 
fluoro), effects on 2125. 

Nicotiana tabacum, 

Agrobacterium tumefaciens -transformed, nuclei, location-Ti 
plasmid 1483, 

cell lines, detection-Agrobacterium tumefaciens Ti plasmid 
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Nicotiana tabacum, (continued) 
DNA 858. 

chloroplasts, DNA, restriction endonuclease mapping 6156. 

chloroplasts, DNA endodeoxyribonuclease EcoRI 
fragments, rRNA 4.5S/rRNA 5S genes-containing, cloning/ 
characterization 998. 

chloroplasts, rRNA 4.5S, homology-Escherichia coli rRNA 
23S 3'-terminus 2823. 

chloroplasts, rRNA 4.58, nucleotide sequence 182. 

chloroplasts, rRNA 4.5S/rRNA 5S genes, cloning/ 
characterization 5250. 

crown gall, lysopine dehydrogenase mRNA complementary- 
Ti plasmid fragments 6608. 

DNA repeated sequence, covalent attachment-Ti plasmid 
fragments, crown gall 1597. 

infection-cucumber mosaic virus, RNA accumulation 6441. 

infection-cucumber mosaic virus, satellite RNA, effects on 
4074. 

leaves, DNA, physical properties, senescence, effects on 
6170. 

leaves, RNA biosynthesis, inhibition-heat, products 
characterization 6022. 

leaves, tobacco mosaic virus-infected, RNA biosynthesis, 
stimulation-abscisic acid 4050. 

nucleosomes cores particles, histones exchange-erythrocytes, 
chickens 582. 

pollen, germination, interaction-exogenous DNA 523. 

protoplasts, binding-plasmid pBR322-carrying liposomes 
6602. 

rRNA, nucleotide sequence mapping, comparison-Nicotiana 
gossei , rRNA gene inheritance 786. 

suspension cultures, DNA, mitochondria, characterization 
2308. 

tobacco rattle virus-infected, RNA, characterization 2059. 

Nicotinamide, 

effects on DNA biosynthesis/RNA biosynthesis, 
phytohaemagglutinin-stimulated human lymphocytes 2410. 

effects on methylmethane sulphonate/2-acetylaminofluorene- 
induced DNA repair, hepatocytes, rats 1629. 

stimulation-DNA repair, human lymphocytes 448. 

p-Nitroacetophenone, 

reaction-adenosine (2'-deoxy) electrons adduts 4981. 

Nitroaniline diamines, 

complex-poly d(A-T), n.m.r. 4490. 

Nitrochlorobenzenes, 

induced damage, DNA, brain, mice 1496. 

Nitrofurans, 

adducts, formation/excision, Escherichia coli DNA 2343. 

induction-DNA repair error-prone/mutagenesis, Escherichia 
coli 2348. 

Nitrogen mustard, 

induced, DNA damage, cells, rats, assays 1498. 


, 4-Nitroquinoline 1-oxide, 


+ ethyl methanesulphonate/methyl methanesulphonate, 
effects on DNA repair, normal human/ataxia telangiectasia/ 
xeroderma pigmentosum cells 2362. 

binding-phage 9X174 DNA 6463. 

damage, cell culture, DNA repair, inhibition-viruses infection 
4295. 

DNA repair, xeroderma pigmentosum cells 4287. 

effects on DNA repair, human ataxia telangiectasia 


fibroblasts 2364. é 
induced damage, mice/embryos, chickens, DNA repair, 


vaccinia virus, effects on 3703. 


N-Nitrosamides, 

alkylation-DNA, carcinogenesis, review 6323. 

Nitrosamines, 

photolysis products, interaction-DNA 294. 

N-Nitrosamines, 

alkylation-DNA, carcinogenesis, review 6323. 

N-Nitroso-N-alkylurea, 

derivatives, mutagenesis, Escherichia coli 4270. 

N-Nitroso-N-benzylurea, 

alkylation-guanosine 651. 

Nitrosocimetidine, 

methylation-DNA, in vitro 2945. 

Nitrosoguanidine, 

effects on Escherichia coli , relationship-DNA biosynthesis/ 
protein biosynthesis 1644. 

N-Nitrosomethylbenzylamine, 

methylation-DNA, oesophagus, rats 2934. 


N-Nitrosomethylurea, 

activation-deoxyribonuclease 6262. 

induction-tumours, induction-DNA guanine (0°-alkyl) 
excision deficiency, intrauterine exposure/postnatal 
exposure, rats 1037. 

N-Nitrosonornicotine, 

binding-calf thymus DNA/exogenous guanosine, liver, rats 
296. 

Nitrosoureas, 

mutagenicity/toxicity, Chinese hamster lung cells 888. 

synthesis/cross-linking-DNA 1503. 

Nitrous acid, j 

mutation induction, herpes simplex virus 1 DNA 4648. 

Nogalamycin, 

analogues, binding-DNA, templates specificity 6469. 

complex-DNA, inhibition-RNA biosynthesis, ascites tumour/ 
spleen cells 2202. 

inhibition-RNA biosynthesis, Dictyostelium discoideum 
5206 

inhibition-RNA polymerase, ascites tumour cells 5339. 

interaction-poly (A)/poly (U) 682. 

Nonhistone proteins, 

acetylation, brain, rats, development, spermine, effects on 
6299. 

antibodies, thymocytes, rats, isolation/characterization 6660. 

binding-cloned globin genes, mice/man 5376. 

binding-DNA, prostate, rats, androgens, effects on 4439. 

complex-DNA, erythroid cells, chickens, immunological 
specificity 1807. 

cross-linking-DNA, radiation (y), HeLa cells 6664. 

crosslinking-DNA, HeLa cells, radiation (u.v.)/1-methyl-1- 
nitrosourea/1,3-bis-(2-chloroethyl)- l-nitrosourea 5799. 

high mobility group, calf thymus, structure/interaction- DNA 
3260, 

high mobility group, containing, nucleosomes, erythrocytes, 
chickens, binding-benzo(a)pyrene diol epoxide 1206. 

high mobility group, erythrocytes, chickens, dissociation- 
double-stranded DNA/chromatin 4910. 

high mobility group, interaction-nucleosomes 589. 

high mobility group, nucleosomes, transcription 4402. 

high mobility group, occurrence-SV40 chromatin 3259. 

high mobility group, selective release, Tetrahymena 
pyriformis chromatin deoxyribonuclease digestion 2544. 

interaction-DNA, brain, rats 3257. 

low molecular weight, extraction, effects on DNA templates 
capacity 576. 

metaphase chromosomes/interphase chromatin, HeLa cells/ 
CHO cells, characterization 577. 
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Noradrenaline, 

regulation-RNA biosynthesis, neurons 3494. 

Nordihydroguaiaretic acid, 

interaction-DNA 4129. 

Nostoc, 

plasmids DNA, characterizaton 2218. 

Notophthaimus, 

oocytes, nuclei, RNA biosynthesis in vitro 5107. 

Notophthalmus viridescens, 

histones genes clusters, cloning/characterization 5224. 

histones genes clusters, separation-satellite DNA 6528. 

satellite DNA, lampbrush chromosomes, transcription 6416. 

Novikoff hepatoma cells, 

DNA restriction endonuclease fragments, cloning/ 
characterization 3651. 

poly (A)-containing mRNA low molecular weight peptides, 
characterization 2138. 

Novobiocin, 

effects on DNA biosynthesis, lymphoblastoid cells, man 
6194. 

effects on DNA replication/transcription, Drosophila cells 
1046. 

effects on early transcription, phage SPO1 203. 

effects on 6-D-galactosidase mRNA elongation, Escherichia 
coli 4059. 

inhibition-DNA polymerase/DNA-unwinding protein, yeasts 
2496. 

inhibition-DNA replication, SV40 457. 

inhibition-DNA replication/DNA repair, mammalian cells 
5291), 

Nuclear Overhauser effect, 

uracil (5-fluoro)-containing rRNA 5S, Escherichia coli , 
conformation 2065. 

Nuclear polyhedrosis virus, 

Autographa californica , DNA, restriction endonuclease 
mapping 3589. 

Autographa californica, DNA, transfection-Spodoptera 
frugiperda /iTrichoplusia ni cell lines 3753. 

RNA biosynthesis, Heliothis zea /Spodoptera frugiperda , a- 
amaniitin, effects on 5521. 

Spodoptera frugiperda , DNA heterogeneity, restriction 
endonuclease analysis 6499. 

Nuclease, 

see also Deoxyribonuclease, Ribonuclease, etc. 

activity, detection, methodology 4873. 

activity. liver nuclei, inhibitors, effects on 1130. 

activity, polyribosomes, tumors, mice/rats 3406. 

assays 3171. 

degradation-uracil (5-alkyl)-containing DNA, synthetic 
phages models 545. 


Lysobacter enzymogenes , purification/characterization 3176. 


membranies, Streptococcus pneumoniae , structure, 
electrophoresis 532. 

Petunia hybrida , purification/characterization 2449, 

role-isolation-plasmids, Pseudomonas cepacia 262. 

role-linear DNA transformation-Escherichia coli 516. 

Serratia marcescens , purification/characterization 3170. 

single-stranded DNA/RNA-specific, Secale cereale 
nucleoplasm, purification/characterization 533. 

specificity, phage pX174 A gene proteins 3172. 

git thermophilus , substrate specificity/mechanisms 
1131 

Tradescantia paludosa , purification/characterization 1129, 

Nuclease TT1, 

Thermus thermophilus , endonuclease activity 2453. 

Nucleocapsids, 


proteins. vesicular stomatitis virus, interaction-leaders RNA, 
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role-replication 5395. 

vesicular stomatitis virus, replication/assembly 567. 

Nucleoids, 

Anabaena variabilis , composition 1229. 

Escherichia coli , heat damage 600. 

Escherichia coli , histones, electrophoresis 5373. 

Nucleolus organizer region, 

Chinese hamster/CHO cells, rRNA gene localization 4215. 

Vicia faba , characterization 3280. 

Nucleoplasmin, 

mediated, nucleosomes assembly, Xenopus laevis eggs 1203. 

Nucleoprotein 42S, 

Xenopus laevis oocytes, characterization 1192. 

Nucleoproteins, 

see also Ribonucleoproteins, Deoxyribonucleoproteins 

complex, adenovirus (human) 2 infection-HeLa cells, RNA 
transcripts/transcription/replication 5504. 

complex, herpes simplex virus 1, characterization 3241. 

complex, SV40, characterization 3242. 

complex, vaccinia virus, characterization 4396. 

complex formation, SV40, role-assembly 1188. 

cowpea chlorotic mottle virus, e.s.r. 4902. 

genes, influenza A virus, nucleotide sequence 6098. 

Saccharomyces carlsbergensis , proteins separation, 
methodology 1798. 

SV40, characterization 4901. 

SV40, cleavage-deoxyribonuclease I 4395. 

Thermoplasma acidophilum , subunit structure 1189. 

Nucleoside (amino), 

inhibitors-peptidyltransferase, ribosomes, synthesis 648. 

Nucleoside (benzimidazole), 

derivatives, conformation 4462. 

Nucleoside (N-benzoyl), 

protecting group removal-ethylenediamine + phenol 3346. 

Nucleoside (deoxy), 

benzo(a)pyrene adducts, separation-chromatography (high- 
performance liquid) 4457. 

dimethoxytrityl ethers removal, use-zinc bromide 2654. 

inhibition-lymphocytes growth, human leukaemia 663. 

Nucleoside (5'-deoxy) 5’-carbonitriles, 

synthesis/properties 649. 

Nucleoside (deoxyribo), 

3'-aryl-6-cyanoethyl phosphate derivatives, synthesis 3347. 

effects on radiation (u.v.)/caffeine induction-chromosomes 
fragmentation/micronuclei, Chinese hamster cells 3904. 

protecting groups 4459. 

Nucleoside (O-Methyl), 

separation, chromatography (reversed-phase), use-boronates 
2720. 

C-Nucleoside, 

adenosine (9-deaza), synthesis 2660. 

analogues, synthesis, methodology 2661. 

showdomycin (6-2'->deoxy), synthesis 2671. 

showdomycin, synthesis 2670. 

synthesis 51. 

Nucleoside diphosphates, 

tRNA (aminoacy!) 3’-terminus analogues, synthesis 3369. 


Nucleoside monophosphates, 
binding-palladium(II) 4472. 
generation, prokaryotes, role-DNA replication fidelity 6201. 


separation-chromatography (high-peformance —s 1913. 
synthesis 3911. 


Nucleoside Q, 

deficiency, tRNA, Ehrlich ascites tumour cells 1961, 
Nucleoside triphosphates, 

initiation-transcription, yeasts nuclei 5528. 
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Nucleoside triphosphates,(continued) 

phosphorus-32-labelled, synthesis, methodology 2691. 

synthesis 3911. 

synthesis, methodology 675. 

Nucleoside Y, 

synthesis/stability 2662. 

Nucleosides, 

see also specific nucleosides 

analogues, antiviral activity/antitumour activity 1308. 

analogues, antiviral agents, effects on retrovirus particles 
induction, BALB/3T3 cells, mice 4468. 

benzo(a)pyrene adducts, separation-chromatography (high- 
performance liquid) 4457. 

bound-yolk glycoproteins, Euscelis /Smittia eggs 5425. 

chloromethylpyrazole/iodomethylpyrazole derivatives, 
synthesis/antitumour activity 1299. 

chromatography (high-performance liquid) 23, 3888, 4463. 

chromatography (high-pressure liquid) 1877. 

chromatography (liquid) 2653. 

chromatography (reversed-phase) 5890, 6341. 

conformation analysis 1898. 

effects on aphidicolin inhibition-DNA biosynthesis, cells, 
mice 1647. 

glycosylation, reaction parameters 1295. 

hydrolysis-sodium dodecyl sulphate/ 
hexadecyltrimethylammonium bromide 1292. 

immobilization, methodology 1291. 

interaction-platinum derivatives, n.m.r. 5888. 

mass spectroscopy 1302, 3897. 

methylation-trimethylsulphonium hydroxide, transition 
metals, effects on 2655. 

protecting groups, isomerization 5419. 

radiation, mutagenesis, Salmonella typhimurium 4976. 


reaction-diethyl azodicarboxylate + triphenylphosphine 3889. 


separation, chromatography (high-performance liquid) 3887, 
5884. 

separation, methodology 2690. 

snthesis, use-Friedel-Crafts catalysts, mechanisms 6336. 

spin-labelling-N-hydroxyamines, n.m.r. 1897. 

sugar ring, conformational analysis, n.m.r. 3350. 

synthesis, use-Friedel-Crafts catalysts, methodology 6337. 

synthesis, use-iodotrimethylsilane 650. 

synthesis, use-trimethylsilyl triflate/trimethylsily perchlorate 
catalysts 6335. 

Nucleosomes, 


arrangement, chromatin, Oxytricha fallax macronuclei 3265. 


arrangement, Drosophila melanogaster hsp70 gene 2570. 

arrangement, relationship-DNA, review 6332. 

arrangement, satellite DNA-containing chromatin, liver, rats 
2547. 

arrangement, Xenopus laevis rRNA 5S genes 1570. 

assembly, nucleoplasmin-mediated, Xenopus laevis eggs 
1203. 

assembly, review 7. 

compaction, role-histone H1 3256. 

complex-RNA polymerase II, Tetrahymena pyriformis , 
association-polynucleotide adenylyltransferase 2487. 

cores, crystals, neutron diffraction 4436. 

cores. crystals, X-ray diffraction 4435. 

cores, heavy metals complex, structure, c.d, 2320. 

cores, high mobility group nonhistone proteins binding sites 
1814. 

cores, stability 4424. 

cores particles, conformation, ionic strength, effects on 1207. 

cores particles, models 4407. 

cores particles, Nicotiana tabacum /erythrocytes, chickens, 
histones exchange 582. 


cores particles crystals, neutron diffraction 3810. 

dissociation, ionic strength, effects on 3272. 

DNA, arrangement-histones 2539. 

DNA, bleomycin-mediated release, electrophoresis 6668. 

DNA, flexibility, birefringence 412. 

DNA, heat denaturation 586. 

DNA, interaction-poly(lysine)/ethidium bromide 5 162. 

DNA assembly, Pleurodeles waltlii /Xenopus laevis oocytes 
2560. 

DNA digestion, histone H1 removal, nuclei, effects on 6297. 

DNA segments, erythrocytes, chickens, preparation/ 
characterization 584. 

domains, organization, nuclei, erythrocytes, chickens/liver, 
rats 6305. 

Ehrlich ascites tumour cells, characterization 3809. 

erythrocytes, chickens, antibodies production, rabbits 1187. 

erythrocytes, chickens, organization 583. 

erythrocytes, chickens, structure, ionic strength, effects on 
4922. 

erythrocytes, geese, heat denaturation, electron microscopy 
2569. 

formation/structure, histone H3 sulphydryl groups 
modification, effects on 1196. 

fractions, Physarum polycephalum chromatin, 
characterization 3815. 

HeLa cells, structure, sodium butyrate, effects on 6306. 

heterogeneity, chromatin, spermatozoa, sea urchins 6302. 

high mobility group nonhistone proteins-containing, 
erythrocytes, chickens, binding-benzo(a)pyrene diol epoxide 
1206, 

histone A24-containing, structure 5812. 

histone H1-depleted, DNA distribution 3816. 

histones cores, structure 1200. 

hybridization mapping 4917. 

hydrogen-deuterium exchange, kinetics 3263. 

interaction-high mobility group nonhistone proteins 589. 

interaction-polystyrene sulphonate 3821. 

isolation, use-high mobility group nonhistone proteins 4417. 

like, particles, assembly, role-cytoplasmic fractions 1201. 

liver, rats, histone H1 removal 4406. 

location, SV40 DNA replication forks 3805. 

mice, cells, packaging-herpes simplex virus thymidine kinase 
genes 1808, 

monomers, oviduct, chickens, characterization 6303. 

myeloma, mice, ¢.d./heat denaturation 3819. 

organization, chromatin, use-exogenous endonuclease 4420. 

organization, Plasmodium knowlesi chromatin 5803. 

organization-chromatin/chromosomes, Chinese hamster cells 
5381. 

orientation, chromatin, erythrocytes, chickens 2561. 

packing, chromatin, erythrocytes, chickens 5808. 

particles, histone HS-containing, erythrocytes, chickens, 
isolation/purification 1804. 

phosphorus distribution 4403. 

reaction-benzo(a)pyrene diol epoxide 285. 

repeated length, erythroleukaemia cells, mice, changes during 
differentiation 1810. 

repeated length, satellite DNA-containing chromatin, liver, 
rats 2546. 

repeats, chromatin, erythrocytes, pigeons 6304. 

repetition, teratocarcinoma embryo cells, mice, 
differentiation, effects on 6300. 

Salmo gairdnerii liver, DNA, binding-aflatoxin B1 2183. 

stability, cysteine labelling, effects on 6666. 

structure, CHO cells, modulation-histones acetylation 2562. 

structure, HeLa cells, hyperthermia, effects on 4419. 

structure, review 5, 3321. 
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Nucleosomes,(continued) 

structure, use-RNA polymerase probes 590. 

SV40 chromosomes, organization 4405. 

S$V40 chromosomes, structure, micrococcal endonuclease 
digestion 4919. 

SV40 DNA topology, histone H1 + histone HS, effects on 
1213. 

transcription, high mobility group nonhistone proteins 4402. 

unfolding, kinetics, ionic strength, effects on 4408. 

unfolding, low ionic strength, histone H1/histones cores/ 
DNA length, effects on 1812. 

X-ray scattering 4421. 

5'-Nucleotidase, 

calf thymus, degradation-oligo (A) 534. 

serum, rats, assays 3228. 

Nucleotide (deoxyribo), 

inhibition-Escherichia coli DNA polymerase I exonuclease 
activity 1787. 

interaction-histone H1 5372. 

pools. human neuroblastoma cells/embryos, rats, uridine (5- 
fluoro-2'-deoxy), effects on 672. 


Nucleotides, 

see also specific nucleotides 

1-aminonaphthalene-5-sulphonate-containing analogues, 
stacking 1318. 

analogues, synthesis 1917. 

analogues, use-transcription probes 4014. 

chromatography (high-performance liquid) 3888, 4463. 

chromatography (high-pressure liquid) 1877. 

chromatography (reversed-phase) 5890, 6341. 

complex-metals ions, structure, review 3869. 

complex-proteins, occurrence/structure/function, review 
1268. 

complex-tryptophan-containing peptides, spectroscopy (u.v.) 
2710. 

conformation, n.m.r. 4469. 

conformation, solutions 67. 

derivatives, effects on translation, encephalomyocarditis virus 
infection-3T6 cells 6362. 

flexibility, phosphodiester bonds 673. 

fragments, conformation 5001. 

Gossypium seeds, isolation 3913. 

hydrolysis-sodium dodecyl sulphate/ 
hexadecyltrimethylammonium bromide 1292. 

interactior-amino acids, relationship-genetic code 1314. 

interaction-proteins, thermodynamics, review 3858. 

n.m.r. 5000. 

n.m.r., solvents, effects on 4470. 

phosphites analogues, synthesis 1916. 

radiation, mutagenesis, Salmonella typhimurium 4976. 

reaction-hydroxyl radicals, solutions 2692. 

retention, chromatography (affinity) 2689. 

self-organization/complex formation, spin labeling 3910. 

separation, chromatography 4471. 

separation, methodology 2690. 

sugar ring, conformational analysis, n.m.r. 3350. 

synthesis, use-#-mercaptoethyl phosphodiesters 5903. 

synthetic analogues, mass spectroscopy 3912. 


Ochromonas damica, 


BuNbs pees spectinomycin/ethidium bromide, effects 
on 2126. 


Octopus vulgaris, 

rRNA, physicochemical properties 166. 

Oenothera, ' 

ribulosebisphosphate carboxylase-deficient mutant, plastids 
DNA, restriction endonuclease analysis 6157. 

Oenothera berteriana, 

mitochondria, DNA, purification/characterization 406. 

Oestradiol, 

effects on ceruloplasmin biosynthesis, liver, rats 2749. 

effects on RNA polymerase I activity, endometrium, sheep 
Si7aile 

effects on uteroglobin precursors mRNA content, 
endometrium, rabbits 6005. 

178-Oestradiol benzoate, 

effects on DNA content, cerebellum, neonatal rats 3725. 

17f-Oestradiol, 

effects on DNA/RNA/proteins content/RNA polymerase I/ 
RNA polymerase II/DNA polymerase, Pleurodeles waltlii 
1646. 

Oestrogen, 

effects on DNA biosynthesis, cells, rats 4313. 

effects on DNA polymerase, pituitary, rats 1785. 

effects on high molecular weight RNA biosynthesis, uterus, 
rats, comparison-tamoxifen 6428. 

effects on ovalbumin-related genes chickens, expression 2095. 

effects on protein biosynthesis elongation rates, liver, 
chickens 5948, 5949. 

effects on transcription-Escherichia coli RNA polymerase 
2105. 

effects on Xenopus laevis vitellogenin genes-containing 
chromatin 5821. 

induced, pituitary tumours, rats, DNA biosynthesis, 
bromocriptine, effects on 3727. 

induction-ovalbumin mRNA, oviduct, chickens 2846. 

induction-proteins, mammary gland tumours cell lines, man, 
inhibition-uridine (5-bromo-2’-deoxy) 5898. 

receptors, binding-DNA, inhibition-RNA, mammary gland 
tumours, rats 6027, 

receptors, nuclear, processing/levels, mammary gland 
tumour cells, DNA intercalation, effects on 2600. 

receptors, tumours, beast, man, binding-DNA 6692. 

regulation-mRNA, mammary gland tumour cells 3492. 

regulation-RNA polymerase II content, liver, chickens 6276. 

regulation-very low density lipoprotein genes expression, 
liver, chickens 211. 

withdrawal, effects on ovalbumin mRNA production, 
oviduct, chickens 2845. 

Oestrogen receptors, 

oviduct, chickens, interaction-acceptors sites, relationship- 
genes transcription, in vitro 1438. 


Okazaki fragments, 

formation, DNA biosynthesis, polyoma virus-infected 
fibroblasts, mice, role-dUTP incorporation 1668. 

Okhotsky virus, 

RNA, characterization 1394. 

Oligo (A), 

CMP derivatives, synthesis/characterization 4481. 

degradation-3’-exoribonuclease/5’-nucleotidase, calf thymus 
534. 

derivatives, complex-denatured DNA, alkylation 4249. 

interaction-Escherichia coli hosts factors proteins 3298. 

interaction-poly (U), spectroscopy (i.r.) 694. 

synthesis-oligo (U) templates 5906. 

templates-directed synthesis/adsorption-hydroxyapatite 1919. 

tracts, RNA, ribonucleoprotein (heterogeneous nuclear), 
characterization 2819, 
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Oligo (dA), 

stacking models, c.d. 4487. 

synthesis/properties 1927. 

2',5’-Oligo (A) 5’-phosphates, 

inhibition-vaccinia virus MRNA methylation 5019. 

2’,5'-Oligo (A) polymerase, 

activation-RNA, inhibition-ethidium bromide 4362. 

activity. fibroblasts, man, interferon, effects on 6642. 

2',5'-Oligo (A) synthetase, 

reticulocyte lysate, rabbits, reaction mechanisms/substrate 
specificity 2718. 

mRNA, interferon-induced, L cells, assays 2779. 

2,’5’-Oligo (A), 

analogues, biological properties 6350. 

analogues, enzymatic synthesis 5916. 

assays 2703. 

dependent, ribonuclease, rabbits/mice/man, sequence 
specificity 3759. 

effects on rRNA cleavage, reticulocyte lysate 5022. 

n.m.r./c.d. 5911. 

synthesis 1928. 

synthesis/properties 4482. 

Oligo d(CG), 

conformation stability, salts concentration, effects on 4483. 

Oligo (dG), 

preparation-DNA hydrolysis 1 S22 

Oligo d(G-C), 

helix formation, thermodynamics, solvents, effects on 3925. 

helix formation, water/heavy water, thermodynamics 3924. 

Oligo (T), 

analogues, substrates properties 2716. 

analogues, synthesis/physical properties 1324. 

derivatives, alkylation-mRNA poly (A) tracts, Krebs ascites 
cells 2821. 

derivatives, synthesis/complex-poly (A) 5009. 

synthesis, solid phase methods 1930. 

treatment-condensation reagents, effects on 5908. 

Oligo (U), 

templates, synithesis-oligo (A) 5906. 


Oligo(valine), 

interaction-double-stranded DNA/RNA 1487. 

Oligodeoxyribonucleotides, 

see also Oligonucleotides 

antisera. preparation 2518. 

dimers, mass spectroscopy 5012. 

DNA-like, synthesis/ligation 6348. 

effects on denatured DNA binding-systemic lupus 
erythematosus serum 3798. 

endodeoxyribonuclease Clal/endodeoxyribonuclease PstI 
cleavage sites-containing, synthesis 5007. 

human insulin DNA, synthesis, methodology 1922. 

induction-phage 80, Escherichia coli permeabilized cells 
4495. 

synthesis, methodology 5904. 

synthesis, solid phase methods 1920, 5008. 

synthesis, sulphonation 1921. 

use-phage 9X 174 mutants construction 6231. 

Oligonucleoside methylphosphonates, 

effects on protein biosynthesis/{RNA aminoacylation, cell- 
free system 4496. 

Oligonucleotides, 

see also Oligodeoxyribonucleotides 

analogues, phosphites linkage-containing, synthesis 2704. 

Artemia salina tRNA, chromatography (high-pressure 
liquid) 2025. 

binding-Escherichia coli initiation factor 3,.c.d. 1245. 


binding-ribosomes, tRNA, effects on, translocation 
mechanisms 2006. 

chromatograpy (high-performance liquid) 4474, 

cleavage-endodeoxyribonuclease MspI 2467. 

complementary-rRNA 16S 3'-terminus, effects on protein 
biosynthesis initiation, Escherichia coli ribosomes 5474. 

complementary-rRNA 16S 3’-terminus, inhibition- 
Escherichia coli protein biosynthesis 4494. 

derivatives, synthesis/interaction-poly (A) 4476. 

Escherichia coli tRNA fMet, synthesis, polyribonucleotide 
synthetase (ATP) substrate specificity 83. 

Escherichia coli tRNA fMet fragments, synthesis 1924. 

Escherichia coli tRNA fMet 3'-terminus, synthesis 3366. 

hybridization-B-globin complementary DNA, rabbits 3669. 

interaction-caffeine, n.m.r. 689. 

interaction-Escherichia coli ribosomal protein S1 5043. 

interaction-lactose repressor, binding affinity 5839. 

n.m.r. 2709. 

preparation/properties, spectroscopy (u.v.)/c.d./n.m.r. 678. 

preparation/use-molecular weight estimation 680. 

tRNA, structure, n.m.r, 5909. 

self-complementary, n.m.r./interaction-daunomycin 686. 

separation-chromatography, methodology 2020. 

streptolysin S induced activity 2714. 

synthesis 1923, 3917. 

synthesis, 2-diphenylmethylsilylethy! groups, protecting 
groups 5005. 

synthesis, methodology 679, 1929. 

synthesis, phosphotriester method, phosphorylation agents 
5901. 

synthesis, phosphotriester method, role-pyridine 5902. 

synthesis, protecting groups, comparison 4475. 

synthesis, reagents, preparation 4478. 

synthesis, 5’-terminus phosphates insertion, methodology 
1925, 

synthesis, use-4-chlorophenyl-5-chloro-8- 
quinoylphosphorotetraz 5905. 

synthesis, use-diphenylphosphinothioyl protecting groups 
1323. 

synthesis, use-enzymatic phosphorylation 1944, 

synthesis, use-Escherichia coli polyribonucleotide 
nucleotidyltransferase 3372 

synthesis, use-phosphites triesters 3367. 

synthesis, use-polyribonucleotide nucleotidyltransferase 1943. 

synthesis/interaction-restriction endonuclease 681. 

synthesis-phage T4 gene 4 1/gene 61 proteins, priming- DNA 
chains initiation 1453. 

templates, synthesis/use-poly (A) synthesis-Escherichia coli 
RNA polymerase 3919, 

5’-terminus initiation codons-containing, synthesis, use-phage 
T4 polyribonucleotide synthetase 2706. 

N-terminus protection, synthesis 3918. 

yeasts tRNA Ala 3’-terminus, synthesis 2705. 

Oncorhynchus keta, 

insulin, complementary DNA, nucleotide sequence, 
hybridization analysis, comparison-man 4718. 

insulin genes, cloning-Escherichia coli 4847. 

Oncornavirus, 

see also C-type virus 

Operators, 

DNA, interaction-Escherichia coli lactose repressor, salts 
dependence 6690, 

DNA, interaction-Escherichia coli lactose repressor, ions, 
effects on 6691. 

recA gene, mutants, Escherichia coli , radiation (u.v.), effects 
on 4652. 
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Operons, 

see also Genes, etc. 

atp operon, Escherichia coli, ATP synthase a-subunit coding 
regions, nucleotide sequence 4710. 

bacteria, transcription attenuation, review 3877. 

galactose operon, Escherichia coli , carrying, plasmid pSGI 
hybrids, construction/characterization 6604. 

histidine operon, control, mutation, Salmonella typhimurium 
, nucleotide sequence 4194. 

histidine operon, Escherichia coli , identification/nucleotide 
sequence/expression 4708. 

histidine operon, Escherichia coli , RNA leaders, transcripts, 
occurrence 5988. 

histidine operon, Salmonella typhimurium , cloning/ 
restriction endonuclease analysis 6514. 

lactose operon, cloning-transposon Tn3, effects on 
transposition 1081. 

lactose operon, Escherichia coli , binding-catabolite activator 
protein, quantitation, use-electrophoresis 6689. 

lactose operon, Escherichia coli , control mechanisms, 
mathematical models 6010. 

lactose operon, Escherichia coli , restriction endonuclease 
fragments, heat denaturation 6560. 

lactose operon, promoters, Escherichia coli , interaction- 
catabolite activator protein 3296. 

lactose operon, promoters, transcription initiation in vitro 
2827. 

lactose operon, regions, Escherichia coli , transposition, 
genetic analysis 2995. 

lactose operon, mRNA, inactivation-Escherichia coli RNA 
polymerase III factors 6030. 

lactose operon, transcription, chloramphenicol-treated 
Escherichia coli 801. 

lactose operon, Y gene, carrying, plasmids, structure/ 
expression 316. 

penicillinase, attenuation regions, Escherichia coli 4337. 

tRNA, Escherichia coli , deletion 517. 

tRNA, Escherichia coli , gene regulation-tRNA Thr genes/ 
tRNA 5S genes/transcription termination sites 355. 

tRNA, Escherichia coli ,tRNA Asp genes/transcription 
termination sites, sequence 356. 

tRNA, Escherichia coli , transcription, electron microscopy 
5104. 

tRNA, rrnB operon, Escherichia coli , primary structure 
6103. 

tRNA Leu, Escherichia coli , nucleotide sequence 4709. 

tRNA operon, phage J, promoters regions, fusion- 
Escherichia coli lacZ gene 1101. 

rpoBC operon, Escherichia coli , restriction endonuclease 
mapping 350. 

Spe operon, regulation-Escherichia coli ribosomal protein s8 
3407. 

str operon, Escherichia coli , translation, ribosomal protein 
S7 role-repressors 5456. : 

S10 operon, Escherichia coli , regulation-ribosomal protein 
L4 740. 

trptophan operon, Salmonella typhimurium , interaction- 
Escherichia coli RNA polymerase/tryptophan repressor 
3845. 

tryptophan operon, Escherichia coli , regulation-termination 
codons misreading 4600. 

tryptophan operon, Escherichia coli , transcription 
termination sites, characterization 6101. 

tryptophan operon, Escherichia coli mutants, leaders 
nucleotide sequence 957. 

tryptophan operon, expression, Escherichia coli , coupling- 
translation 3501. 


tryptophan operon, leaders regions, transcription-RNA 
polymerase, in vitro 5990. $e hee 

tryptophan operon, regulation-transcription termination, 
review 5407. : 

tryptophan operon, mRNA, Escherichia coli , decay, 
mechanisms 236. ‘ 

tryptophan operon, mRNA, Escherichia coli , ribosomes 
binding sites 2798. 

tryptophan operon, Salmonella typhimurixm , function 
analysis, Escherichia coli 3846. 

tryptophan operon, transcription termination, Escherichia 
coli rifampicin resistant mutant 5124. 

uvrB operon, Escherichia coli insertion mutants, regulation 
3154. 

Optical rotatory dispersion, 

DNA/RNA interaction-rhodium 874. 


Ornithine decarboxylase, 

activity, nafenopin-induced, liver, rats, transcription/ 
translation control 217. 

Orotidine-5’-Phosphate decarboxylase, 

genes, yeasts, transcription-yeasts/Escherichia coli 2858. 

Orthophosphate, 

incorporation-DNA, spleen, mice, bovine serum albumin, 
effects on 1063. 

Oryza sativa, 

cells, DNA polymerase a-like activity, inhibition-aphidicolin 
554. 

DNA biosynthesis, role-DNA polymerase a/DNA 
polymerase y-like activity 4380. 

repetitive DNA, characterization 3042. 

seeds, histones phosphorylation, germination, effects on 3254. 

Ovalbumin, : 

genes, alleles, chickens, cloning/characterization 4344. 

genes, chickens, cloning/expression-Saccharomyces 
cerevisiae 6250. 

genes, chickens, nuclease sensitivity, relationship-structure 
6301. 

genes, chickens, organization/structure/expression 4212. 

genes, chickens, 5’-terminus nucleotide sequence, 
comparison-oviduct/erythrocytes 978. 

genes, chickens, transcription organization, Xenopus laevis 
nuclei 1817. 

genes, in vitro transcription initiation, role-5'-terminus 
sequence 4579, 

genes, oviduct, chickens, 3’-terminus/5’-terminus regions, 
deoxyribonuclease I sensitivity 977. 

genes, transcription, mRNA accumulation, chickens, 
regulation-steroid hormones 4049. 

related, genes, chickens, expression, oestrogen, effects on 
2095. 

mRNA, chickens, precursors, identification 4008. 

mRNA, chickens, processing-RNA high molecular weight 
precursors 2087. 

mRNA, chickens, 5’-terminus nucleotide sequence 5099. 

mRNA, induction-oestrogen, oviduct, chickens 2846. 

mRNA, oviduct, chickens, induction-glucocorticoids 242. 

mRNA, precursors, chickens, nucleotide sequence homology/ 
splicing mechanisms 2072. 

mRNA, production, oviduct, chickens, oestrogen withdrawal, 
effects on 2845. 

Ovis aries, 

fibroblasts, transformation-SV40 DNA 3148. 

Ovomucoid, 

genes, chickens, isolation/characterization 3018. 

genes, chickens, organization/structure/regulation 4211. 
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Ovomucoid,(continued) 

genes, oviduct, chickens, 3’-terminus/5’-terminus regions, 
deoxyribonuclease I sensitivity 977. 

mRNA, chickens, nucleotide sequence determination, use- 
recombinant DNA 2809. 

mRNA, chickens, precursors, identification 4008. 

mRNA, chickens, processing-RNA high molecular weight 
precursors 2087. i 

Oxametacin, 

effects on DNA biosynthesis/DNA repair/DNA superhelix 
structure, spleen cells, mice 4311. 

Oxygen, 

+ radiosensitizers, effects on radiation-induced DNA single- 
stranded breakage, Chinese hamster cell lines 891. 

Oxyphenbutazone, 

effects on DNA biosynthesis, spleen/lung cells, hamsters 
3724. 

Oxytricha fallax, 

macronuclei, actin genes, characterization 962. 

macronuclei, chromatin, nucleosomes arrangement 3265. 

Oxytricha nova, 

DNA, termini, inverted repeat, nucleotide sequences 5629. 

Ozone, 

damage-poliovirus RNA 5480. 


Palladium, 

complex, interaction-DNA 873. 

complex-glycyl-L-tyrosine, interaction-GMP, e.s.r./n.m.r. 
2688. 

Palladium(II), 

binding-nucleoside monophosphate 4472. 

Pallidium(II), 

+ glycyl-histidine, complex, interaction-cytidine/GMP, 
n.m.r. 1296. 

Papaya mosaic virus, 

coat protein, melting-RNA 3451. 

RNA, assembly, polarity 2593. 

Papilloma virus (bovine), 

DNA, cloned, transformation-cells, mice 2430. 

DNA, integration-transformed cells, mice 5737. 

DNA. transformed cells, mice, characterization 3590. 

DNA cloning vectors, construction 6234. 

Papilloma virus (bovine) i, 

DNA, occurrence-connective tissue tumours, horses 862. 

Papilloma virus (bovine) 2, 

DNA, restriction endonuclease mapping 5614. 

Papilloma virus (human), 

strains, genomes DNA, cloning/nucleotide sequence 2250. 

Papilloma virus (human) 1, 

DNA, cloning-Escherichia coli , characterization 946. 

Papio cynocephalus, 

cell lines, baboon endogenous virus, induction-uridine (5'- 
bromodeoxy) 4997. 

Paracentrotus lividus, 

embryos, mitochondria, DNA biosynthesis, during 
development 1665. 

embryos, mitochondria, RNA biosynthesis/ribosomal 
proteins biosynthesis, following fertilization 1433. 

RNA polymerase II, binding-Psammechinus miliaris 
histones genes 5840. 

Paramecium aurelia, 

DNA replication initiation regions, cloning/characterization 
6109. 

mitochondria, chromatin-like structure, characterization 587. 

mitochondria, DNA, determination-Escherichia coli RNA 


polymerase binding sites 2998. 

mitochondria, DNA, nucleotide sequence divergence 3623. 

mitochondria, DNA, nucleotide sequence homology 359. 

Paramecium primaurelia, 

macronuclei, DNA organization/transcription 358. 

Paramecium tetraurelia, 

clones, DNA polymerase, age, effects on 2498. 

Parathyrin, 

effects on procollagen mRNA levels/collagen biosynthesis, 
calvaria, rats 1423. 

mRNA, cattle, complementary DNA, synthesis/restriction 
endonuclease analysis/cloning 2297. 

Parthenocissus tricuspidata, 

crown gall, protoplasts/cells, RNA metabolism 3509. 

Parthenolide, 

inhibition-DNA biosynthesis, HeLa cells 4805. 

Parvovirus, 

DNA replication, cell-free system 3116. 

Peach rosette mosaic virus, 

RNA, characterization 2058. 

Pediastrum boryanum, 

colonies, formation, DNA biosynthesis 2398. 

Penicillinase, 

genes, Bacillus licheniformis , nucleotide sequence 5620. 

genes, Escherichia coli , restriction endonuclease fragments, 
uptake/expression-mammalian cells 5739. 

operons, attenuation regions, Escherichia coli 4337. 

promoters, plasmid pBR322, characterization 5588. 

Penicillium chrysogenum, 

phages, double-stranded RNA, denaturation/renaturation 
5481. 

ribonuclease T,, complex-GMP, n.m.r. 1 141. 

Penicillium solitum, 

conidia, DNA biosynthesis, radiation (u.v.), effects on 1645. 

conidia, DNA content, during initiation 1057. 

Pennisetum americanum, 

repetitive DNA, characterization 3042. 

Peptides, 

complex-double-stranded polynucleotides/DNA, effects on 
melting temperature 5389. 

interaction-DNA/RNA, review 5859. 

Peptidyltransferase, 

centres, conformation, ribosomes, Saccharomyces cerevisiae 
antibiotics-resistant mutant 130. 

centres, Escherichia coli ribosomes, substrates relationship 

P3207: 

Escherichia coli , binding-tRNA 3’-terminus, role-cytosine 
nucleotides 1374. 

Escherichia coli , inhibition-phenylboric acid 1378. 

Escherichia coli ribosomes, inhibition-hygromycin A 127. 

reaction, control, Escherichia coli ribosomes, roletRNA 
(aminoacyl) side chains orientation 3413. 

reconstitution, Escherichia coli ribosomal subunit SOS, role- 
ribosomal proteins 6369. 

ribosomes, review 1270. 

Peridinium cinctum, 

DNA damage, radiation (u.v.), photoreactivation 5576. 

Peroxidase, 

interaction-tRNA, wheat germ/yeasts/Escherichia coli , 
inhibition-indole acetic acid oxidation 3937. 

Pesticides, 

effects on DNA biosynthesis/DNA repair, thymocytes, rats/ 
human lymphocytes 2360. 

Petroselinum crispum, 

DNA reassociation kinetics-Daucus carota 6154. 

RNA polymerase I, purification/characterization 1778. 
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Petroselinum hortense, 

UDPapiose synthase mRNA, radiation (u.v.), effects on 2150. 

Petunia, 

protoplasts, transformation-Agrobacterium plasmids 1078. 

Petunia hybrida, 

chloroplasts DNA, isolation/characterization/restriction 
endonuclease mapping 3043. 

heterochromatin, location/variation 6670. 

nuclease, purification/characterization 2449. 

pollen, DNA repair, induction-mutagens 3713. 


Phage A, 

attachment sites, Escherichia coli proA/B gene, nucleotide 
sequence 3605. 

attachment sites, Klebsiella aerogenes pentitol operon, 
nucleotide sequence 5211. 

chromosomes, transfection efficiency 3825. 

cloning-avian sarcoma virus DNA, recombinants isolation/ 
characterization 1704. 

cloning-phage T4 DNA, genes identification/ 
complementation 1106. 

cloning vectors, characterization 1699, 5732. 

cloning vectors, construction 6232. 

cos gene mutants, construction/characterization 2230. 

cos gene mutants, revertants, characterization 2231. 

cro gene, RNA SS transcription termination sites, 
characterization 2228. 

cro repressor, structure/interaction-DNA 5391. 

cross-linked-DNA, DNA repair 3692. 

DNA, annealing-Escherichia coli , transformation 
enhancement 5308. 

DNA, binding-Escherichia coli endodeoxyribonuclease 
EcoRI 1770. 

DNA, cleavage-restriction endonuclease, N-methyl-N- 
nitrosourea, effects on 2469. 

DNA, closing, catalysis-DNA polymerase I + recBC gene 
enzymes, Escherichia coli extracts 3214. 

DNA, coding-Escherichia coli B-D-galactosidase C- 
terminus, nucleotide sequence 4146. 

DNA, cross-linking-4,5',8-trimethylpsoralen, electrophoresis 
5166. 

DNA, cis-dichlorodiammine platinum II/trans- 
dichlorodiammine platinum II-induced lesions 3548. 

DNA, int protein binding sites, mapping 930. 

DNA, interaction-Escherichia coli membranes 3293. 

DNA, interaction-membranes/proteins, Escherichia coli 
minicells 3839. 

DNA, light scattering 416. 

DNA, mutagenesis, radiation (u.v.), effects on 6068. 

DNA, reaction-Escherichia coli endodeoxyribonuclease 
EcoRI, kinetics 1769. 

DNA, recombination, in vivo/in vitro, use-transfection 4330. 

DNA, recombination products in vitro, catenation 929. 

DNA, ribosomes binding sites, location 4673. 

DNA, RNA polymerase genes-carrying, integration- 
on ime coli , coumermycin A 1/nalidixic acid, effects on 

423. 

DNA, transfection-Escherichia coli 4331. 

Pera as cloning, dapB gene products, identification 
1102. 

DNA packaging, role-Nul gene/A gene 6681. 

Bhaoce role-Escherichia coli dnaB gene proteins 
1021. 

dnaA gene, characterization 2968. 

Escherichia coli chromosomes replication origin-carrying, 
isolation/characterization 928. 


Escherichia coli ksgA gene/pdxA gene-carrying, isolation/ 
characterization 2229. 

fragments, replication control, review 4963. 

gene expression, transposon Tn 10, effects on 3744. 

gene P/gene P93, nucleotide sequence 2961. é 

hybrids, DNA, restriction endonuclease analysis 323. 

hybrids-plasmid pSC101, DNA rearrangement 1513. 

immunity regions, RNA polymerase binding sites, 
characterization 2967. 

inactivation-radiation (u.v.), DNA breakage 4651. 

induction, Escherichia coli mutants, role-DNA-binding 
protein 2583. 

induction-tandem duplication, Escherichia coli , 
characterization 3140. 

int gene transcription, regulation 4052. 

Moloney leukaemia virus DNA, cloning 1710. 

mutants, Escherichia coli groE gene, analysis 4672. 

O gene proteins, binding-repetitive sequences, replication 
origin 4927. 

promoters, endodeoxyribonuclease Haelli fragments, 
isolation 6092. 

promoters, structure/biological activity 6093. 

promoters mutants, DNA, nucleotide sequence 6481. 

prophages, induction-uracil (5-bromo), Escherichia coli , 
relationship-DNA repair 3343. 

prophages, loci, identification-Escherichia coli chromosomes 
3278. 

Psammechinus miliaris histones DNA-carrying, cloning- 
plasmid pBR322 3743. 

radiation (u.v.) damage, DNA repair 5690. 

reactivation, Escherichia coli, tif genes expression, effects on 
2196. 

recombinant, human insulin genes-containing, nucleotide 
sequence 324. 

recombinant clones, Moloney leukaemia virus DNA- 
containing, isolation/characterization 3752. 

recombinants, markers mapping 3571. 

recombination, DNA structure analysis 3570. 

recombination, stimulation, mechanisms 505. 

recombination hotspots, mutation 5597. 

recombination hotspots, nucleotide sequence 3569. 

recombination-Xenopus laevis rRNA 5S genes 4848. 

repressors, isolation/binding-DNA 1242. 

RNA biosynthesis in vitro 2825. 

RNA biosynthesis in vitro, analysis 2080. 

rRNA operon, promoters regions, fusion-Escherichia coli 
lacZ gene 1101. 

superhelical DNA, electron microscopy 348. 

tetracycline resistance genes, mapping 1520. 

transcription, anti-termination-N gene products 2098. 

transcription, termination-Escherichia coli nus A gene 
proteins 6419. 

transcription termination, regulation, review 5400. 

transcription termination, role-Escherichia coli nusA gene 
proteins 5838. 

uracil-containing DNA, recombination, role-DNA repair, 
excision 3691. ‘ 

vectors, cloning/expression-phage T5 DNA 5733. 

virions, packaging-plasmids DNA 915. 

Phage pil, 

cloning vectors-Bacillus subtilis 1104. 

DNA, restriction endonuclease mapping 6094. 

Phage 9C31, 

Streptomyces , cloning-plasmid pBR322 499. Y 

Streptomyces coelicolor , DNA, denaturation mapping 926. 

Streptomyces coelicolor , DNA, restriction endonuclease 
mapping 925. 
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Phage C43, 

Streptomyces coelicolor , DNA, denaturation mapping 926. 

Strepiomyces coelicolor , DNA, restriction endonuclease 
mapping 925. 

transduction-Streptomyces lividans DNA 6230. 

Phage C62, 

Streptomyces coelicolor , DNA, denaturation mapping 926. 

Streptomyces coelicolor , DNA, restriction endonuclease . 
mapping 925. 

Phage ¢KZ, 

DNA, physicochemical properties, c.d./spectroscopy (u.v.) 
1011. 

Phage pW-14, 

amber mutant, DNA, occurrence-uracil (5-[(hydroxymethyl)- 
O-pyrophosphoryl) 5879. 

DNA, inhibition-phage SPP 1 transfection-Bacillus subtilis 
4322. 

Phage 9X174, 

A gene proteins, binding-replicative form DNA 4937. 

A gene proteins, DNA recognition sequence 2227. 

A gene proteins, inhibition-DNA replication 4935. 

A gene proteins, nuclease specificity 3172. 

A gene proteins, purification/ characterization/roleeDNA 
replication 5295. 

A gene proteins, role-DNA replication termination 4936. 

DNA, apurinic sites removal, mutagenesis 6470. 

DNA, attachment-Escherichia coli membranes 2588. 

DNA, binding-4-nitroquinoline 1-oxide/N-hydroxy-2- 
acetylaminofluorene/actinomycin D 6463. 

DNA, bleomycin-treated, use-templates, DNA polymerase L 
requirement-exodeoxyribonuclease III 3216. 

DNA, cleavage-endodeoxyribonuclease MspI 2467. 

DNA, cross-linking-4,5’,8-trimethylpsoralen, electrophoresis 
5166. 

DNA, heat dissociation, analysis 6557. 

DNA, intercistronic region mutants, construction 504. 


DNA, radiation (y) breakage, comparison-apurinic sites 5573. 


DNA, radiation-induced damage, cysteine/cysteamine, 
effects on 1486. 

DNA, replication-Escherichia coli cell-free system, 
stimulation-spermidine 2337. 

DNA biosynthesis, role-Escherichia coli DNA-unwinding 
protein subunits 4931. 

DNA helix, nearest-neighbour stability 5256. 

DNA methylation patterns, replication 5294. 

DNA replication, priming 4777, 4782, 4808. 

DNA replication, role-gene A/Escherichia coli rep gene 
proteins 3680. 

DNA replication-Escherichia coli , cations cofactors, effects 
on 3112. 

DNA strands exchange, promotion-Escherichia coli recA 
gene proteins 6610. 

‘ double-stranded linear DNA/single-stranded circular DNA, 

renaturation products 5593. 

gene A proteins, cleavage-single-stranded DNA 2581. 

genomes, nucleotide sequence 4674. 

methylated DNA, restriction endonuclease cleavage 5594. 

mutants, construction, use-oligodeoxyribonucleotides 6231. 

mutants, DNA, SOS repair, introduction-apurinic sites, 
mutagenesis 4660. 

replicative form DNA, binding-Escherichia coli RNA 
polymerase, electron microscopy 549. 

replicative form DNA biosynthesis origin-containing, 
recombinant plasmids, replication 1698. 

mRNA, stability 3497. 

mRNA biosynthesis, role-termination factor rho 4587. 

single-stranded DNA, base pairs location 1518. 


single-stranded DNA, breakage-DNA-unwinding protein, 
liver, rats 5827. 

single-stranded DNA, cleavage-gene A proteins 620. 

single-stranded DNA, priming-endodeoxyribonuclease 
fragments, DNA polymerase a templates 2501. 

templates, radiation (u.v.)/N-acetylaminofluorene, DNA 
biosynthesis termination sites 4803. 

Phage gl, 

Bacillus subtilis , DNA, restriction endonuclease mapping 
4145. 

use-cloning vectors, Bacillus subtilis 3139. 

Phage 9105, 

Bacillus subtilis , transduction phages, construction/ 
characterization 1099. 

DNA, cloning-plasmids, effects on transduction 495. 

DNA, transfection-Bacillus subtilis 6611. 

Phage g11, 

DNA, restriction endonuclease mapping 2966. 

DNA, structure/restriction endonuclease mapping 4144. 

DNA restriction endonuclease fragments, cloning-plasmid 
pSA2100 4329. 

Phage 915, 

DNA, termini, inverted repeat, nucleotide sequence 5595. 

Phage 92, 

DNA, characterization 3667. 

DNA, physical properties 417. 

Phage 929, 

DNA, condensation-triamines, structure, light scattering/ 
electron microscopy 4671. 

DNA, fluorescence polarization 2322. 

DNA, light scattering 416. 

DNA, organization 6679. 

DNA, promoters sites, utilization-Bacillus subtilis / 
Escherichia coli RNA polymerase, specificity 1160. 
DNA, termini, inverted repeat, nucleotide sequence §595. 

DNA, termini, nucleotide sequence 4669, 4670. 

Phage 93T, 

cloning vectors-Bacillus subtilis 1104. 

DNA, modification, induction 5596. 

DNA methyltransferase, role-resistance- 
endodeoxyribonuclease BsuR 6288. 

Phage 942, 

DNA, characterization 4143. 

Phage 96, 

genomes RNA, mRNA activity 2882. 

Phage 980, 

DNA packaging, role-gene I/gene 2 6680. 

induction-oligodeoxyribonucleotides, Escherichia coli 
permeabilized cells 4495. 

Phage AS-1, 

induction-endodeoxyribonuclease, Anacystis nidulans , 
purification/characterization 5764. 

Phage Dp-4, 

DNA replication, Streptococcus pneumoniae 1022. 

Phage D108, 

DNA, structure, electron microscopy°l 3572. 

Phage fd, 

assembly, DNA-unwinding protein + DNA complex 
interaction-coat protein 2589. 

DNA, complex-DNA-unwinding protein, neutron scattering 
5822. 

DNA, n.m.r. 2969. 

DNA, structure, X-ray diffraction 4147. 

DNA helix, nearest-neighbour stability 5256. 

hybrids-transposon Tn 10, construction, use-cloning vectors 
1100. 

promoters activity in vitro, uridine (deoxy)/uridine (S- 
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Phage fd,(continued) 
bromodeoxy), effects on 2685. 

promoters analogues, interaction-Escherichia coli RNA 
polymerase 4870. 

synthetic promoters, interaction-Escherichia coli RNA 
polymerase, in vitro/in vivo 4441. 

Phage fr, 

RNA, cistrons regulation regions, nucleotide sequence 3427. 

Phage fl, 

+ plasmid pSC101 chimaeras, organization 3560. 

DNA replication origin, role-termination signals 1619. 

Phage F1, 

DNA-unwinding protein, complex-double-stranded 
polynucleotides, effects on melting temperature 5389. 

Phage f2, 

RNA, complex-protein A, effects on Escherichia coli 
membranes permeability 6682. 

Phage GA-1, 

DNA, termini, inverted repeat, nucleotide sequence 5595. 

Phage G4, 

A gene proteins, properties/role-replicative form DNA 
replication 4938. 

Phage H-1, 

DNA, physicochemical properties 4247. 

Phage H-10, 

DNA, physicochemical properties 4247. 

Phage H-17, 

DNA, physicochemical properties 4247. 

Phage H-22, 

DNA, physicochemical properties 4247. 

Phage H-5, 

DNA, physicochemical properties 4247. 

Phage HPicl, 

Haemophilus influenzae , DNA repair, radiation (u.v.) 2345. 

Phage HP1, 

transfection-Haemophilus influenzae , mechanisms 2437. 

Phage HP3, 

transfection-Haemophilus influenzae , mechanisms 2437. 

Phage K, 

DNA biosynthesis, Staphylococcus aureus 5268. 

Phage K10, 

receptors, Escherichia coli , characterization 3842. 

Phage I, 

DNA packaging, electron microscopy 6316. 

Phage MS2, 

genomes, nucleotide sequence 4674. 

infection, Escherichia coli , effects on codons misreading 
2885. 

mutants, RNA polymerase (RNA-dependent) activity 1783. 

protein biosynthesis, in vitro, recognition-glutamine/lysine 
codons 5941. 


RNA, complex-Escherichia coli ribosomal subunit 30S 2010. 


tRNA, complex-ribosomal subunit 30S, Escherichia coli , 
inhibition-rRNA 16S 2011. j 

RNA, fragmentation-ribonuclease H, cleavage sites 
determination 2036. 

RNA, hairpin loops formation 2035. 

RNA, structure/function, (hydroxymethyl)trimethylpsoralen, 
effects on 5958. 

Phage Mu, 

DNA, attachment-Escherichia coli DNA sequence 6508. 

pang la plasmids, fate/association-chromosomes 

DNA, early regions, coding-proteins, Escherichia coli 
minicells 3591. 


DNA, endodeoxyribonuclease BamHI cleavage sites, 
localization 1521. 


DNA, inversions, mechanisms 4833. 

DNA, mapping 325. 

DNA, transfer-Salmonella typhimurium , use-phage P1 1700. 

induction, effects on-Escherichia coli gene expression 4332. 

inversion-Salmonella DNA segments 3746. 

lig gene mutants, characterization 2511. m= 

mediation-Escherichia coli ent gene clusters transposition, 
gene mapping 6509. 

repressor gene, transcription 788. 

transcription 787. 

transposition, mechanisms 4675. 

use-Escherichia coli ompB gene cloning 6627. 

variants, insertion-plasmid pML2, plasmids, isolation/ 
characterization 1087. 

Phage M13, 

cloning systems, DNA primers, construction/amplification 
1701. 

cloning vectors, construction/characterization 6612. 

DNA, cloned replication origin, control-plasmid pBR322 
replication 1092. 

DNA, nucleotide sequence, comparison-phage fd 6095. 

DNA biosynthesis/RNA biosynthesis, role-DNA-binding 
protein 5388. 

DNA replication-Escherichia coli , cations cofactors, effects 
on 3112. 

mRNA, isolation/identification/characterization 3573. 

Phage Nf, 

DNA, termini, inverted repeat, nucleotide sequence 5595. 

Phage N17, 

DNA, cytosine (5-hydroxy) identification 326. 

Phage N3, 

Haemophilus influenzae , DNA, characterization 2970. 

Phage Pal6, 

mutants, DNA, restriction endonuclease analysis 931. 

Phage PBSH, 

DNA, characterization/biological properties 4820. 

Phage PM2, 

bleomycin-induced DNA damage, sites specificity 302. 

closed circular DNA strands breakage, induction-chartreusin 
4657. 

covalently closed circular DNA, cleavage-bleomycin, 
potentiation-camptothecin 6468. 

DNA, conformational analysis, quantitation, methodology 
22528 

DNA, damage-bleomycin/talisomycin analogues, 
comparison 2176. 

DNA, fragmentation-bleomycin 303. 

DNA, high ionic strength-induced structure transitions 933. 

DNA, interaction-cis-dichlorodiammine platinum II 
analogues, relationship-cytotoxicity 901. 

DNA, interaction-cis-dichlorodiammine platinum II 902. 

DNA, intercalation-antitumour antibiotics BBM-928A 2233. 

DNA, intercalation-diacridines 2203. 

DNA, radiation (X) induction-single-stranded breakage, 
kinetics 5175. 

DNA, single-stranded/double-stranded breakage, bleomycin 
analogues 2917. 

DNA-binding protein, interaction-lipids 4928. 

Phage Pl, 

adenine + guanine-rich segments, insertion sequence | 
transposition 1103. 

DNA, denaturation mapping 5192. 

inversion-Salmonella DNA segments 3746. 

restriction endonuclease genes, transposons mutagenesis 
3745. 

transduction-Escherichia coli , DNA fate 2424. 

transduction-Escherichia coli , DNA structure 2251. 
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Phage P2, 

DNA content, relationship-heat stability 859. 

Phage P22, 

deoxyribonucleoproteins, linkage formation, sodium 
disulphite, effects on 4899. 

DNA, binding-bis(haloalky])piperidine derivatives 2388. 

DNA, interaction-Escherichia coli RNA polymerase 3197. 

DNA, late regions, gene mapping 932. : 

DNA, structure 3574. 

proteins, interaction-DNA 4442. 

repressors genes, nucleotide sequence 6096. 

Salmonella , DNA replication-Escherichia coli dna mutant 
466. 

Phage Qf, 


RNA, complex-Escherichia coli ribosomal subunit 30S 2010. 


RNA, interaction-Escherichia coli hosts factors proteins 
3299. 

RNA polymerase (RNA-dependent), templates-free RNA 
biosynthesis, products analysis 6408. 

RNA polymerase (RNA-dependent), templates free/directed 
RNA biosynthesis, kinetics 6409. 

RNA replication, radiation (u.v.), effects on 1053. 

RNA replication, role-hosts factors/ribosomal protein S1 
2826. 

RNA replication, role-phages/hosts proteins 3485. 

Phage R96, 

DNA, transformation-Rhodopseudomonas sphaeroides 
3141. 

Phage R17, 

mRNA, binding-wheat germ ribosomes, specificity 828. 

Phage SB-I, 

DNA, physicochemical properties 4248. 

Phage Sd, 

deoxyribonucleoproteins, linkage formation, sodium 
disulphite, effects on 4899. 

Phage SPA, 

Bacillus subtilis , DNA methyltransferase genes, identificatin 
2910. 


Phage SPP1, 

Bacillus subtilis , DNA, structure, relationship-transfection 
activity 4177. 

DNA, maturation 4257. 

transfection-Bacillus subtilis , inhibition-phage pW-14 DNA 
4322. 

Phage SP01, 

DNA, early promoters, transcription mapping 6482. 

DNA, early transcription units, mapping 6483. 

early transcription, novobiocin, effects on 203. 

replication, infected cells 5272. 

RNA, processing-Bacillus subtilis 4031. 

Phage SP02, 


‘cloning vectors-Bacillus subtilis 1104. 


DNA, cloning-plasmids, effects on transduction 495. 

mutants, DNA, inactivation-radiation (u.v.), proteins 
enhancement 5171. 

Phage SP10, 

DNA, restriction-modification-Bacillis subtilus 3747. 

Phage SP82, 

RNA, processing-Bacillus subtilis 4031. 

transcription mapping 3428. 


Phage S13, 

B gene, promoters, mapping 4148. 

double-stranded DNA, breakage, phosphorus-32 
incorporation 307. 
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Phage TaZ, 

transfection-Thermoactinomyces vulgaris 3147. 

Phage Tal, 

transfection-Thermoactinomyces vulgaris 3147. 

Phage Tl, : 

DNA, radiation (y), endonuclease S, (Aspergillus) cleavage 
sites 4122. 

DNA, restriction endonuclease mapping 3575. 

DNA biosynthesis, role-Escherichia coli chromosomes 
degradation 3681. 

genes, enhancement-recombination 1105. 

Phage T2, 

DNA, stress-relaxation 1611. 

DNA solutions, hydrodynamics 4774. 

infected, Escherichia coli , membranes-associated RNA 
polymerase complex-DNA, properties 3489. 

infected, Escherichia coli , membranes-associated RNA 
polymerase complex-DNA, RNA biosynthesis 3490. 

Phage T3, 

DNA, phage T7 RNA polymerase promoters, occurrence/ 
nucleotide sequence 4682. 

DNA, RNA polymerase promoters sites, mapping 1524. 

DNA-binding protein, interaction-DNA 4437. 

DNA-binding protein, role-DNA packaging in vitro 1235. 

DNA transcription, inhibition-violamycins 3495. 

DNA transcripts, 5’-terminus nucleotide sequence 149. 

radiation (u.v.) + 8-methoxypsoralen damage, DNA repair 
4268. 

RNA chains elongation-Escherichia coli RNA polymerase, 
guanosine tetraphosphate, effects on 6649. 

RNA polymerase, promoters, location/function/nucleotide 
sequence 4678. 

Phage T4, 

cytosine-containing DNA, restriction endonuclease mapping 
1523. 

denV gene, cloning/expression-Escherichia coli 6233. 

DNA, cloning-phage A, genes identification/complementation 
1106. 

DNA, introduction-hosts cells, platinum complex, effects on 
1484. 

DNA, restriction endonuclease mapping 4699. 

DNA biosynthesis, toluene-treated cells, role-RNA 467. 

DNA glycosylase-endodeoxyribonuclease (apurinic or 
apyrimidinic) association 6636. 

DNA polymerase, biosynthesis, regulation 55 18. 

DNA polymerase, DNA bases incorporation errors, 
templates nucleotide sequence, effects on S113 

DNA polymerase, inhibition-TTP (3'-fluoro) 4473. 

DNA replication proteins, stimulation-DNA polymerase 
6197. 

DNA restriction endonuclease mapping/gene mapping, 
comparison 4680. 

DNA-unwinding protein, amino acid sequence 3285. 

DNA-unwinding protein, binding-DNA/RNA, specificity 
3833. 

DNA-unwinding protein, binding-oligonucleotides/ 
polynucleotides 3832. 

DNA-unwinding protein, primary structure 6311. 

DNA-unwinding protein, proteolytic enzymes digestion 
products binding-oligonucleotides/polynucleotides 3834. 

DNA-unwinding protein, C-terminus removal, effects on 
2582. 

double-stranded RNA, characterization, centrifugation 148. 

endodeoxyribonuclease, purification/characterization 4861. 

endodeoxyribonuclease, substrate specificity 4864. 

endodeoxyribonuclease V, effects on radiation (u.v.)-treated 
DNA 1752. 
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Phage T4,(continued) 

endodeoxyribonuclease V, pyrimidines dimers cleavage, 
comparison-Micrococcus luteus endodeoxyribonuclease V 
3181. 

endonuclease V, determination-DNA pyrimidine dimers, 
radiation (u.v.), mammalian cells 6065. 

gene 41/gene 61 proteins, oligonucleotides synthesis 1453. 

gene 41 proteins, DNA-dependent guanosinetriphosphatase, 
characterization 6196. 

induction, polynucleotide 5'-hydroxyl-kinase/ 
polydeoxyribonucleotide synthetase/polyribonucleotide 
synthetase/DNA polymerase, Escherichiacoli , purification 
4889. 

infected, Escherichia coli , membranes-associated RNA 
polymerase complex-DNA, properties 3489. 

infected, Escherichia coli , membranes-associated RNA 
polymerase complex-DNA, RNA biosynthesis 3490. 

infection-Escherichia coli , modification-tRNA(valyl!) 
synthetase 714. 

infection-Escherichia coli , ribonuclease D modification 4353. 

modification-Escherichia coli RNA polymerase 6648. 

polydeoxyribonucleotide synthetase, restriction endonuclease 

polyribonucleotide synthetase (ATP), joining-tRNA Ala, 
yeasts 2719. 

polyribonucleotide synthetase (ATP), reaction mechanisms 
5359. 

polyribonucleotide synthetase, optimum temperature 4388. 

polyribonucleotide synthetase, use-synthesis-5’-terminus 
initiation codons-containing oligonucleotides 2706. 

pyrimidines dimers-specific DNA glycosylase, 
characterization 1181. 

radiation (u.v.) + 8-methoxypsoralen damage, DNA repair 
4268. 

recombination, mechanisms 506. 

recombination, recombinants structure 507. 

replication, regions, preferences 1014. 

ribonuclease III-lacking, tRNA, tRNA Gln + tRNA Leu- 
containing, characterization 1950. 

RNA, hybridization-competition, products analysis 141. 

tRNA genes, nucleotide sequence 4677. 

tRNA genes, transcription in vitro 2722. 

tRNA genes, transcription unit, mapping 4681. 

tRNA genes clusters, transcripts, cleavage-Escherichia coli 
endoribonuclease 1140. 

tRNA genes transcription control 204. 

RNA primers synthesis, DNA replication systems, in vitro 
6008. 

tetrahydrofolate dehydrogenase genes, containing, DNA 
fragments, isolation/characterization 2235. 

transcription DNA mapping/transcripts identification 6097. 

wild-types/mutants, DNA polymerase, inhibition-antibiotics 
5345. 

Phage T4D, d 

gene 32-containing plasmids recombinant, construction/ 
characterization 6078. 

recombination, Escherichia coli mutants 508. 

Phage TS, 

deletion mutant, isolation/characterization 2234. 

DNA, cloning/expression-phage A vectors 5733. 

DNA concatamers, structure 3577, 

DNA polymerase, primers-templates dependent catalysis, 
mechanisms 552. 

DNA transfer variants 3132. 

recombination 4333. 

Phage T7, 

AO promoter, nucleotide sequence 329. 
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capsids, complex-DNA, characterization/role-packaging 
intermediates 3840. 

cloned RNA polymerase genes, nucleotide sequence 6484. 

defective mutant, DNA biosynthesis 3718. 

DNA, denaturation, manganese, mechanisms 5257. 

DNA, electron microscopy autoradiography 4096. 

DNA, entry-Escherichia coli cells 2415. 

DNA, interaction-Escherichia coli RNA polymerase 3197. 

DNA, late regions, isolation-Escherichia coli promoters 
2911. 

DNA, modified restriction endonuclease fragments, 
alkylation-complementary DNA 2971. 

DNA, polycations-induced condensation 1012. 

DNA, radiation (u.v.) damage, role-coat protein interaction 
S1733 

DNA, restriction endonuclease mapping 5599. 

DNA, templates, gene expression, specificity 3391. 

DNA, termini-gene 4, nucleotide sequence 6485. 

DNA, transcription mapping 4149. 

DNA-binding protein, role-recombination 6673. 

DNA biosynthesis initiation sites 4679. 

DNA early regions, transcription-RNA polymerase, 
Escherichia coli , in vitro 6272. 

DNA helix, unwinding-formaldehyde 4250. 

DNA polymerase, purification/characterization 6278. 

DNA repair, asymmetry 6179. 

DNA replication, electron microscopy 327. 

DNA replication, radiation (u.v.), effects on 2384. 

DNA replication, stimulation-RNA polymerase 427. 

DNA replication origin, nucleotide sequence 328. 

gene 0.3 mRNA, nucleotide sequence 6385. 

gene | regions, endodeoxyribonuclease MspI fragments, 
nucleotide sequence 3578. 

gene 4 proteins, recognition-templates sequence, RNA 
primers biosynthesis 4676. 

genes 0.3, nucleotide sequence 330. 

late mRNA, ribosomes binding sites, structure 4543. 

mutagenesis, Escherichia coli transfection-phage T7 DNA 
following alkylation 1702. 

mutation induction-radiation (y), error-prone DNA repair, 
effects on 1025. 

promoters DNA, recognition-Escherichia coli RNA 
polymerase, strands specificity 2475. 

replication mutants, gene 1.2, nucleotide sequence analysis 
3576. 

RNA, processing-ribonuclease III 4015. 

RNA chains elongation-Escherichia coli RNA polymerase, 
guanosine tetraphosphate, effects on 6649. 

RNA polymerase, mRNA transcription specificity 4016. 

RNA polymerase genes, nucleotide sequence 5598. 

idle fiat promoters, occurrence-phage T3 DNA 

RNA polymers, promoters selection, regulation in vitro 1161. 

RNA promoters, nucleotide sequence 5600. 

transcription complex, termination factor rho-dependent 
RNA release 796. 


Phage 11, 

Rhizobium meliloti , transduction, use-gene mapping 1098. 

Phage 16-3, 

Rhizobium meliloti , mismatched DNA repair, efficiency 
1033. 

Phage 186, 

DNA biosynthesis initiation sites, mapping 6480. 

in vitro transcription 5503. 
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Phage 2C, 

Bacillus subtilis , DNA replication, macromolecular 
biosynthesis inhibitors, effects on 5707. 

Phage 82, 

late genes regulation regions, organization/properties 947. 


Phages, 

DNA. characterization 924. 

DNA, modified bases, review 1874. 

DNA repair, Bacillus subtilis , role-DNA polymerase III 
1172. 

DNA repair, review 4950. 

double-stranded DNA, packaging, review 630. 

double-stranded DNA replication, inhibition-plasmids 
CloDF 13, genes analysis 1085. 


Erwinia carotovora , DNA, physicochemical properties 2321. 


Escherichia coli , in vitro fidelity replication, mutants 1788. 

Escherichia coli fumarate reductase genes-containing, 
characterization 927. 

genes, proteins-coding regions, localization 2232. 

Myxococcus , superhelical DNA, electron microscopy 348. 

Penicillium chrysogenum , double-stranded RNA, 
denaturation/renaturation 5481. 

replication gene O, cloning/gene expression 5307. 

RNA. replication/nucleotide sequence/genes, review 1876. 

single-stranded, cloning-DNA, nucleotide-sequence 
determination 2303. 

synthetic models, uracil (S-alkyl)-containing DNA, 
degradation-nuclease 545. 

Phaseolin, 

genes, Phaseolus vulgaris , introns detection 3044. 

Phaseolus, 

chloroplasts, tRNA, homology-Spinacia /Zea mays / 
Euglena 1340. 

species, geriomes organization 3045. 

Phaseolus angularis, 

seedlings. ribosomes, mannitol-induced water stress, effects 
on 1372. 

Phaseolus coccineus, 

satellite DNA, characterization 2307. 

Phaseolus mungo, 

seeds. occurrence-mRNA, low molecular weight proteins 
2151. 

Phaseolus vulgaris, 

chloroplasts, tRNA Phe/tRNA Leu, nucleotide sequence, 
comparison-Spinacia oleracea 3382. 

genomes. heat denaturation/reassociation kinetics 2329. 

hypocotyls, nucleoli, RNA biosynthesis 790. 

leaves, DNA/RNA/proteins content, adenine (benzy]), 
effects on 464. 

phaseolin genes, introns detection 3044. 

Phenacetin, 

effects on! sister chromatid exchange/chromosome 
aberrations, rats 1218. 

Phenanthridines, 

interaction-DNA, kinetics 2944. 

o-Phenanthroline, 

complex-IMP + copper(II), crystal structure 3361. 

1,10-Phenanthroline, 

copper complex, cleavage-DNA 2953. 

copper complex, degradation-DNA 2168. 

effects on DNA biosynthesis, Ehrlich ascites tumour cells 
2392. 


Phenazone, 

effects on sister chromatid exchange/chromosome 
aberrations, rats 1218. 

Phenobarbital, 

effects on protein biosynthesis/mRNA, liver, rabbits 3946. 

induction-cytochrome P-450 variants mRNA, liver, rats 
5150. 

induction-glutathione transferase mRNA, liver, rats 6040. 

Phenobarbitone, 

effects on epoxide hydrolase mRNA levels, liver, rats 4609. 

stimulation-DNA biosynthesis, liver cells, rats 3122. 

Phenol, 

impurities, + copper, effects on poliovirus RNA 
sedimentation 2051. 

impurities, + copper, inactivation-poliovirus RNA 2127. 

Phenosafranine, 

complex-DNA, heat denaturation 4105. 

Phenylalanine ammonia-lyase, 

mRNA, Phaseolus vulgaris , induction-hormones, 
actinomycin D, effects on 5461. 

Phenylalanine 4-Monooxygenase, 

mRNA, hepatoma cell lines, rats, translation control 4524. 

Phenylalanine mustard, 

cross-linking-DNA, L1210 cells 4112. 

Phenylalanyl adenylate, 

condensation, poly (U)/histones, effects on 2717. 

Phenylboric acid, 

inhibition-peptidyltransferase, Escherichia coli 1378. 

Phenylhydrazine, 

effects on DNA biosynthesis, spleen, rats 1064. 


Phialophora virus A, 

RNA polymerase (RNA-dependent) activity 4367. 

Philosamia ricini, 

spermatocytes, radiation (y)-induced chromosome 
aberrations 2578. 

Phleomycin, 

complex-copper(II), binding-DNA 2931. 

Phosphates, 

starvation, effects on RNA biosynthesis, Escherichia coli 
800. 

Phosphoenolpyruvate carboxykinase (GTP), 

mRNA, kidney, rats, induction-dexamethasone, inhibition: 
cycloheximide 1424. 

mRNA, liver, rats, turnover, regulation 844. 

Phosphoglycerate kinase, 

genes, yeasts, isolation/characterization, methodology 2440. 

mRNA, levels, spermatogenesis, testis, mice 1439. 

Phospholipids, 

association-ribosomes, Bacillus megaterium 1364. 

Phosphonoformate, 

inhibition-DNA replication, cytomegalovirus 4300. 

inhibition herpes simplex virus 1/herpes simplex virus 2 
replication 3719. 

Phosphonoformic acid, 

inhibition-DNA polymerase (RNA-dependent), avian 
myeloblastosis virus/R auscher leukaemia virus 2506. 

Phosphoramide mustard, 

adducts-guanosine/guanosine (deoxy) 1889. 

Phosphorus, 

distribution-nucleosomes 4403. 

Phosporylation, 

initiation factor 2, ribosomal proteins-mediated, L cells 1381. 
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Photoreactivation, 

radiation (u.v.)-induced DNA damage, Escherichia coli 
1028. 

Physalia physalis, 

venom, endonuclease, purification/characterization 6255. 

Physarum polycephalum, 

chromatin, nucleosomes fractions, characterization 3815. 

DNA. repetitive sequence organization 3620. 

DNA methylation, restriction endonuclease analysis 362. 

DNA polymerase, multiple forms 3210. 

histone H4 acetylation, role-chromatin structure/function 
1806. 

methylated DNA, cleavage-endodeoxyribonuclease Hpall/ 
endodeoxyribonuclease Hhal 2395. 

nuclear matrix, role-DNA replication 3075. 

replication initiation, S phase, DNA isolation/ 
characterization 3068. 

mRNA, ribonucleoprotein (messenger)-polyribosomes 
transfer, poly (A) processing 4560. 

RNA biosynthesis, RNA polymerase II activity/ 
concentration, effects on 4021. 

rRNA gene, termini, inverted repeat/single-stranded regions 
3001. 

rRNA gene introns, nucleotide sequence 4713. 

RNA polymerase II, cell cycle, effects on 4372. 

RNA polymerase II, structure 4872. 

mRNA translation, growth/starvation, effects on 2135. 

starvation phase, tRNA, characterization 5029. 

transcription, review 3327. 

Phytochrome, 

regulation-Lemna gibba RNA biosynthesis, temperature/2,4- 
dinitrophenol, effects on 821. 

Picea glauca, 

DNA. reassociation kinetics 3655. 

Pichinde virus, 

recombinants-Munchique virus, characterization 1395. 

RNA. electrophoresis, molecular weight determination 3984. 

RNA, nucleotide sequence 3442. 

Picornavirus, 

RNA, structure/translation/replication, review 3305. 

Pieris brassicae, 

development, RNA metabolism, models 4576. 

Pinus banksiana, 

DNA. reassociation kinetics 3655. 

Pinus lambertiana, 

DNA. reassociation kinetics 3655. 

Pinus resinosa, 

DNA, reassociation kinetics 3655. 

Pinus sibirica, 

ova, DNA content, development, effects on 4262. 

Pisces, 

DNA, characterization 3668. 

Pisum, 

cell-free system, translation-tobacco mosaic virus/avian 
myeloblastosis virus/endogenous mRNA 1981. 

Pisum sativum, 

cell-free system, mRNA translation, chlorides, effects on 
4080. 

chloroplasts, membranes, associated, transcription products, 
during development 224. 

cotyledons, ribonuclease isoenzymes, analysis 2455. 

eee gibberellic acid cells elongation, effects on 

DNA content, during elongation growth, gibberellic acid/ 
uridine (fluorodeoxy), effects on 1660, 

DNA replication, replicons joining, cell cycle 5683. 

DNA/RNA content, simazine, effects on 105]. 


embryos, polyribosomes formation, cordycepin, effects on 
3961. 
genomes, repetitive sequence 5666. ~~ 
leaves, chloroplasts DNA, tRNA genes, characterization 
2310. 
lectins mRNA, translation-cell-free system 3523. 
nascent DNA breaks, G phase 3046. 
protein biosynthesis cell-free system, preparation/ 
characterization 2753, : 
ribonucleoprotein (messenger), translation/characterization 
5369, 
ribulosebisphosphate carboxylase subunits mRNA, 
complementary DNA, cloning/nucleotide sequence 2309. 
seedlings, ribulose-1,5-bisphosphate carboxylase MRNA 
activity, light, effects on 6023. 
vicilin/legumin mRNA, complementary DNA, synthesis/ 
characterization 3047. 
Plant viruses, 
RNA, molecular weight determination, methodology 5493. 
Plants, 
chromatin structure, review 9. 
DNA repair, radiation (y), exogenous gibberellic acid, effects 
on 4041, 4802, 
RNA polymerase I, regulation/kinetics, comparison- 
Escherichia coli 550. 
tRNA Val, chromatography 4498. 
Plasmids, 
+ leu-enkephalin genes, carrying, Escherichia coli , \eu- 
enkephalin production 3149. 
Agrobacterium , transformation-Petunia protoplasts 1078. 
Agrobacterium rhizogenes , nucleotide sequence homology 
5582. 
Agrobacterium rhizogenes /Agrobacterium tumefaciens , 
structure/function, comparison 2219. 
antibiotic resistance, heterologous, transformation- 
Streptococcus pneumoniae 1691. 
antibiotic resistance, incompatibility 2419. 
argR gene-carrying, Escherichia coli , isolation/ 
characterization 857. 
Bacillus megaterium , DNA, base composition/reassociation 
kinetics 2958, 
Bacillus megaterium , DNA, restriction endonuclease/ 
denaturation mapping 2957. 
Bacillus subtilis , cloning vectors, construction 5727. 
Bacillus thuringiensis , isolation/characterization 4663. 
binding-Escherichia coli cells/membranes fractions 4445. 
lee pe neist Sone LAL coli transformation, specificity 
56. 
chimaeras, Streptococcus , construction/characterization/use- 
cloning vectors-Streptococcus sanguis 1079. 
CloDF 13, immunity genes, nucleotide sequence 916, 
CloDF13, inhibition-phages double-stranded DNA 
replication, genes analysis 1085. 
eae replication control mutation, characterization 
585. 
CloDF13/ColE1, replication/structure, review 4968. 
cloning-DNA fragments, Drosophila melanogaster 
mitochondria 1124. 
cloning-phage @105/phage SP02 DNA, effects on 
transduction 495. 
cloning vectors, construction/characterization 3732. 
cloning vectors, endodeoxyribonuclease KpnI DNA 
fragments, construction 3741. 
closed circular DNA, purification, methodology 3525. 
coding-catabolism, review 4970. 
ColE1. DNA, melting curve 415. 
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Plasmids,(continued) 

ColE1, DNA, unwinding-N-acetoxy-N-2- 
acetylaminofluorene/N-acetoxy-N-2-acetylamino 7- 
iodofluorene 1492. 

ColE1, DNA conformation, salts, effects on 4246. 

ColE1. DNA inverted repeat, hairpin loops formation 5255. 
ColE1, DNA repair, radiation (u.v.), role-calf thymus DNA 
polymerase 8 2342, P 

ColE1. DNA strands breakage-oxygen radicals 5180. 

ColE1, hybrids, Escherichia coli -carrying, glutamine 
syrithetase modification 1084. 

ColE1, relaxation complex, electrophoresis 3291. 

ColE1. replication regions, function relationship 318. 

ColE1. RNA polymerase binding sites, determination, use- 
plasmids ColE1 x transposon Tn3 hybrids 917. 

ColE1, RNA primers formation, inhibition 4573. 

ColE1. structure/replication, Escherichia coli DNA 
unwinding protein temperature-sensitive mutant, effects on 
6225. 

ColE1, superhelix, c.d. 4245. 

ColE}1. transcription, promoters mapping 6080. 

ColE1/ColK, recombination-plasmid pLG500 497. 

ColE1/plasmid p1SA, DNA homology 5187. 

ColE2/ColE3, restriction endonuclease mapping 5186. 

Colla/Collb/plasmid V-K30, effects on mutagenesis/ 
induction-colicin E1 synthesis 3690. 

ColV-K30, associated, ribonuclease activity 1135. 

content, Vibrio parahaemolyticus 6629. 

control-Escherichia coli haemolysins production, 
determinants regions mapping 5581. 

cosmids. cloning, methodology 6598. 

derived from phage Mu variants insertion-plasmid pML2, 
isolation/characterization 1087. 

DNA. Bacillus subtilis , transfer during transformation 496. 

DNA. cloning/expression 4326. 

DNA, detection, Streptomyces ambofaciens 263. 


DNA, Kluyveromyces lactis , isolation/characterization 2960. 


DNA. packaging-phage A virions 915. 

DNA. radiation (u.v.) damage, Escherichia coli DNA repair 
efficiency 5691. 

DNA. rRNA gene-containing, Saccharomyces cerevisiae , 
characterization 5583. 

DNA, Saccharomyces cerevisiae , characterization 2226. 

DNA. Saccharomyces cerevisiae , cloning/mapping 2274. 

DNA. separation/characterization, methodology 6051. 

DNA cloning vectors, construction/characterization- 
Drosophila melanogaster 6599. 

Escherichia coli , gene mapping 2959. 

Escherichia coli , isolation, methodology 6456. 

Escherichia coli , mobilization-F factors, mechanisms 3135. 

Escherichia coli , purification, methodology 5552. 

Escherichia coli ampC gene-carrying, mapping/expression 
2220 

Escherichia coli dnaG gene/rpoD gene-carrying, 
organization/expression 914. 

Escherichia coli K 12/plasmid pCM959, replication patterns, 
Escherichia coli , analysis 426. 

Escherichia coli pss gene-carrying, construction/ 
characterization 6223. 

Escherichia coli replication origin-carrying, construction/ 
characterization 493. 

_ Escherichia coli tryptophan operon genes-carrying, 
construction 1082. 

expression-Rhizobium leguminosarum 1077. 

F factors, incC gene regions, nucleotide sequence 6478. 

F factors, transcripts, R loops analysis, electron microscopy 
5961. 


F factors, transfer regions, cloning-transposon Tn! 1086. 

F factors/InclI plasmids, replication/incompatibility, review 
4961. 

guinea-pigs casein/B-lactalbumin complementary DNA- 
containing, construction/characterization 4825. 

Haemophilus influenzae , transformation efficiency 4826. 

Hly plasmid, DNA nucleotide sequence, comparison 319. 

human a-lactalbumin complementary DNA-containing, 
construction/characterization 3032. 

human leucocytes interferon-containing, construction/ 
identification 3731. 

hybrids, Drosophila melanogaster DNA fragments- 
containing, cloning-Escherichia coli 4325. 

hybrids, transformation-Saccharomyces cerevisiae 1692. 

insertion, Staphylococcus aureus transposon Tn554, 
isolation/characterization 6090. 

interaction-progesterone receptors, chickens 5397. 

lactose operon Y gene-carrying, structure/expression 316. 

like, DNA, Podospora anserina , characterization/cloning 
367. 

like, DNA, Podospora anserina , transformation-senescence 
4843. 

linked, DNA, mitochondria, yeasts, transformation- 
Saccharomyces cerevisiae 2438. 

mediation-radiation (u.yv.) resistance/mutagenesis, bacteria 
4829, 

mediation-radiation (u.v.) resistance/mutagenesis, bacteria, 
mechanisms 5728. 

Neisseria meningitidis , detection/characterization 4094. 

Neurospora crassa mitochondria, characterization 5584. 

Nostoc , DNA, characterizaton 2218. 

phage Mu DNA-containing, fate/association-chromosomes 
3138. 

plasmid Advgal, integration-cells, mice 4830. 

plasmid Advh93, nucleotide sequence 2961. 

plasmid CloDF 13, cloacins/immunity genes, transcription 
mapping 1514. 

plasmid Incla, DNA primase, role-Escherichia coli DNA 
replication 4386. 

plasmid K99, fragments, antigens genes-carrying, cloning/ 
expression 1693, 

plasmid NAH/plasmid SAL, Pseudomonas putida , DNA, 
characterization 3558, 

plasmid N3, endodeoxyribonuclease EcoRII genes, cloning 
498. 

plasmid pAMA1, Streptococcus , deletion mutant, 
characterization 320. 

plasmid pBM309, Bacillus megaterium , characterization 
2223. 

plasmid pBR313/plasmid pBR322, isolation 5553. 

plasmid pBR322, bla gene, sites-specific mutagenesis 2420. 

plasmid pBR322, carrying, liposomes, binding-Nicotiana 
tabacum protoplasts 6602. 

plasmid pBR322, chimaeras-Saccharomyces cerevisiae , 
cloning/expression 6237. 

plasmid pBR 322, cloning-adenovirus (human) 6/adenovirus 
(simian) SA7 DNA restriction endonuclease fragments 6615. 

plasmid pBR322, cloning-herpes simplex virus | thymidine 
kinase genes 1707, 

plasmid pBR322, cloning-herpes simplex virus 2 DNA, 
recombinants characterization 6618. 

plasmid pBR322, cloning-phage 9C31, Streptomyces 499. 

plasmid pBR322, cloning-Psammechinus miliaris histones 
DNA-carrying phage A 3743. 

plasmid pBR322, cloning-spleen focus-forming virus 1113. 

plasmid pBR322, cloning-uteroglobin genes, rabbits, 
recombinants characterization 525. 
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Plasmids,(continued) 

plasmid pBR322, containing, DNA complementary-a-globin/ 
B-globir. mRNA, ducks, analysis 3020. 

plasmid pBR322, derivatives, tryptophan operon promoters- 
containing, construction 1091. 

plasmid pBR322, DNA, cleavage-endodeoxyribonuclease 
EcoRI, inhibition-polynucleotides 1153. 

plasmid pBR322, DNA, poly (G), self-dissociation 1942. 

plasmid pBR322, DNA, replication-Xenopus laevis oocytes 
4264. 

plasmid pBR322, DNA, restriction endonuclease cleavage/ 


unwinding, inhibition-cis-dichlorodiammine platinum IT 6073. 


plasmid pBR322, DNA, transfer-fibroblasts, mice 1089. 
plasmid pBR322, Escherichia coli , cloning/expression-foot- 
and-mouth disease virus antigens complementary DNA 

750. 

acd pBR322, F-factors containing construction/charac- 
terization 3736. 

plasmid pBR322, hybrids, cloning-Escherichia coli ara gene 
deletion 3738. 

plasmid pBR322, penicillinase promoters, characterization 
5588. 

plasmid pBR 322, promoters cloning vectors, construction/ 
characterization 3737. 

plasmid pBR322, recombinant, Xenopus laevis embryos 
mRNA genes-containing, construction/characterization 
1088. 

plasmid pBR322, recombination hotspots, structure 6081. 

plasmid pBR322, replication, control-phage M13 DNA 
cloned replication origin 1092. 

plasmid pBR322, replication-Xenopus laevis oocytes 6586. 

plasmid pBR322, tet gene promoters, modification 4140. 

plasmid pBR322/plasmid pAC YC 184, transcription signals 
organization 4668. 

plasmid pBR327/plasmid pBR 328, construction/ 
characterization 1695. 

plasmid pCG86, gene mapping 4141. 

plasmid pCR1, DNA, base pairs formation, electron 
microscopy 5587. 

plasmid pC W7/plasmid pC221, Staphylococcus aureus , 
characterization/restriction endonuclease analysis/cloning 
6477. 

plasmid pC 194, transformation, Bacillus subtilis DNA 
insertion, effects on 6228. 

plasmid pDB101, restriction endonuclease mapping 918. 

plasmid pEA566, Erwinia carotovora , characterization 919. 

plasmid pEG1, derivatives, temperature-sensitive deletion 
mutant, restriction endonuclease analysis/electron 
microscopy 2222. 

plasmid pE194, ermC gene, nucleotide sequence 2224. 

plasmid pE194, erythromycin-resistance proteins, post- 
transcription regulation 737. 

plasmid pE194, RNA methyltransferase, purification/ 
characterization 5786. 

plasmid pHC79, DNA fragments cloning vectors, 
construction/characterization 6603. 

plasmid PIY2, DNA, transformation-Escherichia coli , role- 
protons gradients 6243. 

plasmid pJDB219, transformation-Saccharomyces cerevisiae 
. plasmids loss 4828. 

plasmid pK H47, cloning vectors, construction 6226, 

plasmid pK K3535, promoters, transcription mapping 4667. 

plasmid pK Y31, integration-Escherichia coli temperature- 
sensitive mutant 1093. 

plasmid pLG500, recombination-ColE1/ColK 497. 

plasmid pLS1/plasmid pLS2, Erwinia chrysanthemi , 
purification/chracterization 2962. 


plasmid pMB1, endodeoxyribonuclease EcoRI/DNA 
methyltransferase genes, nucleotide sequence 6089. 

plasmid pMB4, endodeoxyribonuclease EcoRI/DNA 
methyltransferase genes, nucleotide sequence 6088. 

plasmid pMB9, DNA, recombination in vitro, electron 
microscopy 1090. — 

plasmid pMB9/plasmid pBR325, uptake-Lemna perpusilla 
4328. 

plasmid pMV158, DNA, transformation-Streptococcus 
pneumoniae , mechanisms 5729. 

plasmid pMV158, transformation-Streptococcus pneumoniae 
6227. 

plasmid pMW79, Pseudomonas aeruginosa cloning vectors, 
characterization 6222. 

plasmid pNP5S, Escherichia coli uvrB gene-containing, 
characterization 5589. 

plasmid pR, proteins, role-Escherichia coli SOS repair 3088. 

plasmid pRL6JI, transfer-Rhizobium leguminosarum nod 
gene + hup gene determinants 3158. 

plasmid pRW001, Staphylococcus aureus , restriction 
endonuclease mapping 6479. 

plasmid pSA2100, cloning-phage g11 DNA restriction 
endonuclease fragments 4329. 

plasmid pSC101, + phage fl chimaeras, organization 3560. 

plasmid pSC101, hybrids-phage A, DNA rearrangement 
1513. 

plasmid pSC101, insertion sequences, nucleotide sequence 
6082. 

plasmid pSGI, hybrids, Escherichia coli galactose operon- 
carrying, construction/characterization 6604. 

plasmid pSM10, deletion mutant, restriction endonuclease 
analysis 6083. 

plasmid pSM10, DNA cloning vectors, restriction 
endonuclease mapping 6084. 

plasmid pSM19035, inverted repeat deletion mapping- 
electron microscopy 921. 

plasmid pTR262, construction, use-tetracycline resistance 
selection 6229. { 

plasmid pTU 100, localization-cloned Escherichia coli ompA 
gene 1721. 

plasmid pTUB1/plasmid pTUB2, cloned tufB gene, 
expression-Escherichia coli mutants 1694. 

plasmid pUB1 10, restriction-modification, Bacillus subtilis , 
effects on transformation/transduction 3755. 

plasmid pUR2, cloning vectors, construction/ 
characterization/use-recombinants screening 501. 

plasmid pVA736, DNA, transformation-Streptococcus 
sanguis 5730, 

plasmid pVD 1/plasmid pVD2/plasmid pVD3, Bacillus 
thuringiensis , DNA, characterization 920. 

plasmid pVH51/plasmid pBR322, superhelical DNA, 
structure 2963, 

plasmid SCP2/plasmid SCP2*, Streptomyces cloning 
vectors, characterization 922. 

plasmid ST:LT:CFA/II + plasmid PSC301, transformation- 
Escherichia coli 1697. 

plasmid YRp7, cloning-Saccharomyces cerevisiae URA1- 
gene 1121. 

plasmid 2u, Saccharomyces cerevisiae , loss 5306. 


. Pseudomonas cepacia , isolation, role-nuclease 262. 


R factor NR1, adenine + guanine-rich segments, insertion 
sequence | transposition 1103. ; 
R factor pBF4, Bacteroides fragilis , characterization 4142. 

R factor R 388, tetrahydrofolate dehydrogenase genes, 
nucleotide sequence 6087. 

R factor RK2, cloning vectors construction/use-Rhizobium 
meliloti 3740. 
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Plasmids,(continued) 

R factor RK2, DNA replication origin, nucleotide sequence 
6085. 

R factor RK2, replication/maintenance, review 4967. 

R factor RP1, transfer regions cloning, use-mutants mapping 
1094. 

R factor RP4, insertion sequence 8, role-Ti plasmid 
integration 5591. : 

R factor RSF1040, replication origins, activity in vitro 3073, 
3074. 

R factor Rts1, deletion mutant, effects on Escherichia coli 
radiation (u.v.) sensitivity 3695. 

R factor R1, DNA replication, Escherichia coli cell-free 
system 3671. 

R factor R1, DNA replication control regions, nucleotide 
sequence 6086. 

R factor R1, role-Escherichia coli DNA replication 6202. 

R factor R1drd-19, inheritance stability 1095. 

R factor Rldrd19, kanamycin resistance transposons, 
isolation/characterization 3564. 

R factor R100, derivatives, regions, nucleotide sequence 
analysis 3563. 

R factor R100.1, integration-Escherichia coli chromosomes, 
plasmids production 3739. 

R factor R1162, derivatives, cloning-Pseudomonas 502. 

R factor R124, replication, role-Escherichia coli /Salmonella 
typhimurium dna gene products 4256. 

R factor R388, tetrahydrofolate dehydrogenase genes, 
nucleotide sequence 2964. 

R factor R46, DNA, gene mapping/restriction endonuclease 
mapping 5590. 

R factor R6K, effects on Escherichia coli temperaure- 
sensitive dnaE gene mutation expression 1696. 

R factor R6K, expression-Escherichia coli transcription- 
translation cell-free system 6606. 

R factor R6K, replication, review 4960. 

R factor R6K, replication termini, DNA replication 
termination in vitro 5292. 

R factor R6K, replication termini regions, nucleotide 
sequence 5188. 

R factor R6K, replicative form, association-Escherichia coli 
chromosomes, rifampicin, effects on 5293. 

R factor R68, mutants, insertion sequence 8, role- 
recombination 5189. 

R factor R68.45, characterization/chromosomes 
mobilization 1517. 

R factors, effects on degradation-Escherichia coli RNA 
2421. 

R factors, Flavobacterium odoratum , antibiotic resistance, 
characterization 6607. 

R factors, mediated restriction-modification, Escherichia coli 
OilS5: 

_R factors, mobilization-Ti plasmid, mechanisms 503. 

R factors, nucleotide sequence homology 2225. 

R factors, replication control/incompatibility, role-RNA 
transcripts 5541. 

R factors, stability-Vibrio cholerae 4831. 

R factors, transformation-Haemophilus influenzae , 
mechanisms 2436. 

recombinant, DNA confermation 4665. 

recombinant, DNA repair 3689. 

recombinant, Escherichia coli ribonucleoside-diphosphate 
reductase genes-containing, construction/characterization 
500. 

recombinant, phage 9X174 replicative form DNA 
biosynthesis origin-containing, replication 1698. 

recombinant, phage T4D gene 32-containing, construction/ 


characterization 6078. 

recombinant, transformation-embryos, mice 3733. 

recombinant, use-Xenopus laevis embryos mRNA analysis 
during development 755. 

recombinant, Xenopus immunoglobulins heavy chains DNA- 
containing, construction/characterization 4664. 

recombination, stimulation-Escherichia coli 
endodeoxyribonuclease EcoRI, use-gene manipulation 6600. 

replication origin-containing, mitochondria, liver, rats, 
localization/restriction endonuclease mapping 1515. 

Rhizobium leguminosarum , electron microscopy/restriction 
endonuclease analysis 3559. 

role-Streptomyces kasugaensis arginine auxotrophy 1076. 

Saccharomyces cerevisiae , location-nucleus 494. 

Saccharomyces cerevisiae , nucleotide sequence 317. 

Saccharomyces cerevisiae , regions, nucleotide sequence 
1516. 

satellite tobacco necrosis virus RNA complementary DNA- 
containing, construction/characterization 3136. 

single-stranded, wheat germ, germination, isolation 4100. 

spiroplasma, closed circular DNA, detection/ 
characterization 856. 

Staphylococcus aureus , replication-Escherichia coli 3734. 

Staphylococcus aureus exfoliation toxins, nucleotide 
sequence homology 2221. 

Streptococcus lactis /Streptococcus cremoris , detection 1476. 

Streptomyces kasugaensis , DNA, characterization 6079. 

Tetrahymena thermophila rRNA gene-containing, 
replication-Saccharomyces cerevisiae 6248. 

Ti plasmid, Agrobacterium tumefaciens , fragments cloning/ 
characterization/expression-Escherichia coli 1096. 

Ti plasmid, Agrobacterium tumefaciens , genes insertion 
6609. 

Ti plasmid, Agrobacterium tumefaciens , insertion- 
transposon Tn7 1724. 

Ti plasmid, Agrobacterium tumefaciens , transformed 
Nicotiana tabacum cells, crown gall DNA, structure 2256. 

Ti plasmid, Agrobacterium tumefaciens , transformation- 
plants cells 3742. 

Ti plasmid, DNA, Agrobacterium tumefaciens , detection- 
Nicotiana tabacum cell lines 858. 

Ti plasmid, DNA, organization/integration, crown gall 3565. 

Ti plasmid, fragments, complementary-lysopine 
dehydrogenase mRNA, Nicotiana tabacum crown gall 6608. 

Ti plasmid, fragments, crown gall, covalent attachment- 
Nicotiana tabacum DNA repeated sequence 1597. 

Ti plasmid, location-nuclei, Agrobacterium tumefaciens - 
transformed Nicotiana tabacum 1483. 

Ti plasmid, mobilization-R factors, mechanisms 503. 

Ti plasmid, octopine, replication control regions localization 
923; 

Ti plasmid, segments, Agrobacterium tumefaciens , location- 
DNA, crown gall cell lines 404. 

Ti plasmid, use-gene manipulation, plants, review 5869. 

TOL plasmid, xylB gene/zylE gene, cloning-Pseudomonas 
putida 4832. 

transcription termination signals, cloning vehicles, 
construction 4824. 

transformation, Bacillus subtilis , fate-DNA 6224. 

transformation-Bacillus megaterium 4327. 

a-tropomyosin mRNA, chickens, complementary DNA- 
containing, construction 6249. 

use-transformation-methotrexate resistance, fibroblasts, mice 
4827. 

vectors, adenovirus (human) 6/adenovirus (simian) SA7 
restriction endonuclease fragments cloning, characterization 
6605. 
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Plasmids,(continued) 

vectors, use-Bacillus subtilis cloning 1080. 

yeasts, replication/recombination activity, characterization 
1083. 

yeasts, transformation-Saccharomyces cerevisiae / 
Saccharomyces carlsbergensis 2418. 

Plasmodium berghei, 

DNA, sequence complexity 1541. 

Plasmodium knowlesi, 

chromatin, nucleosomes organization 5803. 

Platinum, 

complex, effects on phage T4 DNA introduction-hosts cells 
1484. 

complex-diaminocarboxylates, antitumour activity/ 
interaction-DNA 2169. 

complex-DNA, viscosity/nicking/denaturation 6063. 

derivatives, interaction-nucleosides, n.m.r. 5888. 

Pleurodeles waltiii, 

DNA/RNA/proteins content/RNA polymerase I/RNA 
polymerase II/DNA polymerase, 17f-oestradiol, effects on 
1646. 

oocytes, DNA assembly-nucleosomes 2560. 

Podophyllotoxin, 

derivatives, + cytosine arabinoside, effects on DNA 
sedimentation, leukaemia cells, mice 1504. 

Podospora anserina, 

DNA, mitochondria, senescence genes, characterization 
6220. 

DNA, mitochondria, senescence genes, cloning 6245. 

genes characterization, Ascomycetes 3404. 

mitochondria, DNA, amplification, senescence 470. 

plasmids-like DNA, characterization/cloning 367. 

plasmids-like DNA, transformation-senescence 4843. 

protein biosynthesis, role-incompatibility gene 4520. 

ribosomal proteins, characterization 3405. 

Podospora comata, 

ribosomal proteins, characterization 3405. 

Poecilia formosa, 

DNA repair, relationship-longevity 1628. 

Poliovirus, 

attenuated, RNA nucleotide sequence changes 6393. 

inactivation-radiation (ionizing), mechanisms 2030. 

infection, HeLa cells, caps-binding proteins, characterization 
5829, 

replicative form RNA, 3'-terminus, characterization 2050. 

RNA, damage-ozone 5480. 

RNA, inactivation-copper + phenol impurities 2127. 

RNA, sedimentation, copper + phenol impurities, effects on 
2051. 

RNA, 5'-terminus-linked proteins, characterization 5830. 

RNA, transfection activity, histidine, effects on 229. 

RNA replication complex, characterization 6411. 

RNA replication complex-associated proteins, 
characterization 2591. ° 

superinfection, effects on encephalomyocarditis virus RNA 
translation, HeLa cells 5033. 

vaccines, inactivated, HeLa cells DNA, quantitation 1481. 

Poliovirus 1, 

recombination-poliovirus 3 511. 

RNA, oligonucleotides, ribonuclease T1 resistance, 
fingerprinting analysis 5489. 

RNA, stability-HeLa cells/reticulocytes, rabbits translation 
cell-free system 5966. 

RNA, 5’-terminus, hairpin loops 3443. 

RNA, 5’-terminus proteins-linked, formation-initiation 
complex, reticulocyte lysate 2013. 

RNA polymerase (RNA-dependent), isolation/ 


characterization 1166. 

Poliovirus 2, 

RNA, 5’-terminus, nucleotide sequence/linkage-proteins 
1397. 

Poliovirus 3, 

poliovirus 1-recombination 511. 

Poly (A), 

+ proteins, particles, polyribosomes, liver, rats, structure 
4529. 

antibodies, myasthenia gravis, man 6292. 

antibodies, systemic lupus erythematosus/rheumatoid 
arthritis, assays 5789. 

binding-Escherichia coli initiation factor 3, physical 
properties 6377. 

binding-thioacetamide-S-oxide metabolites 6464. 

biosynthesis, calf thymus DNA, in vitro, inhibition- 
distamycin A/netropsin/ethidium bromide/acriflavine 6019. 

bound, 9-aminoacridine, fluorescence decay 3921. 

complex-globin ribonucleoprotein (messenger), ducks, 
characterization 1801. 

complex-poly (I), electrochemistry 5912. 

complex-poly(lysine)/poly(arginine), spectroscopy (Raman) 
1325. 

conformation, n.m.r. 4488. 

derivatives, inhibition-DNA polymerase, bacteria/eukaryotes/ 
viruses 6279. 

Escherichia coli rRNA 5S 3'-terminus, inhibition- 
ribonuclease 4349. 

Escherichia coli rRNA 5S 3'-terminus, inhibition- 
ribonuclease, polyamines, effects on 4350. 

hybrids-poly (dT), X-ray diffraction 4485. 

interaction-caffeine, n.m.r. 689. 

interaction-fluoroquine, fluorescence/n.m.r. 4767. 

interaction-nogalamycin 682. 

interaction-oligonucleotides derivatives 4476. 

interaction-poly (U), stoichiometry 5018. 

interaction-ribosomal subunit 40S, liver, rats, ribosomal 
protein S6 phosphorylation, effects on 117. 

radiation (u.v.)-induced alkylation-2-propanol, effects on 
function 683. 

RNA-associated, metabolism, 3T3 cells 2122. 

role-mRNA stability, Dictyostelium discoideum 238. 

sequence, Bacillus subtilis RNA 3455. 

sequence, roleemRNA, mammalian cells, review 5398. 

spin labelling 77. 

synthesis, Escherichia coli RNA polymerase, role- 
oligonucleotides templates 1945. 

synthesis, Escherichia coli RNA polymerase, use- 
oligonucleotides templates 3919. 

thermal perturbation 684. 

tracts, galactose-1-phosphate uridylyltransferase MRNA, 
Saccharomyces cerevisiae , post-transcription modification 
188. 

tracts, RNA, ribonucleoprotein (heterogeneous nuclear), 
characterization 2819. 

tracts, Zea mays RNA, occurrence-modified nucleotides 
2824. 

Poly (dA), 

stacking models, c.d. 4487. 

Poly d(A-T).d(A-T), 


. complex-lucanthone 75. 


Poly d(A-T).d(G-T), 

c.d. 1609. 

Poly d(A.T), 

binding-netropsin, radiation (u.v.), effects on 875. 
complex-methylmercury, detection/characterization 270. 
conformation, ionic strength, effects on, c.d. 78. 
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Poly d(A-T), 

antibodies, specificity-systemic lupus erythematosus 1185. 
binding-proflavine, kinetics, fluorescence relaxation 279. 
bound, RNA, Cancer borealis 692. 

conformation, n.m.r. 5913. 

complex-bleomycin + metals, n.m.r. 1938. 
complex-daunomycin analogues, n.m.r. 6349. 


complex-nitroaniline diamines, n.m.r. 4490. 
complex-zinc + bleomycins, n.m.r. 5436. 


helix-coil transitions, tetramethylammonium ions, effects on, 
n.m.r./spectroscopy (u.v.)/calorimetry 5017. 

hydration, helix-coil transitions, thermodynamics 4491. 

interaction-Escherichia coli lactose repressor, c.d, 3294. 


Poly (A.U), 
melting curve, dependence-tetraethyl ammonium bromide 
Shs 
stability, hydrogen/deuterium solutions 79. 
Poly (ADP-ribose), 
biosynthesis, DNA strands breakage, effects on 1635, 1636. 
synthesis, heart, adults/neonates rats, relationship-DNA size 
distribution 6168. 
synthesis, poly (ADP-ribose) polymerase complex-DNA 
6643. 
Poly (ADP-ribose) polymerase, 
activity, L cells, temperature-sensitive DNA biosynthesis 
5766. 
complex-DNA, poly (ADP-ribose) synthesis/histones 
modification 6643. 
SV40 chromosomes, activation-radiation (u.v.) + 
endonuclease 4363. 
Poly (C), 
complex-poly(lysine)/poly(arginine), spectroscopy (Raman) 
13252 
interaction-ribosomal subunit 408, liver, rats, ribosomal 
protein S6 phosphorylation, effects on 117. 
n.m.r. 2713. 
optical properties 1940. 
spin labelling 77. 
stacking, kinetics/thermodynamics, solvents, effects on 3926. 
thermal perturbation 684. 
Poly (G), 
binding-thioacetamide-S-oxide metabolites 6464. 
plasmid pBR322 DNA, self-dissociation 1942. 
structure, ionic strength/temperature, effects on 2711. 
Poly (G.C), 
melting curve, dependence-tetraethyl ammonium bromide 
Leue 
Poly d(G-C).d(G-C), 
N-acetoxy-N-acetyl-2-aminofluorene/N-hydroxy-N-2- 
aminofluorene-modified, conformation 80. 
binding-2-acetylaminofluorene, induction-Z-form 4492. 
conformation, N-acetoxy-N-acetyl-2-aminofluorene, effects 
on 3923. . 
conformation, methylation, effects on 4493. 
structure, salts, effects on 2712. 
Z-form DNA, conformation, n.m.r. 4771. 


Poly d(G-C), 

B-form, radiation (microwave), absorption 4489. 
binding-proflavine, kinetics, fluorescence relaxation 279. 
complex-methylmercury, detection/characterization 270. 


Poly d(G-C), 

interaction-Escherichia coli lactose repressor, c.d. 3294. 
Poly d(GC).d(GC), 

structure, models 691. 

Poly (I), 

binding-lymphocytes, spleen, mice 5020. 

complex-poly (A), electrochemistry 5912. 
conformation/structure, n.m.r. 3922. 

derivatives, antiviral activity 3928. 
interaction-cis-dichlorodiammine platinum II, n.m.r. 74. 


Poly (I-C), 

complex-carboxymethylcellulose + poly(lysine), toxicity- 
rabbits, modification, effects on 696. 

Poiy (I.C), 

activation-antibody response, mice hybrids 5915. 

antibodies, rabbits, production 4891. 

induction-interferon 5021. 

induction-interferon, cattle, comparison-double-stranded 
RNA 230. 

induction-interferon, man/primates, review 4962. 

induction-interferon-associated proteins mRNA biosynthesis, 
human fibroblasts 695. 

interaction-cis-dichlorodiammine platinum II, n.m.r. 74. 

interferon induction, inhibition-stem cells proliferation, mice 
3929. 

toxicity, lymphocytic choriomeningitis virus infection-mice 
5438. 

Poly (ribosylurea phosphate), 

binding-DNA-unwinding protein 6312. 

Poly (dT), 

hybrids-poly (A), X-ray diffraction 4485. 

Poly (U), 

binding-Escherichia coli ribosomal proteins 1988. 

complex formation-uridine/cytidine, spin labelling 1941. 

conformation changes, spectroscopy (Raman) 81. 

effects on phenylalanyl adenylate condensation 2717. 

interaction-adenosine/poly (A), stoichiometry 5018. 

interaction-AMP/oligo (A), spectroscopy (i.r.) 694. 

interaction-Escherichia coli ribosomal proteins 871. 

interaction-nogalamycin 682. 

interaction-ribosomal subunit 40S, liver, rats, ribosomal 
protein S6 phosphorylation, effects on 117. 

radiation (u.v.)-induced alkylation-2-propanol, effects on 
function 683. 

spin labelling 77. 

Poly A (8-bromo), 

helix-coil transitions/conformation, n.m.r./c.d./spectroscopy 
(i.r.) 4486. 

Poly(ADP-ribose) polymerase, 

inhibitors, enhancement-DNA repair, radiation (u.v.), 
lymphocytes, man 6186. 

Poly(arginine), 

complex-poly (A)/poly (C), spectroscopy (Raman) 1325. 

Poly(Asp-Phe), 

synthetic genes, expression-Escherichia coli 1120. 


Poly(glutamate), 

interaction-uracil (1-(2-tetrahydrofuryl)-5-fluoro) 4974. 
Poly(lysine), 

complex-DNA, c.d. 1610. 

complex-DNA, conductivity 3061. 

complex-poly (A)/poly (C), spectroscopy (Raman) 1325. 
interaction-DNA 5162. 
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Poly(lysyl-phenylalanyl-lysine), 

interaction-DNA, c.d. 3052. 

Poly(U.A.U.), 

hydrogen-deuterium exchange kinetics 82. 

Polyamines, 

biosynthesis, inhibition, effects on DNA biosynthesis, 
regenerating liver, rats 1067. 

effects on DNA biosynthesis, BHK-21/C 13 cells 4316. 

effects on endogenous DNA degradation, liver, rats 6208. 

effects on Escherichia coli rRNA 5S 3'-terminus poly (A) 
inhibition-ribonuclease 4350. 

effects on herpes simplex virus 1 DNA polymerase activity 
1167. 

interaction-DNA, n.m.r. 4130. 

role-DNA replication/transcription/translation, review 4948. 

role-ribosomal subunits dissociation, Yoshida hepatoma/ 
Ehrlich ascites tumour cells 3960. 

stimulation-DNA biosynthesis, Rauscher leukaemia virus 
DNA polymerase 6200. 

stimulation-Escherichia coli rRNA 16S 3'-terminus 
methylation 2103. 

stimulation-ribonuclease (pancreatic), pancreas, cattle 1748. 

Polybrominated biphenyls, 

effects on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, embryos, rats 5302. 

Polycations, 

binding-DNA 4239. 

induced, DNA condensation, phage T7 1012. 

Polycelis tenuis, 

DNA biosynthesis during regeneration 1060. 

RNA metabolism, regeneration, effects on 3480. 

Polycyclic hydrocarbons, 

binding-DNA, nuclei/mitochondria, embryo cells, mice 886. 

Polydeoxyribonucleotide synthetase, 

activity, Saccharomyces cerevisiae DNA repair-defective 
mutants 3701. 

assays 2452. 

calf thymus, stimulation-putrescine/spermidine/spermine 
1182. 

DNA repair, single-stranded breakage, chromatin 
conformation, effects on 5813. 

embryos, chickens, corticosteroids, effects on 3231. 

Escherichia coli , phage T4 induction, purification 4889. 

Friend leukaemia virus, characterization 4886. 

induction, DNA biosynthesis stimulation-nutritional shifts, 
liver, rats 6206. y 

kinetics 1183. 

nuclei, liver/glia/neurons, guinea-pigs, characterization/ 
activity-chromatin DNA 2512. 
temperature dependence 3232. 

purification, methodology 3793. 

Polydeoxyribonucleotides, 

see also Polynucleotides j 

binding-benzo(a)pyrene, induction-radiation (u.v.) 5016. 

conformation, n.m.r. 5437. 

synthesis, solid phase methods 1926, 5006. 

Polyelectrolytes, 

effects on DNA persistence length 4241. 

Polyethylene glycol, 

compaction-DNA 5670. 

cone pairs-specific ligands, use-DNA separation 

Polynucleotide adenylyltransferase, 

activity, rotavirus (human) 5336. 

association-nucleosomes + RNA polymerase II complex, 
Tetrahymena pyriformis 2487. 


liver, rats, inhibition-cycloheximide 1155. 

Polynucleotide 5'-hydroxyl-kinase, 

Escherichia coli , phage T4 induction, purification 4889. 

Polynucleotides, 

see also Polydeoxyribonucleotides 

antiviral activity, encephalomyocarditis virus infection, mice 
S371 

binding-Escherichia coli initiation factor 3, c.d. 1245. 

binding-initiation factor 1, Escherichia coli , c.d. 2014. 

binding-interferon, human leucocytes 73. 

chains, conformation 5011, 5014. 

chromatography (affinity) 3364. 

complex-metals ions, structure, review 3869. 

complex-tryptophan-containing peptides, spectroscopy (u.v.) 
2710. 

configuration, base stacking, effects of, models 685. 

conformation, sequence, effects on 5010. 

DNA/RNA termini fragments, isolation, methodology 2702. 

double-stranded, complex-peptides, effects on melting 
temperature 5389. 

effects on streptolysin S production/activity 1328. 

enhancement-peptides bonds formation 5914. 

fragments, conformation, models 5013. 

hydrolysis-Naja oxiana venom endoribonuclease, specificity 
4856. 

inhibition-endodeoxyribonuclease EcoRI cleavage-plasmid 
pBR322 DNA 1153. 

interaction-complement Clq 4643. 

interaction-ethidium bromide, equilibrium studies 5910. 

interaction-triostin A analogues 2918. 

interaction-tryptophan, photochemistry 1322. 

intercalation-tilorone 4484. 

reaction-hydroxy] radicals, solutions 2692. 

separation-chromatography, methodology 2020. 

synthesis, solid phase methods 1931. 

synthetic, interaction-calf thymus DNA-unwinding protein 
1240. 

tubercidin-containing, synthesis/properties, mRNA function 
5439. 

Polyoma virus, 

A gene temperature-sensitive mutant, DNA, nucleotide 
sequence 4182, 4183. 

antigen T, regulation-DNA integration, transformed cells 
4837. 

cloned DNA fragments, transformation-embryo fibroblasts, 
rats 513. 

DNA, antigen T/antigen t genes, organization 4178. 

DNA, assembly-capsids, cell-free system 2592. 

DNA, association-nuclear matrix, infected 3T6 cells 1842. 

DNA, early genes regions, tumorigenicity 2416. 

DNA, integration/excision, transformed cells 4181. 

DNA, integration-transformed cells 6500. 

DNA, integration-transformed cells, structure/expression 
4180. 

DNA biosynthesis, kidney cells, mice, induction-sodium 
butyrate 5712. 

DNA biosynthesis, replicative intermediates, characterization 
5616. 

DNA polymerase a/DNA polymerase 8/DNA-unwinding 
protein, association-DNA 5781. 

DNA replication, regulation, Xenopus laevis eggs 1621. 

DNA replication, replication forks strands 6563. 

DNA replication, 3T6 cells 6567. 

DNA replication initiation in vitro, role-A gene proteins 1017. 

DNA restriction endonuclease fragments, cloning-plasmid 
pBR322, characterization 2431. 

early deletion mutant, DNA, nucleotide sequence 5615. 
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Polyoma virus,(continued) 

infected, fibroblasts, mice, DNA biosynthesis, Okazaki 
fragments formation, role-dUTP incorporation 1668. 

infected cells, RNA levels 791. 

integration/excision, transformed cells, review 5849. 

late nuclear RNA, structure 5965. 

late mRNA, leaders sequence, characterization 1396. 

late transcripts, RNA, ribonucleoprotein (heterogeneous . 
nuclear), arrangement 5364. 

maturation, early/late infection 4041. 

mRNA, splicing sites, nucleotide sequence 3444. 

RNA biosynthesis, infected/transformed cells, mice 4042. 

RNA biosynthesis, inhibition-uridine (5-bromo-2'-deoxy) 
4056. 

temperature-sensitive mutant, transformed cells, mice, 
genomes replication/excision 6568. 

transcription mutants, DNA, characterization 4179. 

transformation-cell lines, rats, role-antigen T C-terminus 
regions, genes 4838. 

transformed cells, integrated DNA, amplification 512. 

transformed cells, transformation-rats cells, DNA mediation 
6620. 

variants, late RNA, processing 4017. 

Polyribonucleotide nucleotidyltransferase, 

Escherichia coli , purification/characterization 5784. 

Escherichia coli , use-oligonucleotides synthesis 3372. 

nuclei, liver, rats, characterization 5357. 

use-oligonucleotides synthesis 1943. 

Polyribonucleotide synthetase, 

activity, nuclei, mammalian cells 4389. 

complex-AMP, structure 4387. 

Escherichia coli , phage T4 induction, purification 4889. 

phage T4, optimum temperature 4388. 

phage T4, use-synthesis-5’-terminus initiation codons- 
containing oligonucleotides 2706. 

Polyribonucleotide synthetase (ATP), 

phage T4, joining-tRNA Ala, yeasts 2719. 

phage T4, reaction mechanisms 5359. 

substrate specificity, synthesis-Escherichia coli tRNA fMet 
oligonucleotides 83. 

Polyribosomes, 

see also Ribosomes 

brain, rats, identification 733. 

brain, rats ultracentrifugation 2775. 

ceruloplasmin, distribution-liver, rats 4539. 

Chlamydomonas reinhardtii thylakoid membranes, isolation/ 
characterization 5049. 

Chlorella fusca , isolation 4528. 

complex, cytoplasm, Misgurnus fossilis embryos, 
characterization 1990. 

content, myocardium, rats, doxorubicin, effects on 129. 

cortex, brain, rats, hypophysectomy, adrenocorticotropin 
analogues/glucocorticoids, effects on 3419. 

cycloheximide-treated, Saccharomyces cerevisiae , ribosomal 
subunit 40S, characterization 5048. 

dependent, in vitro translation system 2001. 

distribution, liver, rats, dietary proteins, effects on 118. 

Drosophila melanogaster , isolation 5050. 

endoplasmic reticulum-bound, protein biosynthesis activity 
5939. 

Escherichia coli , ribosomes inactivation, amino acid 
starvation effects on 6366. 

fibroin, silk gland, Bombyx mori , isolation, use- 
hydroxystilbamidine isethionate 2765. 

formation, Pisum sativum embryos, cordycepin, effects on 
3961. 

free, Vibrio cholerae , biosynthesis-cholera toxin precursors 


1355. 

free/membrane-bound, brain, rabbits, LSD, effects on 6372, 
6373. 

free/membrane-bound, Dictyostelium discoideum , 
development, effects on 5468. 

free/membrane-bound, liver, rats, metallothionein mRNA 
induction/distribution 847. 

globin biosynthesis, Artemia salina , immunoprecipitation 
3952. 

human placenta, choriogonadotropin subunits, biosynthesis- 
cell-free system 1978. 

induction-wounding, plants 5469. 

kidney/duodenum, chickens, vitamin D-dependent calcium- 
binding protein biosynthesis 1975. 

L cells, radiation (u.v.), mRNA cross-linking-proteins, 
identification 1997. 

levels, Escherichia coli , aminoglycoside antibiotics, effects 
on 3964. 

levels, liver, rats, D-galactosamine/actinomycin D, effects on 
4607. 

liver, mice, electrophoresis 1991. 

liver, rats, hypophysectomy, adenocroticotropin analogues/ 
glucocorticoids, effects on 3418. 

liver, rats, poly (A) + proteins particles, structure 4529. 

liver, rats, tryptophan, effects on 2748. 

membrane-bound, microsomes, MPC-11 cells, 
ultracentrifugation, effects on 1370. 

muscles, heart, rats, isolation/characterization 5466. 

myosin heavy chains mRNA precursors, embryos, chickens 
243. 

ribonuclease-free, human placenta, isolation 1369. 

mRNA, Chinese hamster cells, complexity/diversity 4012. 

mRNA, neuroblastoma cells, comparison-informosomes 852. 

mRNA, Solanum tuberosum , biosynthesis/translation-wheat 
germ cell-free system, products analysis 2152. 

mRNA-proteins complex, L cells, structure 5467. 

Spodoptera frugiperda , isolation/characterization 116. 

Strongylocentrotus purpuratus embryos, development, 
effects on 5068. 

Strongylocentrotus purpuratus embryos, mRNA 
distribution/actin mRNA biosynthesis 2887. 

Trypanosoma brucei , isolation/characterization 3951. 

tumors, mice/rats, nuclease activity 3406. 

Zea mays , isolation/characterization 122. 

Polystyrene sulphonate, 

interaction-nucleosomes 3821. 

Polytetrafluoroethylene, 

use-DNA/RNA chromatography 4093. 

Polytrichum formosum, 

DNA biosynthesis, desiccation, effects on 4812. 

Porphyrins, 

inhibition-RNA biosynthesis 2853. 

Potassium, 

starvation, effects on RNA biosynthesis, Escherichia coli 
800. 

Potato spindle tuber viroid, 

complementary DNA, cloning-plasmid pBR322/ 
characterization 1715. 

complementary RNA replication intermediates, detection 
5506. 

isolates, RNA, nucleotide sequence, comparison 5494. 

replication, Solanum demissum /Solanum tuberosum / 
Lycopersicon peruvianum cell culture 4018. 

Potato virus X, 

uridine incorporation, actinomycin D, effects on 4301. 

Poxvirus, 

DNA, isolation-infected cells, methodology 5156. 
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Prednisolone, 

effects on DNA biosynthesis, spleen/lung cells, hamsters 
3724. 

effects on rRNA content, muscles, rats 5121. 

Preproceruloplasmin, ; 

mRNA, liver, rats, translation-cell-free system 6041. 

Preproinsulin, 

complementary DNA, Cyprinus carpio , cloning-plasmid 
pBR322 1733. 

genes, rats, structure 4221. 

genes, SV40 + rats recombinants, expression-kidney cells, 
monkeys 4596. 

genes, tissues, rats, 5’-terminus chromatin structure 4736. 

mRNA, initiation sites, rats, determination, methodology 
6038. 

Preprolactin, 

genes, rats, structure 982. 

mRNA, pituitary, rats, precursors identification 6447. 


Preprosomatostatin, 
mRNA, Lophius americanus , identification 6032. 
Presomatotropin, 


mRNA, induction-dexamethasone/triiodothyronine, pituitary 
cells, rats 5524. 


mRNA, initiation sites, rats, determination, methodology 
6038. 

Pro-opiocortin, 

precursors, mRNA, pituitary tumours cell lines, mice, 
translation-cell-free system, products processing/ 
glycosylation 252. 

Pro-opiomelanocertin, 

coding, DNA, human genomes, organization 992. 

Procarbazine, 

damage, DNA repair, tissues, mice 6184. 

Procollagen, 

genes, chickens, structure 4728. 

mRNA, chickens, 3'-terminus nucleotide sequence 3640. 

mRNA, chondrocytes, translation-cell-free system, 
procollagen peptides, effects on 5935. 

mRNA, chondrosarcoma, rats, characterization 850. 

mRNA, complementary DNA, fibroblasts, man, cloning/ 
characterization 6543. 

mRNA, levels, calvaria, rats, parathyrin, effects on 1423. 

mRNA, levels, embryo fibroblasts, rats, relationship- 
transformation 5153. 

mRNA, levels, Rous sarcoma virus-transformed cells, chick 
embryos, regulation 5122. 

mRNA, levels/activity, fibroblasts, lung, man 6043. 

Proflavine, 

binding -Micrococcus luteus /Bacillus megaterium DNA/ 
poly d(G-C)/poly d(A-T), kinetics, fluorescence relaxation 
279. 

complex-dinucleotides, crystals, X-ray diffraction 1939. 

interaction-cytidylyl-(3’,5’-)-adenosine, structure, X-ray 
crystallography 1326. 

intercalation-dinucleotides, mechanisms 5015. 

intercalation-DNA 2217. 

photooxidation-DNA, HeLa cells 4118. 

photosensitization-calf thymus DNA, guanine alterations 
5169. 

Progesterone, 

effects on DNA biosynthesis, cells, rats 4313. 

effects on transcription-Escherichia coli RNA polymerase 
2105, 


effects on uteroglobin precursors mRNA content, 


endometrium, rabbits 6005. ’ 

induction-uteroglobin mRNA, endometrium, rabbits, 
mechanisms 6006. 

receptors, binding-DNA, oviduct, chickens 623. , 

receptors, chickens, interaction-ovalbumin genes/plasmids 
5397. 

receptors, rabbits, relationship-uteroglobin mRNA 4067. 

role-rRNA 28S/f-casein genes transcription, mammary 
gland, rabbits 4593. 

Proinsulin, 

biosynthesis, pancreas, rats, transcription/translation control 
1976. 

Prolactin, 

effects on RNA biosynthesis/casein biosynthesis, mammary 
gland explants, mice 1422. 

genes, rats, organization 981. 

mRNA, content, pituitary cell culture, ergocryptine, effects 
on 820. 

mRNA, localization, methodology 2028. 

mRNA, man, complementary DNA structure analysis/ 
evolution 6147. 

mRNA, pituitary, cattle, complementary DNA, cloning/ 
nucleotide sequence 1579. 

role-rRNA 28S/f-casein genes transcription, mammary 
gland, rabbits 2847. 

Promoters, 

adenovirus (human) 2 MRNA 6486. 

analogues, phage fd, interaction-Escherichia coli RNA 
polymerase 4870. 

antibiotic resistance, binding-Escherichia coli RNA 
polymerase 1847. 

AO promoter, phage T7, nucleotide sequence 329. 

B gene, phage s13, mapping 4148. 

Escherichia coli gene expression, synthesis 3930. 

interaction-RNA polymerase, Escherichia coli , review 1257. 

lactose promoter, containing, DNA restriction endonuclease 
fragments, heat denaturation 3660. 

lactose promoter, interaction-Escherichia coli RNA 
polymerase subunits, topography 6271. 

lactose promoter, mutants, binding-Escherichia coli RNA 
polymerase, mechanisms 1777. 

mutants, phage A, DNA, nucleotide sequence 6481. 

penicillinase, plasmid pBR322, characterization 5588. 

phage A, endodeoxyribonuclease HaelIl fragments, isolation 
6092. 

phage A, structure/biological activity 6093. 

plasmid pK K3535, transcription mapping 4667. 

TRNA gene, Escherichia coli , binding-RNA polymerase 
2477. 

tRNA Met genes, Xenopus laevis , mapping 5229. 

RNA polymerase, phage T3, location/function/nucleotide 
sequence 4678. 

RNA polymerase, phage T7, occurrence-phage T3 DNA 
4682. 

tRNA Tyr, mutants, regulation-guanosine tetraphosphate 
518. 

synthetic, phage fd, interaction-Escherichia coli RNA 
polymerase, in vitro/in vivo 4441. 

tet gene, plasmid pBR322, modification 4140. 

Proopiomelanocortin, 

genes, cloned, rats, nucleotide sequence organization 3026. 

2-Propanol, 

radiation (u.v.)-induced alkylation-poly (U)/poly (A), effects 
on function 683. 

B-Propiolactone, 

reaction-adenosine (deoxy)/DNA 3891. 
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Propylene oxide, 
alkylation-DNA, fluorescence assays 903. 
DNA damage, mechanisms 4134. 
Prorennin, 
mRNA, cattle, purification/translation-wheat germ, cell-free 
system 848. 
Prorocentrum micans, 
chromatin, structure 5815. 
Prosomatostatin, 
precursors, mRNA, Lophius americanus , complementary 
DNA, nucleotide sequence 1559. 
Prostaglandin endoperoxide synthetase, 
role-benzidine binding-DNA/tRNA 881. 
Prostaglandins, 
analogues, inhibition-DNA biosynthesis, tumours cells 6594. 
effects on DNA biosynthesis, cells, rats 4313. 
regulation-DNA biosynthesis initiation, 3T3 cells, 
mechanisms 4817. 
Protamine, 
genes, Salmo gairdnerii , analysis 5218. 
inhibition-RNA polymerase, vesicular stomatitis virus 4374. 
interaction-DNA, thermodynamics 1837. 
mRNA, Salmo gairdnerii testis, 5’-terminus heterogeneity 
4005. 
Protein biosynthesis, 
see also Translation 
activity, endoplasmic reticulum-bound polyribosomes 5939. 
activity, ribosomes, mice, age, effects on 5931. 
alkylation, N-methyl-N-nitrosourea-sensitive/resistant ascites 
hepatoma cells 6593. 
Allomyces macrogynus mitospores, during germination 721. 
avian sarcoma virus B77, inhibition-adenosine (3-deaza), 
embryo fibroblasts, chickens 4465. 
Bacillus stearothermophilus , inhibition-association factor I, 
mechanisms 747. 
bacteria, amino acids starvation, effects on, review 4955. 
bacteria, control, review 3312. 
Balbiani rings, Chironomus tentans , products 
characterization 2744. 
brain, adrenocorticotropin/melanotropin, effects on, review 
5851. 
brain, rats, chlorpromazine, effects on 1358. 
cell-free system, eukaryotes, f-endorphin/enkephalins, effects 
on 1970. 
cell-free system, liver, rats, stimulation cold pretreatment 
1362. 
cell-free system, oligonucleoside methylphosphonates, effects 
on 4496. 
cell-free system, Pisum sativum , preparation/ 
characterization 2753. 
cell-free system, Schistosoma mansoni , development, 
hycanthone/praziquantel, effects on 1356. 
cell-free system, Tetrahymena pyriformis , preparation/ 
‘characterization 5039. 
Chara vulgaris antheridia filaments, indoleacetic acid, effects 
on 2396. 
CHO cells, inhibition-frog virus 3 6368. 
CHO cells cell-free system, temperature effects 5460. 
Ciona intestinalis /Styela plicata eggs membranes 5126. 
coupling-elongation factor G-dependent 
guanosinetriphosphatase activity 133. 
Cyprinus carpio , regulation, mechanisms 105. 
early, Hordeum embryos, relationship-RNA biosynthesis, 
during germination 1980. 
Ehrlich ascites tumour cells, uridine (5-fluorodeoxy), effects 
on 1072. 
elongation, inhibition-Shigella dysenteriae toxins, cell-free 


system 137. 

elongation, reticulocytes, rabbits, inhibition-valinomycin 
3967. 

elongation, review 2607. 

elongation rates, liver, chickens, oestrogen, effects on 5948, 
5949, 

Escherichia coli , feedback inhibition-ribosomal protein L4 
739. 

Escherichia coli , inhibition-oligonucleotides complementary- 
rRNA 16S 3’-terminus 4494. 

Escherichia coli , relationship-mutagenesis 468. 

Escherichia coli cell-free system, inhibition-antibiotics, 
kinetics 2742. 

Escherichia coli ribosomal proteins mutants 1987. 

Escherichia coli ribosomes, dihydrostreptomycin/gentamicin 
binding, effects on 3410. 

Escherichia coli RNA processing mutants 1973. 

eye lens embryo cells, chickens, mRNA caps metabolism, 
effects on 4086. 

fidelity, mechanisms, review 1263. 

fidelity, tobacco mosaic virus, effects on RNA translation 
5035. 

frequency-codons use 3943. 

hippocampus, rats, galactosamine, effects on 2115. 

hosts cells, inhibition-vaccinia virus, radiation (u.v.), effects 
on 6364, 6365. 

human lymphocytes, regulation-RNA 2750. 

p-hydroxymercuribenzoate-modified ribosomes, Escherichia 
coli 1354. 

inhibition-AMP (2'(3')-aminoacy])/adenosine analogues 
3901. 

inhibition-methotrexate, Ehrlich ascites tumour cells, uridine 
(5-fluorodeoxy), effects on 2123. 

inhibition-methy] glyoxal + ascorbic acid adducts, epithelium 
cells 460. 

inhibition-Phytolacca proteins 2739. 

inhibition-ribosomes factors, human lymphocytes, 
mechanisms 2752. 

inhibitors, RNA 4.48, containing, ribonucleoproteins 
complex, muscles, embryos, chickens, isolation/ 
characterization 1800. 

inhibitors, treatment-DNA replication systems, HeLa cells 
nuclei 6211. 

initiation, cell-free system, stimulation-spermidine 2774. 

initiation, Escherichia coli ribosomes, mechanisms, review 

ak 

initiation, Escherichia coli ribosomes, rRNA 16S 3'- 
terminus complementary oligonucleotides, effects on 5474. 

initiation, eukaryotes, models, review 2614. 

initiation, liver, mice, dimethylnitrosamine, effects on 5069. 

initiation, Saccharomyces cerevisae , binding-tRNA Met 
4535. 

initiation, Semliki Forest virus infection-neuroblastoma cells 
6375. 

initiation, Tetrahymena pyriformis cell-free system 5066. 

initiation, Triticum aestivum seeds, ageing, effects on 6381. 

Klebsiella aerogenes , translation/transcription control 1974. 

liver, rabbits, phenobarbital, effects on 3946. 

liver, rats, relationship-AMP (cyclic) content/ribosomal 
proteins phosphorylation 5475. 

liver, rats, stimulation-methylmercury chloride 5040. 

liver, rats, tryptophan, effects on 2748. 

liver, rats, vitamin E/actinomycin D, effects on 4070. 

lymphocytes, rats, mucopolysaccharides-polysulphuric acid 
esters, effects on 1681. 

L1210 cells, diazan, effects on 6213. 

macrophages, alveoli, tRNA (leucyl), amino acids pools 4523. 
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Protein biosynthesis,(continued) 

Manduca sexta epidermis, larvae/pupae change 4592. 

methylation, tumours cell lines, methionine deprivation, 
effects on 1074. 

mitochondria, brain regions, rats, age, effects on 1671. 

oocytes, rats, age, effects on 4612. 

patterns, embryos, mice, mutagens, effects on 5458. 

phage MS2, in vitro, recognition-glutamine/lysine codons 
5941. 

Podospora anserina , role-incompatibility gene 4520. 

proofreading, mechanisms 717. 

regenerating liver rats, relationship-membrane potential 6175. 

regulation, Drosophila melanogaster , during heat shock 722. 

relationship-radiation (u.v.)/radiation (y)/nitrosoguanidine 
effects on Escherichia coli 1644. 

reticulocyte lysate, rabbits, control 3944. 

reticulocyte lysate cell-free system, inhibition-5- 
hydroxytryptamine 723. 

ribosomes-lacking, reticulocyte lysate, rabbits 2746. 

role-DNA repair, radiation, tissues, rats 4283. 

role-tRNA (methionyl) deacylase, ribosomes, reticulocytes, 
rabbits 100. 

skeletal muscle, rats, denervation, effects on 1359. 

skin fibroblasts, diabetes mellitus, man, stimulation-insulin 
5934. 

Strongylocentrotus purpuratus embryos, development, 
effects on 5068. 

temperature-sensitive CHO cells, temperature/inhibitors, 
effects on, role-RNA biosynthesis 1979. 

termination, Escherichia coli , suppression-tRNA Trp, 
codons recognition, effects on 3383. 

termination, review 2606. 

termination, wheat germ 139. 

thyroid, dogs, exogenous RNA, effects on 3506. 

Triturus retina, lens regeneration, effects on 3503. 

3T3 cells, control during adipose conversion 724. 

wheat germ cell-free system, initiation-magnesium 
concentration changes 2019. 

Zea mays germination, temperature, effects on 3395. 

Protein kinase, 

activation-DNA polymerase a, chick embryos 5353. 

activation-RNA, inhibition-ethidium bromide 4362. 

role-RNA polymerase transcription specificity 2480. 

wheat germ, inhibition-RNA 1/RNA 2 translation, brome 
mosaic virus 2012. 

Proteins, 

see also specific proteins 

association-mRNA/RNA (heterogeneous nuclear), poly(A) 
containing/lacking regions, L cells 6693. 

complex-hepatitis B virus DNA 5’-terminus, characterization 
1840. 

complex-nucleotides/DNA/RNA, occurrence/structure/ 
function, review 1268. 

content, Phaseolus vulgaris leaves, adenine (benzyl), effects 
on 464. 

content, Tetrahymena macronuclei, cell cycle, effects on 
6562. 

content, yeasts, flow cytometry 265. 

cross-linking-DNA, mitochondria, Drosophila melanogaster 
, location 1246. 

cross-linking-DNA, radiation (u.v.), cell lines, man 6467. 

cross-linking-DNA/RNA 2914. 

cross-linking-RNA, use-1 -ethyl-3-dimethylaminopropyl 
carbodiimide 1845. 

DNA associated, nuclei, spermatozoa, sheep 617. 


dnaB gene, Escherichia coli , role-phage A DNA replication 
1021. 


enhancement-radiation (u.v.) inactivation-phage SP02 
mutants DNA 5171. ; 

heat shock, genes, Drosophila melanogaster , 5'-terminus 
nucleotide sequence homology 6525. 

heat shock, role-RNA biosynthesis, Drosophila melanogaster 
cell culture 810. 

interaction-DNA, cells, growth, effects on 5842. 

interaction-DNA, models 3290. 

interaction-DNA/RNA, assays 6677, 6678. 

nonstructural protein, influenza A virus, interaction-RNA 
4939. 

nuclear, hepatocytes, interaction-DNA 3302. 

protein A, complex-RNA, phage f2, effects on Escherichia 
coli membranes permeability 6682. 

protein p10, Friend leukaemia virus, binding-RNA, 
specificity 1243. 

reovirus, binding-RNA 6684. 

RNA-linked, foot-and-mouth disease virus, cleavage- 
reticulocyte lysate, rabbits 6683. 

Proteus mirabilis, 

nalidixic acid-induced SOS repair, effects on post-replication 
DNA repair 3699. 

Proteus vulgaris, 

rRNA 3’-terminus, structure 5089. 

tRNA 16S, nucleotide sequence, use-secondary structure 
models 5092. 

tRNA 23S, Escherichia coli ribosomal protein L1 binding 
regions, secondary structure/homology-ribosemal protein 
L11 mRNA/rRNA 16S 2802. 

Prothrombin, 

mRNA, cattle, complementary DNA, cloning/analysis 985. 

Providencia stuartii, 

restriction-modification systems, cloning/expression- 
Escherichia coli 4842. 

Proviruses, 

endogenous, chickens, restriction endonuclease mapping 
4549. 

endogenous, chickens/pheasants, restriction endonuclease 
analysis 3592. 

Psammechinus miliaris, 

histones, DNA, carrying, phage A, cloning-plasmid pBR322 
3743. 

histones genes, binding-Paracentrotus lividus RNA 
polymerase II 5840. 

histones genes, gene manipulation 5320. 

histones genes, transcription fidelity, Xenopus oocytes 2859. 

Pseudoglobin, 

genes, goats, nucleotide sequence 987. 

Pseudomonas, 

cloning-R factor R1162 derivatives 502. 

Pseudomonas aeruginosa, 

cloned amiE gene, matching-amidase N-terminus amino acid 
sequence 5626. 

plasmid pMW79 cloning vectors, characterization 6222. 

ribosomes, vaccines, rRNA induction-protection 6442. 

Pseudomonas cepacia, 

plasmids, isolation, role-nuclease 262. 

Pseudomonas fluorescens, 

deoxyribonucleoproteins, fragmentation-endonuclease, 
structure organization 1797. 

Pseudomonas putida, 

cloning-TOL plasmid xylB gene/zylE gene 4832. 

plasmid NAH/plasmid SAL, DNA, characterization 3558. 

RNA polymerase, antigenic determinants location 3771. 

Pseudopleuronectes americanus, 

liver, antifreeze proteins mRNA, purification/ 
characterization 837. 
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Pseudopleuronectus americanus, 

DNA complementary-antifreeze mRNA, cloning/ 
characterization 5639. 

Pseudorabies virus, 

infected cells, mRNA, translation-cell-free system 831. 

Pseudouridine, 

conformation, nuclear Overhauser effect 56. 

Psoralen, 

cross-linking-DNA 3534. 

triplet state, binding-DNA 280. 

Psoralens, 

cross-linking-DNA, mechanisms 2923. 

Pteridium aquilinum, 

chromatin, fragmentation 2564. 

Purine (2-Amino), 

substitution-adenine, DNA, effects on mismatched base pairs 
formation 5556. 

synthesis, mechanisms 1878. 

Purine (6-benzylamino), 

regulation-RNA biosynthesis, Hordeum leaves 2850. 

Purine (6-bromo), 

synthesis 2625. 

Purine (6-Chloro), 

synthesis 2625. 

Purine (6-iodo), 

synthesis 2625. 

Purine (6-mercapto) nucleotide, 

inhibition-RNA polymerase, Escherichia coli , cells, chickens 
3773. 

Purine (6-mercapto), 

antitumour activity selectivity, adenosine, effects on 4992. 

effects on Bacillus subtilis DNA transforming activity 2433. 

Purine (6-methoxy) riboside, 

structure 2672. 

Purine (6-(2-phenethyl)), 

structure 2632. 

Purine arabinoside, 

analogues, synthesis/antitumour activity/antiviral activity 
1890. 

Purine nucleosides, 

assays 1289. 

enzymatic synthesis 5885. 

equilibrium conformation, n.m.r. 52. 

interaction-purines, gel filtration 4971. 

Purine nucleotides, 

equilibrium conformation, n.m.r. 52. 

Purines, 

+ uracil (5-alkyl), chromatography (high-performance 

liquid) 5414. 

affinity-water 5413. 

analogues, structure-activity relationship, quantitation 5410. 

charge transfer complex-benzoquinone 4449. 


_chromatography (high-performance liquid) 23. 


chromatography (high-pressure liquid) 1877. 

chromatography (liquid) 2653. 

chromatography (reversed-phase) 5890, 6341. 

derivatives, chromatography (thin-layer) 1880. 

derivatives, determination, use-mercury electrodes 1879. 

effects on tRNA (formylmethionyl) deacylase, reticulocyte 
lysate, rabbits 1968. 

electrical properties 2626. 

flash photolysis 19. 

interaction-purine nucleosides, gel filtration 4971. 

methylated, chromatography (high-pressure liquid) 3335. 

photochemistry, review 3. 

protons exchange, mechanisms 22. 

radiation, mutagenesis, Salmonella typhimurium 4976. 


reaction-trichloromethy] free radicals 6333. 

separation, chromatography (high-performance liquid) 3887, 
5884. 

spectroscopy (u.v.) 635. 

Puromycin aminonucleoside, 

effects on rRNA biosynthesis, SV40-transformed human 
lung embryo fibroblasts 3507. 

Putrescine, 

inhibition-DNA biosynthesis, Ehrlich ascites tumour cells 
1659. 

stimulation-DNA biosynthesis, epidermis, mice 1669. 

stimulation-polydeoxyribonucleotide synthetase, calf thymus 
1182. 

Pylaiella littoralis, 

cytoplasm, rRNA biosynthesis, control-plastids 210. 

rRNA biosynthesis, precursors, characterization 1417. 

Pyran, 

copolymers, inhibition-RNA polymerase II, wheat germ 
1781. 

Pyridine, 

role-oligonucleotides synthesis, phosphotriester method 5902. 

Pyridoxal 5’-phosphate, 

effects on glucocorticoids receptors/DNA-binding protein, 
liver, rats 5390. 


modification-tRNA Phe/tRNA Tyr, yeasts 85. 

Pyrilamine, 

induced, DNA repair, hepatocytes, rats 1035. 

Pyrimidine (4-aminopyrazole (3,4-d)), 

cations, fluorescence 3883. 

Pyrimidine (5-fluoro), 

RNA/DNA-mediated effects on lymphoma cells, mice 1287. 

Pyrimidine (5-nitro), 

derivatives, complex-acetone anions 1278. 

Pyrimidine (1,3,4-thiadiazolo[3,2-a]), 

inhibition-RNA polymerase, Ehrlich ascites tumour cells 
2474, 

Pyrimidine (2-thioalky}), 

spectroscopy (i.r.)/spectroscopy (Raman) 644. 

Pyrimidine (2-thioallyl), 

spectroscopy (i.r.)/spectroscopy (Raman) 644. 

Pyrimidine (2-thiobenzy}), 

spectroscopy (i.r.), spectroscopy (Raman) 644. 

Pyrimidine dimers, 

DNA, tryptophan-sensitized monomers formation, 
wavelength dependence 1622. 

effects on DNA backbone conformation 911. 

excision, radiation (u.v.), DNA, fibroblasts, man, inhibition- 
harman 4290. 

Pyrimidine nucleosides, 

antiviral activity, review 5868. 

conformation 5420. 

conformation, n.m.r. 55. 

n.m.r., solvents, effects on 3351. 

reaction-allylic chlorides 4984. 

Pyrimidine nucleotides, 

biosynthesis, lymphocytes, chronic lymphocytic leukaemia, 
adenosine, effects on 5891. 

complex-ribonuclease (pancreatic), n.m.r. 5760. 

methylation/conformational analysis 71. 

Pyrimidines, 

affinity-water 5413. 

alkylation 6334. 

chromatography (high-performance liquid) 23. 

chromatography (high-pressure liquid) 1877. 

chromatography (liquid) 2653. 

chromatography (reversed-phase) 5890, 6341. 
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Pyrimidines,(continued) 

derivatives, chromatography (thin-layer) 1880. 

derivatives, reaction-mercury electrodes 3884, 3885. 

electrical properties 2626. 

interaction-tryptophan, photochemistry 1279. 

photochemistry, review 3. 

protons exchange, mechanisms 22. 

radiation, mutagenesis, Salmonella typhimurium 4976. 

radiation (u.v.) 2634. 

reaction-4-methylpsoralen/4',5'-dihydro-4-methylpsoralen 
641. 

reaction-trichloromethyl free radicals 6333. 


separation, chromatography (high-performance liquid) 3887, 


5884. 
structure, determination, use-protons spectroscopy 4972. 
Pyrophosphate, 
analogues, inhibition-hepatitis B virus DNA polymerase 
2493. 
Pyrophosphates, 
effects on DNA/RNA polymerization errors 3071. 
Pyruvate kinase, 
mRNA, liver, rats, dietary alterations, effects on 2141. 


Queuine, 

occurrence-Drosophila melanogaster , incorporation-tRNA 
4979. 

Quinacrine, 

complex-calf thymus DNA, n.m.r. 3541. 


Rabbitpox virus, 

early mutants, transcription/translation, characterization 
2100. 

mutants, DNA termini, sequence duplication/transposition 
2982. 

pocks morphology mutants, deletion, characterization 948. 

Rabies virus, 

mRNA, translation-Xenopus laevis oocytes 1459. 

defective-interfering particles, genomes, characterization 
3445. 

RNA biosynthesis, persistent infection, cell lines, man/ 
hamsters 4043. 

Radiation, 

+ 3-carbethoxypsoralen, DNA cross-linking 2177. 

+ coal tar, effects on DNA biosynthesis, Ehrlich ascites 
tumour cells 1658. 

calf thymus DNA strands breakage, superoxide dismutase/ 
cysteine/glutathione, effects on 6064. 

DNA, normal tissues/tumours, mice, sensitivity 4119. 

DNA repair, lung, mice, adriamycin, effects on 5279, 

Bap hn lymphocytes, chronic lymphatic leukaemia 
65 


DNA repair, strands breakage, HeLa cells, hyperthermia, 
effects on 4797. 

DNA repair, tissues, rats, role-protein biosynthesis 4283. 

effects on DNA organization, Chinese hamster cells 3543. 

Dunir lymphoaxtes effects on chromosome aberrations 


induced, damage, chromosomes, DNA repair, cornea 
epithelium cells, mice 606. : 


induced, damage, DNA repair, Chinese hamster cells, cis- 
dichlorodiammine platinum II, effects on 1042. 

induced, damage, DNA repair, human fibroblasts 1633. 

induced, damage, DNA repair, lymphoid tissue, rats 2359. 

induced, damage, DNA repair assays, Chinese hamster 
fibroblasts 2371. 

induced, damage/DNA repair, DNA-membranes complex, 
mammalian cells 3099. 

induced, DNA repair, double-stranded breakage, yeasts, 
during non-growth 440. 

induced, DNA single-stranded breakage, Chinese hamster 
cell lines, oxygen + radiosensitizers, effects on 891. 

induced, transformation, mechanisms, theories 297. 

induced damage, phage 9X174 DNA, cysteine/cysteamine, 
effects on 1486. 

lasers, effects on DNA secondary structure 890. 

light, DNA damage, Chinese hamster/human cells, 
mechanisins 2939. 

Radiation (y), 

chromatin, DNA-histones cross-linking 4921. 

damage, adenovirus (human) 2, DNA repair-human 
xeroderma pigmentosum heterozygotes fibroblasts 2365. 

damage, DNA repair, embryos-derived cells, mice 2380. 

damage, Escherichia coli, DNA repair, pretreatment, effects 
on 5276. 

DNA, cross-links formation 2197. 

DNA repair, HeLa cells, adenine (8-bromo), effects on 2378. 

DNA repair, human ataxia telangiectasia fibroblasts-like cells 
2363. 

DNA repair, liver, mice, elimination-bases damage 5694. 

DNA repair, plants, exogenous gibberellic acid, effects on 
4641, 4802. 

DNA single-stranded breakage, alkaline solvents, effects on 
4121. 

DNA spectroscopy (u.v.)/melting, concentration/ionic 
strength, effects on 6163. 

double-stranded breakage, Chinese hamster cells/Escherichia 
coli , DNA repair 6570. 

Drosophila melanogaster DNA repair mutants, 
chromosomes loss, hyperthermia, effects on 6574. 

effects on chromatin interaction-calcium, thymus, rats 2554. 

effects on chromosome aberrations, human lymphocytes, 
during mitosis 605. 

effects on DNA biosynthesis, Artemia salina 1045. 

effects on DNA biosynthesis, ataxia telangiectasia 
lymphoblastoid cell lines 5290. 

effects on DNA biosynthesis, human lymphoblastoid cell 
lines 2389. 

effects on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, wheat germ 3111. 

effects on DNA-membranes complex, mammalian cells 893. 

effects on DNA repair, Schizosaccharomyces pombe 6182. 

effects on DNA secondary structure 3664. 

effects on DNA superhelix, peripheral blood lymphocytes, 
rats 1500. 

effects on Escherichia coli , relationship-DNA biosynthesis/ 
protein biosynthesis 1644. 

effects on lipids content, thymus/liver, rats 5572. 

effects on thymidine incorporation-DNA, HeLa cells 1050. 

Escherichia coli , induction-double-stranded breakage/DNA 
repair 5275. 

induced, adenine modification, Escherichia coli DNA 298. 

induced, chromosome aberrations, human lymphocytes, 
uridine (5-fluoro-2-deoxy), effects on 2577. 

induced, chromosome aberrations, Philosamia ricini 
spermatocytes 2578. 

induced, damage, DNA repair, mammalian cells 453, 
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Radiation (y),(continued) 

induced, DNA damage/DNA repair, lymphosarcoma cells, 
mice 299. 

induced, DNA double-stranded breakage, Escherichia coli , 
DNA repair 3544. 

induced, single-stranded breakage, DNA repair, Escherichia 
coli , role-dnaG gene products 437. 

induced damage, DNA, human lymphocytes, modification- 
uridine (5-fluorodeoxy) 894. 

induced damage, DNA, xanthobin, effects on 2198. 

induced damage, Hordeum seeds, DNA repair 1643. 

induction-DNA biosynthesis, lymphocytes, cancer patients 
3716. 

inhibition-DNA biosynthesis, ataxia telangiectasia 
fibroblasts, relationship-DNA repair capacity 4286. 

mutation induction, phage T7, error-prone DNA repair, 
effects on 1025. 

nonhistone proteins cross-linking-DNA, HeLa cells 6664. 

phage 9X174 DNA breakage, comparison-apurinic sites 
S573? 

phage T! DNA, endonuclease S, (Aspergillus) cleavage sites 
4122. 

radicals, UMP, e.s.r. 1319. 

single-stranded DNA breakage, dimethyl] sulphoxide, effects 
on 4650. 

strands breakage, DNA repair, cell lines, man, relationship- 
radiosensitivity 5706. 

thymidine radiolysis 6338. 

treated mammalian cells, DNA lesions, triacetoneamide-N- 
oxyl, effects on 1510. 

Radiation (heavy ions), 

indv zed, breakage, DNA repair, Chinese hamster cells 1638. 

Radiation (ionizing), 

DNA single-stranded breakage, Ehrlich ascites tumour cells/ 
Salmonella typhimurium 4117. 

effects on DNA/deoxyribonucleoproteins content, 
hypophysis, chick embryos 6591. 

effects on tRNA (aminoacyl) synthetase phosphorylation, 
liver, rats 5926. 

effects on uridine (5-iodo-2'-deoxy) incorporation, bone 
marrow cells, mice 5709. 

Escherichia coli , DNA damage, photoreactivation 3545. 

inactivation-poliovirus, mechanisms 2030. 

induced, chromosome aberrations, human lymphocytes 604. 

induced, DNA repair/mutagenesis/survival, Chinese hamster 
cells, cell interactions, effects on 3102. 

induced, double-stranded breakage, DNA repair, 
Saccharomyces cerevisiae , cell cycle, effects on 441. 

induced, double-stranded breakage, DNA repair, Ustilago 
maydis 442. 

induced damage, Chlamydomonas reinhardtii , DNA repair 
2353. 

, induced DNA damage, Escherichia coli , membrane fluidity, 

effects on 3085. 

single-stranded breakage, ataxia telangiectasia 
lymphoblastoid cells, DNA repair 5281. 

stimulation-DNA biosynthesis, Escherichia coli DNA- 
membranes complex 2386. 

Radiation (neutron), 

DNA repair, potential lethal damage, tumours cells, in vivo/ 
in vitro 4800. 

double-stranded breakage, DNA rpair, Chinese hamster cells 
4297. 

induced single-stranded breakage, fibroblasts cell lines, mice, 
DNA repair 3711. 


induction-chromosome aberrations, human lymphocytes 607. 


regenerating liver, rats, DNA biosynthesis, caffeine, effects 


on 459. 

Radiation (pions), 

induced DNA damage, Chinese hamster cells, comparison- 
radiation (X) 2943. 

Radiation (u.v.), 

+ acridine, effects on Escherichia coli DNA 4115. 

+ chlorpromazine, interaction-DNA, human fibroblasts 
2199. 

+ dictamnine, cross-linking-DNA, calf thymus 887. 

+ furocoumarins, sensitivity-Escherichia coli DNA repair- 
deficient mutant 5574. 

+ hydrogen peroxide, lethality-Escherichia coli , role-DNA 
double-stranded breakage 895. 

+ 8-methoxypsoralen, damage, DNA repair, phage 3) 
phage T4 4268. 

+ 8-methoxypsoralen, effects on DNA biosynthesis, human 
lymphocytes 462. 

+ 8-methoxypsoralen, effects on DNA cross-linking, 
lymphoblastoid cell lines, man 4104. 

+ Micrococcus luteus endonuclease, effects on DNA 
biosynthesis/poly (ADP-ribose) biosynthesis, xeroderma 
pigmentosum cells 6195. 

+ 4,5',8-trimethylpsoralen, cross-linking-DNA, leukaemia 
cells, mice 2179. 

+ tryptophan photooxidation products exposure-DNA, free 
radicals production 300. 

anaerobic, Haemophilus influenzae , damage/DNA repair 
1031. 

cross-linking initiation factor 3-Escherichia coli ribosomal 
subunits 30S 1379. 

damage, , effects on chromatin, conformation 3271. 

damage, adenovirus (human) 2, DNA repair-human 
xeroderma pigmentosum heterozygotes fibroblasts 2365. 

damage, Chinese hamster cells, DNA repair, protein 
biosynthesis inhibitors, effects on 6188. 

damage, DNA, fibroblasts, man 6066. 

damage, DNA repair, Bloom's syndrome fibroblasts 5282. 

damage, DNA repair, Escherichia coli 4273. 

damage, DNA repair, fibroblasts, Bloom's syndrome 4284. 

damage, DNA repair, heterochromatin/euchromatin, liver, 
rats 2358. 

damage, DNA repair, lymphocytes, man, comparison-N- 
acetoxy-2-acetylaminofluorene 4292. 

damage, DNA repair, normal/Cockayne’s syndrome cell 
lines 4285. 

damage, DNA repair, xeroderma pigmentosum cell lines 
4293. 

damage, DNA repair, zygotes, mice 4794. 

damage, fibroblasts, man, DNA repair, inhibition-aphidicolin 
6189. 

damage, plasmids DNA, Escherichia coli DNA repair 
efficiency 5691. 

damage, Saccharomyces cerevisiae , DNA repair, 
pyrimidines dimers excision, mechanisms 5692. 

damage/mutagenesis, DNA repair, role-DNA-unwinding 
protein 4272. 

damage phage A, radiation (u.v.) 5690. 

damaged, templates, DNA replication, human xeroderma 
pigmentosum cells 3109. 

Dictyostelium discoideum , pyrimidines dimers excision 4789. 

DNA, 9-aminoacridine spin labelling 5575. 

DNA, antibodies, assays 4893. 

DNA, mammalian cells, pyrimidine dimers determination- 
phage T4 endonuclease V 6065. 

DNA biosynthesis chains elongation, xeroderma 
pigmentosum cell lines, S phase 65 82. 
DNA complex-daunomycin 5578. 
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Radiation (u.v.),(continued) 

DNA cross-linking-proteins, cell lines, man 6467. 

DNA damage, man, distribution 6465. 

DNA damage, peridinium cinctum , photoreactivation 5576. 

DNA damage, replication-DNA polymerase a, cooperation- 
DNA nucleotidylexotransferase 4383. 

DNA damage, yeasts 6056. 

DNA lesions, Escherichia coli , distribution 6067. 

DNA repair, Bloom's syndrome fibroblasts, man 5283. 

DNA repair, brain, hamsters, relationship-ageing 6183. 

DNA repair, Candida albicans , inhibition-nalidixic acid 
4277. 

DNA repair, cells, man, radiation (X)/furocoumarin adducts/ 
alkylating agents, effects on 5705. 

DNA repair, chick embryos lens 5278. 

DNA repair, ColE1, role-calf thymus DNA polymerase B 
2342. 

DNA repair, Dictyostelium discoideum , caffeine, effects on 
4275. 

DNA repair, Escherichia coli photoreactivation, amino 
acids/thymine starvation, effects on 6573. 

DNA repair, Euglena gracilis chloroplasts/nuclei, 
comparison 443. 

DNA repair, fibroblasts cell lines, man, DNA double- 
stranded breakage 6466. 

DNA repair, leucocytes, man, basal cells carcinoma, effects 
on 6580. 

DNA repair, lung/kidney, hamsters, age, effects on 5274 

DNA repair, lymphocytes, man, enhancement-poly(ADP- 
ribose) polymerase inhibitors 6186. 

DNA repair, lymphocytes, man, malnutrition, effects on 
6581. 

DNA repair, phage HPlcl, Haemophilus influenzae 2345. 

DNA repair, role-SV40 transformation-fibroblasts, man 
4289. 

DNA repair, uridine (S-bromodeoxy)-containing Chinese 
hamster cells 6583. 

DNA repair, xeroderma pigmentosum lymphocytes, man 
4795. 

DNA repair/chromosome aberrations/sister chromatid 
exchange/DNA replication inhibition, cytosine arabinoside, 
effects on 4298. 

DNA repair deficient mutant, Escherichia coli , survival 
3698. 

effects on DNA, mitochondria, yeasts 2941. 

effects on DNA biosynthesis, Chinese hamster cells 1653. 

effects on DNA biosynthesis, Dictyostelium discoideum 
DNA repair mutants 1627. 

effects on DNA biosynthesis, embryo cells, hamsters 1655. 

effects on DNA biosynthesis, Penicillium solitum conidia 
1645. 

effects on DNA/poly d(A.T) binding-netropsin 875. 

effects on DNA repair, Schizosaccharomyces pombe 6182. 

effects on Escherichia coli , relationship-DNA biosynthesis/ 
protein biosynthesis 1644. 

effects on Escherichia coli recA gene operators mutants 
4652. 

effects on herpes simplex virus 1 recombination 1112. 

effects on mutagenesis, phage A DNA 6068. 

effects on phage QB RNA replication 1053. 

effects on phage T7 DNA replication 2384. 

effects on thymine dimers accumulation, Glycine max cell 
culture 1499, 


effects on UDPapiose synthase mRNA, Petroselinum 
hortense 2150. 


effects on vaccinia virus inhibition-protein biosynthesis, hosts 
cells 6364, 6365. 


embryo cells, hamsters, pyrimidine dimers formation, 
relationship-transformation/lethality 4653. 

Escherichia coli, DNA damage, photoreactivation 3545. 

fibroblasts cell lines, man, DNA replication inhibition- 
hydroxyurea/caffeine 6192. 

human skin, pyrimidine dimers formation/DNA repair 1041. 

inactivation-phage SP02 mutants DNA, proteins 
enhancement 5171. 

inactivation-mRNA, Smittia embryos 4085. 

induced, breakage, DNA repair, excision, Drosophila 
melanogaster mei-9 gene mutants 3093. 

induced, damage, DNA repair, Escherichia coli tif mutant 
436. 

induced, damage, DNA repair, Escherichia coli 3089. 

induced, damage, DNA repair, human xeroderma 
pigmentosum fibroblasts 2366. 

induced, damage, DNA repair, role-DNA glycosylase 1180. 

induced, damage, post-replication DNA repair, melanoma/ 
carcinoma/normal lung fibroblasts, mice 454. 

induced, damage, post-replication DNA repair, CHO cells 
2393% 

induced, daunomycin binding-DNA 2949. 

induced, DNA damage, photoreactivation, Escherichia coli 
1028. 

induced, DNA damage/DNA repair, CHO cells 2374. 

induced, DNA repair, Epstein-Barr virus-transformed 
lymphoblastoid cell lines, Chediak-Higashi syndrome 1040. 

induced, DNA repair, Escherichia coli frozen cells 3086. 

induced, DNA repair, human fibroblasts 1038. 

induced, DNA repair, spleen cells, radiation (y)-treated mice 
2355. 

induced, mutagenesis, Escherichia coli , tif genes expression, 
effects on 2196. 

induced, rRNA 23S cross-linking-ribosomal protein L4, 
Escherichia coli , sites localization 725. 

induced damage, Chinese hamster cells, DNA repair, SV40, 
effects on 3708. 

induced damage, DNA repair, human fibroblasts 2377. 

induced damage, DNA repair, human fibroblasts/ 
lymphocytes, role-poly (ADP-ribose) 3103. 

induced damage, DNA repair, Rana pipiens cell lines 2381. 

induced damage, encephalomyocarditis virus RNA, repair 
797. 

induced damage, herpes simplex virus 1, DNA repair, 
mechanisms 1026. 

induced DNA repair, Escherichia coli /phage A, role-recA 
gene/uvrA gene 2344. 

induced mutagenesis, Saccharomyces cerevisiae , role- 
heteroduplex DNA repair 1034. 

induced mutagenesis, Saccharomyces cerevisiae , DNA 
repair 2352. 

induced sister chromatid exchange, Chinese hamster cell 
lines, DNA biosynthesis inhibitors, effects on 2571. 

eerie suppressors mutation, Escherichia coli , analysis 

936. 

induction-benzo(a)pyrene binding-polydeoxyribonucleotides 
5016. 

induction-chromosomes fragmentation/micronuclei, Chinese 
hamster cells, nucleoside (deoxyribo), effects on 3904. 

induction-proteins, Escherichia coli, role-DNA repair, double- 
stranded breakage 6571. 

inhibition-DNA replication, normal/xeroderma pigmentosum 
fibroblasts, man, mechanisms 6193. 

lesions, bacteria, DNA replication blocking/recovery 6199. 

mapping-Saccharomyces cerevisiae GAL gene transcription 
unit 4717. 

mutagenesis, BALB/c-3T3 cells temperature-sensitive 
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Radiation (u.v.),(continued) 
mutant, G phase 6473. 
nonhistone proteins crosslinking-DNA, HeLa cells 5799. 
phage A inactivation, DNA breakage 4651. 
ae ~X174 templates, DNA biosynthesis termination sites 
03. 
phage T7 DNA damage, role-coat protein interaction 5173. 
photoreactivation DNA repair, Rana pipiens cells 4280. - 
polyribosomes, L cells, mRNA cross-linking-proteins, 
identification 1997. 
post-replication DNA repair, Bacillus subtilis mutants 1624. 
post-replication DNA repair, epidermis, mice, inhibition- 
caffeine 4792. 
pyrimidine dimers excision, DNA, fibroblasts, man, 
inhibition-harman 4290. 
pyrimidines 2634. 
resistance, bacteria, mediation-plasmids 4829. 
resistance, bacteria, mediation-plasmids, mechanisms 5728. 
ribesomal protein LS cross-linking-r>RNA SS, ribosomal 
subunit 608, liver, rats 1994. 
mRNA cross-linking-proteins, Ehrlich ascites tumour cells 
3303. 
tRNA Phe interaction-tRNA (phenylalanyl) synthetase, 
yeasts 5454. 
sensitive, DNA repair mutants, CHO cells, genetic analysis 
6584. 
sensitivity, Dictyostelium discoideum , caffeine, effects on 
892. 
sensitivity, Escherichia coli , R factor Rts! deletion mutant, 
effects on 3695. 
sensitivity, Escherichia coli excision DNA repair deficient 
mutant, genetic control 3087. 
sensitivity-Escherichia coli DNA content 3108. 
survival, Escherichia coli , DNA stability, effects on 2346. 
therapy, effects on DNA biosynthesis, human psoriasis 2390. 
treated, Chinese hamster clones, post-replication DNA repair 
3094. 
treated, DNA, Escherichia coli , incision, role-uvrC gene 
1030. 
treated, DNA, phage T4 endodeoxyribonuclease V, effects 
on 1752. 
treated, DNA, regenerating liver, rats, endonuclease activity 
6254. 
treated, human fibroblasts, DNA repair, excision, radioactive 
labelling, effects on 2375. 
treated, human/mice liver cell culture, DNA repair 3096. 
trpA gene, Escherichia coli , mutation 51 ADs 
yeasts excision defective mutant, DNA biosynthesis 6191. 
Radiation (X), 
+ hyperthermia, DNA repair, CHO cells 5688. 
bone marrow cells, mice, exogenous DNA, effects on 4324. 
damage, ataxia telangiectasia fibroblasts, survival, iodine- 
125, effects on 4123. 
damage, DNA repair, brain tumours cells, rats 4801. 
degradation-DNA/RNA, liver/thymus, rats, madiol/ 
leucotrofina, effects on 6069. 
DNA damage, human ataxia telangiectasia cells 3546. 
DNA repair, Chinese hamster cells, inhibition-cordycepin, 2'- 
deoxycoformycin, effects on 3706. 
DNA repair, fibroblasts, ataxia telangiectasia, man 6579. 
DNA repair, mitochondria, Misgurnus fossillis eggs 3702. 
DNA repair, potential lethal damage, tumours cells, in vivo/ 
in vitro 4800. 
DNA repair, single-stranded breakage, Down's syndrome 
lymphocytes 6185. 
DNA single-stranded breakage/DNA repair, L cells, 
Peptichemio + hyperthermia, effects on 5174. 


DNA strands breakage, Escherichia coli , relationship-DNA 
polymerase I-dependent DNA repair 4654. 

double-stranded breakage, DNA rpair, Chinese hamster cells 
4297. 

effects on DNA biosynthesis, CHO cells 1049. 

effects on DNA biosynthesis, HeLa cells 4806. 

effects on DNA biosynthesis, lung epithelium cells, mice 
1047. 

effects on DNA biosynthesis, normal/ataxia telangiectasia 
cell lines 4304. 

effects on DNA content, nuclei, regenerating liver, rats 5301. 

effects on histone H1 binding-DNA 575. 

effects on RNA (heterogeneous nuclear) biosynthesis/ 
maturation, rats 2117. 

induced, damage, DNA repair, ageing human lung diploids 
fibroblasts 2367. 

induced, DNA repair, Chinese hamster cells, 5-thio-D- 
glucose, effects on 3100. 

induced, post-DNA repair damage, human tumours cells 
2942. 

induced, single-stranded breakage, DNA repair, leukaemia 
cells, mice, correlation-survival 2383. 

induced damage, Chinese hamster cells, DNA repair, SV40, 
effects on 3708. 

induced damage, DNA repair, human fibroblasts 2377. 

induced DNA damage, Chinese hamster cells, comparison- 
radiation (pions) 2943. 

induction-DNA single-stranded breakage/sister chromatid 
exchange, human cells 896. 

induction-single-stranded breakage, phage PM2 DNA, 
kinetics 5175. 

inhibition-DNA biosynthesis, Chinese hamster cells 3714. 

sensitivity-transforming DNA, silver, effects on 1485. 

Streptococcus faecalis chromosomes, mesosomes formation 
5818. 

treated, DNA, inhibition-DNA polymerase a/DNA 
polymerase 8/DNA nucleotidylexotransferase 3219. 

Radiosensitizers, 

+ oxygen, effects on radiation-induced DNA single-stranded 
breakage, Chinese hamster cell lines 891. 

Raji cells, 

DNA polymerase, Epstein-Barr virus superinfection-induced, 
characterization 3212. 

Rana berlandieri, 

DNA, repetitive-repetitive sequence organization 378. 

Rana pipiens, 

cells, photoreactivation DNA repair, radiation (u.v.) 4280. 

replicons elongation rates/size 5678. 

retina, RNA metabolism, relationship-diurnal variations, 
light 4577. 

RNA (heterogeneous nuclear), repetitive DNA transcription, 
base composition 4007. 

Raphanus sativus, 

cotyledons, rRNA gene, age, effects on 46 19. 

tRNA 25S/rRNA 18S genes, purification/characterization 
407. 

seeds, RNA, incorporation-uridine (4-thio), during 
germination 1452. 

seeds, RNA metabolism, regulation-germination, review 
3314. 

Rauscher leukaemia virus, 

complementary DNA, hybridization kinetics-RNA, normal/ 
leukaemia cells 3446. 

DNA polymerase, DNA biosynthesis, stimulation- 
polyamines 6200. 

DNA polymerase (RNA-dependent), inhibition- 
phosphonoformic acid 2506. 
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Rauscher leukaemia virus,(continued) 

DNA polymerase (RNA-dependent), isolation/ 
characterization, comparison-Simian sarcoma virus/RD-114 
virus 2509. 

DNA polymerase, stimulation-spermine/spermidine 6650. 

endodeoxyribonuclease, characterization 3767. 

infection-fibroblasts, mice, effects on-fragments 
transformation DNA 1736. 

RNA, translation-Xenopus laevis oocytes 832. 

temperature-sensitive mutant, recombinants-BALB/c mouse 
endogenous retrovirus, genomes mapping 6394. 

RD-114 virus, 

DNA polymerase (RNA-dependent), isolation/ 
characterization, comparison-Rauscher leukaemia virus/ 
Simian sarcoma virus 2509. 

Receptors, 

liver, rats, binding-DNA 3848. 

thyroxine, fibroblasts/HeLa cells, interaction-DNA, 
specificity 4945. 

Recombination, 

deficient mutant, Streptococcus faecalis , characterization 
sil 

herpes simplex virus 1, hosts/radiation (u.v.), effects on 1112. 

phage A, stimulation, mechanisms 505. 

phage TS 4333. 

Red clover necrotic mosaic virus, 

RNA, characterization 3993. 

Reductone, 

inhibition-DNA repair/induction-DNA single-stranded 
breakage, Escherichia coli 4269. 

Relaxin, 

mRNA, rats, complementary DNA, cloning/characterization 
5661. 

Reovirus, 

caps-containing mRNA, binding-caps antibodies 2523. 

double-stranded RNA/mRNA, termini, sequence 5490. 

infected, HeLa cells, ribonucleoprotein (messenger), 
characterization 4394. 

inhibition-DNA biosynthesis, L cells, role-S1 gene 4785. 

Musca domestica , double-stranded RNA, characterization 
767. 

nonstructural protein, binding-DNA 5831. 

poly (A)-lacking mRNA, stability-Xenopus laevis oocytes 
5967. 

poly(C)-dependent RNA polymerase activity 2473. 

proteins, binding-RNA 6684. 

mRNA, caps, binding proteins, characterization 5393. 

RNA biosynthesis/replication, comparison-vaccinia virus 
DNA biosynthesis, review 633. 

mRNA translation, inhibition-interferon 3392. 

transcription initiation-ITP/inosine (7-methyl)-containing 
mRNA, properties 2700. 

Reovirus (avian), 

double-stranded RNA, induction-interferon, chick embryos 
cells 6440. 

Reovirus (human), 

double-stranded RNA, induction-interferon, chick embryos 
cells 6440. 

Reovirus 1, 

S1 gene, 3’-terminus nucleotide sequence homology-reovirus 
2/reovirus 3 341. 

Reovirus 2, 

S1 gene, 3’-terminus nucleotide sequence homology-reovirus 
1/reovirus 3 341. 

Reovirus 3, 


effects on DNA replication initiation sites organization, L 
cells 435, 


RNA, modification-4'-aminomethyltrioxsalen, cations, 
effects on 6384. 

mRNA, purification/characterization, translation-cell-free 
system 2133. 

RNA structure, X-ray diffraction 6395. 

RNA transcripts, in vitro, sequence complementarity-S2 gene 
155. 

S1 gene, 3’-terminus nucleotide sequence homology-reovirus 
1/reovirus 2 341. 

Repressors, 

cro repressor, phage A, structure/interaction-DNA 5391. 

genes, phage P22, nucleotide sequence 6096. 

lactose repressor, binding-Escherichia coli DNA, effects on 
restriction endonuclease cleavage 4943. 

lactose repressor, Escherichia coli , binding-N- 
hydroxyaminofluorene-modified DNA, c.d. 3297. 

lactose repressor, Escherichia coli , complex-operators DNA, 
binding-inducers 1849, 1850. 

lactose repressor, Escherichia coli , interaction-poly d(A-T)/ 
poly d(G-C), c.d. 3294. 

lactose repressor, Escherichia coli , interaction-operators 
DNA, salts dependence 6690. 

lactose repressor, Escherichia coli , interaction-operators 
DNA, ions, effects on 6691. 

lactose repressor, Escherichia coli , n.m.r. 6317. 

lactose repressor, genes, mutation, mapping 5621. 

lactose repressor, interaction-DNA, models 3844. 

lactose repressor, interaction-oligonucleotides, binding 
affinity 5839. 

lactose repressor, mutants, characterization 5834. 

lactose repressor, neutron scattering 622. 

lactose repressor, N-terminus, complex-poly d(A-T)- 
Escherichia coli 1846. 

lactose repressor, N-terminus fragments, interaction-DNA 
4942. 

lactose repressor/cores, Escherichia coli , binding-DNA 
1848. 

lactose repressor/cores, tetramers, Escherichia coli , binding- 
DNA 1851. 

phage A, isolation/binding-DNA 1242. 

tryptophan repressor, Escherichia coli , interaction- 
Salmonella typhimurium trptophan operon 3845. 

Respiratory syncytial virus, 

RNA, characterization 2790. 

Restriction endonuclease, 

classification 3189. 

cleavage-DNA, methylation, effects on 6265. 

a A DNA, N-methyl-N-nitrosourea, effects on 

469. 

endodeoxyribonuclease, Bordetella pertussis , purification/ 
characterization 1760. 

endodeoxyribonuclease, fragments, priming-phage 9X174 
single-stranded DNA, DNA polymerase a templates 2501. 

endodeoxyribonuclease, isolation 5765. 

endodeoxyribonuclease, Neisseria cinerea , purification/ 
characterization 1761. 

endodeoxyribonuclease, restriction-modification, reaction. 
mechanisms, review 5871. 

endodeoxyribonuclease, Streptomyces , purification/ 
characterization 3765. 

endodeoxyribonuclease, use-gene manipulation, review 1873. 

endodeoxyribonuclease Asul/endodeoxyribonuclease AsulI/ 
endodeoxyribonuclease Asulll, Anabaena cylindrica , 
purification/4358. 

endodeoxyribonuclease BamHI, cleavage sites, phage Mu 
DNA, localization 1521. 

endodeoxyribonuclease BamHI/endodeoxyribonuclease 
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Restriction endonuclease,(continued) 
EcoRI, isolation, methodology 1148. 

endodeoxyribonuclease BamHI/endodeoxyribonuclease 
EcoRI/endodeoxyribonuclease PstI, purification/ 
characterization 6635. 

endodeoxyribonuclease Benl, Bacillus centrosporus , 
characterization 5334. 

endodeoxyribonuclease Bgll, Bacillus globigii , DNA 
recognition sequence 1764, 1765, 1766. 

endodeoxyribonuclease BstEII, cleavage sites, nucleotide 
sequence 5182. 

endodeoxyribonuclease Cfrl, Citrobacter freundii , 
purification/characterization 4360. 

endodeoxyribonuclease EcoCK, Escherichia coli , 
purification/characterization 6640. 

endodeoxyribonuclease EcoK, Escherichia coli, DNA 
methyltransferase activity, characterization 6657. 

endodeoxyribonuclease EcoP 15, Escherichia coli , cleavage 
mechanisms, role-ATP 3764. 

endodeoxyribonuclease EcoRI, activity, cations, effects on 
4865. 

endodeoxyribonuclease EcoRI, assays, electrophoresis 2470. 

endodeoxyribonuclease EcoRI, cleavage-plasmid pBR322 
DNA, inhibition-polynucleotides 1153. 

endodeoxyribonuclease EcoRI, complex-DNA, X-ray 
diffraction 4357. 

endodeoxyribonuclease EcoRI, Escherichia coli , isolation, 
methodology 1150. 

endodeoxyribonuclease EcoRI, Escherichia coli , reaction- 
phage A DNA, kinetics 1769. 

endodeoxyribonuclease EcoRI, Escherichia coli , binding- 
phage A DNA 1770. 

endodeoxyribonuclease EcoRI, Escherichia coli , DNA sites 
recognition 3188. 

endodeoxyribonuclease EcoRI, Escherichia coli , stimulation- 
plasmids recombination, use-gene manipulation 6600. 

endodeoxyribonuclease EcoRI, fragments, Nicotiana 
tabacum chloroplasts DNA, rRNA 4.5S/rRNA 5S genes- 
containing, cloning/998. 

endodeoxyribonuclease EcoRI, genes, plasmid pMB4, 
nucleotide sequence 6088. 

endodeoxyribonuclease EcoRI, genes, plasmid pMB1, 
nucleotide sequence 6089. 

endodeoxyribonuclease EcoRI, N-terminus/C-terminus, 
amino acid sequence 6266. 

endodeoxyribonuclease EcoRI/endodeoxyribonuclease 
HpallI/endodeoxyribonuclease Haell, analysis-Muntiacus 
muntjak DNA/chromosomes 393. 

endodeoxyribonuclease EcoRII, genes, plasmid N3, cloning 
498. 

endodeoxyribonuclease EcoRV, Escherichia coli , 
purification/characterization 1768. 

endodeoxyribonuclease HgiAI, Herpetosiphon giganteus , 

' purification/characterization 1759. 

endodeoxyribonuclease Hhal, cleavage-methylated DNA, 
Thysarum polycephalum 2395. 

endodeoxyribonuclease HinflII, Haemophilus influenzae , 
DNA cleavage/methylation 3766. 

endodeoxyribonuclease HinfllI, Haemophilus influenzae , 
DNA recognition sequence 4359. 

endodeoxyribonuclease, Hpall, cleavage-methylated DNA, 
Thysarum polycephalum 2395. 

endodeoxyribonuclease Mbol, cleavage-mammalian DNA, 
uridine (bromodeoxy) substitution, effects on 2296. 

endodeoxyribonuclease Mspl, cleavage-oligonucleotides/ 
phage gX174 DNA 2467. 

endodeoxyribonuclease MspI, fragments, phage T7 gene 1 
regions, nucleotide sequence 3578. 
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endodeoxyribonuclease MspI, sensitivity-DNA methylation 
sites, Novikoff hepatoma, rats/liver, cattle 391. 

endodeoxyribonuclease PstI, cleavage-DNA, comparison- 
endodeoxyribonuclease SalPI 1762. 

endodeoxyribonuclease Rrul/endodeoxyribonuclease Rrull, 
Rhodospirillum rubrum , purification/characterization 2468. 


endodeoxyribonuclease Rsal, Rhodopseudomonas 
sphaeroides , purification/characterization 1151. 

endodeoxyribonuclease SalPI, cleavage-DNA, comparison- 
endodeoxyribonuclease PstI 1762. 

endodeoxyribonuclease Stul, Streptomyces tubercidicus , 
nucleotide sequence specificity 6639. 

endodeoxyribonuclease TaqXI, Thermus aquaticus , 
characterization 5335. 

endodeoxyribonuclease Tth1111I, Thermus thermophilus , 
purification/characterization 1763. 

endodeoxyribonuclease Xbal/endodeoxyribonuclease Sall/ 
endodeoxyribonuclease Hhal/endodeoxyribonuclease PstI/ 
endodeoxyribonuclease BamHI/enddeoxyribonuclease Sstl, 
specificity, organic solvents, effects on 1149. 

endodeoxyribonuclease XmnI, Xanthomonas manihotis , 
purification/characterization 3187. 

genes, phage P1, transposons mutagenesis 3745. 

interaction-oligonucleotides 681. 

isolation, methodology 6641. 

mapping, DNA, mitochondria, Misgurnus fossilis 4206. 

reaction kinetics 6638. 

recognition-palindromes sequence 5190. 

Restriction endonucleases, 

endodeoxyribonuclease Sph I, Streptomyces 
phaeochromogenes , purification/characterization 2471. 

Restriction endonulcease, 

endodeoxyribonuclease, restriction-modification, reaction 
mechanisms, review 5872. 

Restricton endonuclease, 

endodeoxyribonuclease PstI/endodeoxyribonuclease Pvull, 
cleavage-Bacillus brevis DNA, protection-DNA (cytosine-5 
)-methyltransferase 4888. 

Retinol, 

effects on RNA content, salivary gland secretory cells, mice 
PIN 

Retrovirus, 

A-type particles, RNA, terminal redundancy 5085. 

DNA biosynthesis, elongation, actinomycin D, effects on 

_ 3107. 

DNA polymerase (RNA-dependent), characterization 6655. 

DNA polymerase (RNA-dependent), human lymphocytes T 
lymphoma, characterization 3790. 

DNA polymerase (RNA-dependent), review 1265. 

endogenous, chickens, proviruses integration regions, 
nucleotide sequence 4184. 

endogenous, DNA, comparison-apes/monkeys 4185. 

endogenous, ev-1 gene integration sites, localization- 
chromosomes, chickens 1232. 

endogenous, RNA, detection-normal/tumours tissues, mice 
el 

endogenous, transcription, lymphocytes, mice 4045. 

ev-1 gene/ev-3 gene, structure/activation-cytidine (5-aza) 
6501. 

induction-uridine (5-iododeoxy)/uridine (5-bromodeoxy), 
aphidicolin, effects on 1911. 

like, genes, mice, terminal repeats 3023. 

primates, RNA nucleotide sequence, comparison 5084. 

proviruses, expression, regulation, review 5874. 

replication-defective, DNA, homology-Harvey sarcoma virus 
2253. 

RNA, human leukaemia/lymphoma/sarcoma, 
characterization 2052. 
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Retrovirus,(continued) 

RNA, structure, electron microscopy 1258. 

RNA, structure, review 1259. 

RNA subunits, preparation, methodology 2022. 

Retrovirus (avian), 

proviruses, DNA transcription regulation, chickens 4044. 

RNA, 5/-terminus, nucleotide sequence, relationship- 
retrovirus (simian) 6396, 

Retrovirus (simian), 

RNA, 5/-terminus, nucleotide sequence, relationship- 
retrovirus (avian) 6396. 

Reverse transcriptase, 

see DNA polymerase (RNA-dependent) 

Reverse transcription, 

avian sarcoma virus, mechanisms 6198. 

review 1256. 

role-memory 4307. 

RF virus, 

DNA structure, comparison-BK virus 2245. 

Rhizobium japonicum, 

nif gene, homology-Klebsiella pneumoniae 6513. 

Rhizobium leguminosarum, 

nod gene + hup gene determinants, transfer-plasmid pRL6JI 
3158. 

plasmids, electron microscopy/restriction endonuclease 
analysis 3559. 

plasmids expression 1077. 

Rhizobium meliloti, 

DNA, restriction endonuclease fragments mutagenesis/nif 
gene mapping 3612. 

phage 11, transduction, use-gene mapping 1098. 

phage 16-3, mismatched DNA repair, efficiency 1033. 

transposition-transposon Tn1 3157. 

use-R factor RK2 cloning vectors 3740. 

Rhodium, 

interaction-DNA/RNA, c.d./optical rotatory dispersion 874. 

Rhodnius prolixus, 

tRNA 28S, thermal stability 5098. 

Rhodopseudomonas sphaeroides, 

endodeoxyribonuclease Rsal, purification/characterization 
1151. 

transformation-phage Rg6 DNA 3141. 

Rhodospirillum rubrum, 

endodeoxyribonuclease Rrul/endodeoxyribonuclease Rrull, 
purification/characterization 2468. 

Rhodosporidium toruloides, 

cell cycle mutants, rRNA biosynthesis 2107. 

Ribavirin, 

+ rimantadine, effects on Sindbis virus DNA biosynthesis 

2385. 

inhibition-lymphocyte transformation, man 664. 

inhibition-Sindbis virus replication, mechanisms 5123. 

Riboflavin, 

+ fluorescence, photodegradation-DNA 2938. 

Ribonuclease, 

activity, plasmids ColV-K 30-associated 1135. 

Aspergillus clavatus , isolation 1136. 

Aspergillus clavatus , properties 3177. 

Aspergillus saitoi , inactivation-iodoacetamide 3178. 

Bacillus subtillis ,rRNA 5S precursors nucleotide sequence 
recognition 1746, 

contamination, removal-deoxyribonuclease I 2466. 

Oc eae ublesstended RNA, role-ions concentration 

denaturation, thermodynamics, dioxane/dimethyl sulphoxide, 
effects on 1132. 

detection, methodology 537. 


digestion tRNA Phe/tRNA Val complex-tRNA (aminoacyl) 
synthetase 3385. 

double-stranded RNA-specific, Ehrlich ascites tumour cells, 
purification/characterization 1745. 

effects on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, embryo cells, chickens 5757. 

free, polyribosomes, human placenta, isolation 1369. 

heat denaturation, copper/manganese, effects on 6259. 

Hordeum vulgare , purification/characterization 1139. 

Hordeum vulgare leaves, activity, Erysiphe graminis 
infection, effects on 1134. 

Hordeum vulgare leaves, rRNA/mRNA hydrolysis 1133. 

human milk, purification/characterization 2454. 

human saliva, purification/characterization 1138. 

inhibition-Escherichia coli rRNA 5S 3'-terminus poly (A), 
polyamines, effects on 4350. 

inhibition-poly (A), Escherichia coli rRNA 5S 3'-terminus 
4349. 

inhibitors, assays, use-tRNA (aminoacy!) 6260. 

isoenzymes, Pisum sativum cotyledons, analysis 2455. 

isolation, methodology 536. 

Lysobacter enzymogenes , purification/characterization 3176. 

macrophages, rats, effects on granuloma fibroblasts 1744. 

macrophages, rats, purification/characterization 5326. 

multiple forms, skeletal muscle, cattle, purification/ 
characterization 535. 

occurrence-semen, cattle 4859. 

2',5'-oligo (A)-dependent, rabbits/mice/man, sequence 
specificity 3759. 

plasma membranes, chick embryos, purification/ 
characterization 6258. 

ribosomal subunit 40S, yeasts, induction-glucose starvation 
3758. 

Sarcophaga peregrina fat body, pupation, activation 5758. 

seminal fluid, cattle, inhibition-tumour cells growth 1747. 

Streptomyces aureofaciens , properties 6257. 

Trypanosoma brucei , isolation/characterization 5325. 

urine, man, multiple forms 5756. 

Xenopus laevis , excision-introns, tRNA precursors, yeasts 
S755u 

Ribonuclease (pancreatic), 

cattle, binding-aurintricarboxylic acid, mechanisms 616. 

complex-pyrimidine nucleotides, n.m.r. 5760. 

degradation-double-stranded RNA, role-ions concentration 
1137. 

hydrolysis-CDP, cattle, temperature, effects on 540. 

light scattering 2457. 

man, purification/characterization 4351. 

methylated, cattle, n.m.r. 5327. 

pancreas, cattle, stimulation-polyamines 1748. 

Ribonuclease C, 

human urine, purification/characterization 3179. 

Ribonuclease D, 

Escherichia coli , modification-phage T4 infection 4353. 

relaxation-double stranded RNA configurations, 
ribonucleoprotein (heterogeneous nuclear), HeLa cells 1413. 

Ribonuclease E, . 

genes, Escherichia coli , cloning 5741. 

role-tRNA processing, Escherichia coli 4857. 

Ribonuclease F1, 

Fusarium moniliforme , purification/characterization 5328. 

Ribonuclease H, 

calf thymus, purification/characterization 1749, 

wii ascites tumour cells, purification/characterization 
1745. 

fragmentation-phage MS2 RNA, cleavage sites 
determination 2036. 
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Ribonuclease H,(continued) 

levels, Escherichia coli mutants 952. 

mammary gland/adenocarcinoma, rats, activity during 
lactation 1750. 

Moloney leukaemia virus, reaction mechanisms 4352. 

Moloney leukaemia virus DNA polymerase (RNA- 
dependent)-associated, reaction mechanisms 3760. 

multiple forms, cytosol, Ehrlich ascites tumour cells 3192. 

structural gene, Escherichia coli , cloning/location 6624. 

Ribonuclease I, 

assays, use-tRNA (aminoacyl) 6260. 

Hordeum vulgare , characterization 1751. 

Hordeum vulgare seeds, purification/characterization 539. 

Ribonuclease II, 

Hordeum vulgare seeds, purification/characterization 539. 

Ribonuclease III, 

processing-phage T7 RNA 4015. 

Ribonuclease P, 

Bacillus subtilis , RNA components, characterization 1143. 

Escherichia coli , characterization 4858. 

heart, cattle, role-RNA components 2458. 

Ribonuclease T,, 

Aspergillus oryzae , complex-2’-GMP, crystallization 1142. 

Penicillium chrysogenum , complex-GMP, n.m.r. 1141. 

purification, methodology 5761. 

Ribonuclease T,, 

Aspergillus oryzae , kinetics 4354. 

Ribonuclease T1, 

cleavage-small nuclear RNA, ribonucleoproteins particles, 
Novikoff hepatoma cells 4907. 

Ribonuclease T2, 

activity, Zea mays endosperm genotypes, changes during 
development 1144. 

Ribonuclease U, 

human urine, purification/characterization 3179. 

Ribonucleoprotein (heterogeneous nuclear), 

analysis, electrophoresis 6294. 

arrangement, RNA, polyoma virus late transcripts 5364. 

Artemia salina , RNA-unwinding protein, characterization 
5826. 

cross-linking studies, mammalian cells 4905. 

double stranded RNA, HeLa cells, configurations, relaxation- 
ribonuclease D 1413. 

HeLa cells, characterization 5368. 

HeLa cells, interaction-adenovirus (human) 2 RNA 3803. 

liver, rats, a-amanitin/cycloheximide, effects on 1802. 

normal/adenovirus (human) 2-infected HeLa cells, 
comparison 569. 

RNA, oligo (A)/poly (A) tracts, characterization 2819. 

RNA (small nuclear), characterization 3246. 

Ribonucleoprotein (messenger), 

actin, Smittia embryos, translation-reticulocyte lysate, 
products characterization 1799. 

cytoplasm, liver, rats, characterization 3247. 

erythroblasts, ducks, identification/characterization 3244. 

fibroin, silk gland, Bombyx mori , isolation, use- 
hydroxystilbamidine isethionate 2765. 

globin, ducks, characterization 4397. 

globin, ducks, complex-poly (A), characterization 1801. 

HeLa cells, RNA (heterogenous nuclear) complex-proteins 


5367. 
muscles, embryos, chickens, characterization 4398. 


Pisum sativum , translation/characterization 5369. 

poly (A)-containing, cytoplasmic/membrane-bound, 
polyribosomes, adrenal cortex, cattle, phosphorylation 1996. 

reovirus-infected HeLa cells, characterization 4394. 

reticulocyte lysate, rabbits, characterization 6296. 


reticulocytes, rabbits, purification, methodology 4904. 

Smittia eggs/embryos, translation-reticulocyte lysate 4903. 

Xenopus laevis oocytes, identification 5794. 

Ribonucleoprotein (small nuclear), 

monoclonal antibodies, characterization, mice x myeloma 
cell hybrids 5792. 

Ribonucleoprotein 10S, 

muscles, embryos, chickens, characterization 5795. 

Ribonucleoproteins, 

see also Nucleoproteins 

accumulation, HEp-2 cells, temperature shock, effects on 570. 

antigens, thymus, rabbits, purification/characterization 4898. 

autoantigens, RNA, characterization 3800. 

autoantigens, systemic lupus erythematosus, man 5366. 

avian infectious bronchitis virus, characterization 4900. 

brain tissues, distribution 1193. 

calf thymus nuclei, purification/characterization 566. 

chromatin, bone marrow cells, pigeons, characterization 
1191. 

chromatin granules, liver, rats, characterization 5796. 

complex, hepatoma cells, mice, proteins localization, 
immunofluorescence 1803. 

complex, low molecular weight RNA/RNA (heterogenous 
nuclear)-containing 4393. 

complex, RNA 4.4S-containing, muscles, embryos, chickens, 
isolation/characterization 1800. 

complex, tobacco mosaic virus-like, pH stability 1796. 

erythroblasts, ducks, low molecular weight RNA, 
characterization 2811. 

erythrocytes, pigeons, characterization 2534. 

free, Strongylocentrotus purpuratus embryos, mRNA 
distribution/actin mRNA biosynthesis 2887. 

influenza virus, localization/transport, infected cells 2532. 

liver, rats, peptide mapping 6295. 

liver, rats, RNA (heterogeneous nuclear) + RNA (small 
nuclear) complex, characterization 5797. 

nuclear/viruses-associated RNA, adenovirus (human) 2- 
infected HeLa cells, detection 143. 

particles, 6-globin mRNA-containing, Friend 
erythroleukaemia cells, purification/characterization 3248. 

particles, mRNA precursors-containing, cross-linking- 
proteins 3801. 

particles, mRNA precursors-containing, dissociation/ 
reconstitution 2531. 

particles, role: mRNA maturation, eukaryotes, review 1269. 

particles, small nuclear RNA, Novikoff hepatoma cells, 
cleavage-ribonuclease T1 4907. 

poly (A)-containing, Artemia salina , chromatography 
(affinity) 1190. 

poly(A)-containing, cytoplasm, characterization 4399. 

ribonucleoprotein 40S, Friend erythroleukaemia cells, 
proteins turnover 4906. 

ribosomes precursors, CHO cells, characterization 5798. 

RNA (small nuclear)-containing, HeLa cells, purification/ 
characterization 3804. 

mRNA precursors-containing, erythroblasts, ducks, 
distribution-low molecular weight RNA 3802. 

mRNA precursors-containing, liver, rats, structure, 
fluorescence 3245. 

tRNA/RNA 5S-containing, Triturus cristatus , 
characterization/reconstitution 3243. 

role-adenovirus (human) 2 early RNA splicing 4588. 

Sendai virus, ultrastructure, isolation/staining methodology, 
effects on 5365. 

transport, Tetrahymena pyriformis , nuclear size, effects on 
231. 
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Ribonucleoside-diphosphate reductase, 

genes, containing, recombinant plasmids, Escherichia coli , 
construction/characterization 500. 

Ribonucleoside-triphosphate reductase, 

human cells, d(ATP/ATP arabinoside, effects on 1918. 

Ribonucleotide reductase, 

herpes simplex virus, purification/characterization 4390. 

Ribosomal protein L1, 

binding regions, Escherichia coli /Dictyostelium discoideum 
tRNA 23S, comparison 5971. 

Escherichia coli , binding regions, Proteus vulgaris rRNA 
23S, secondary structure/homology-ribosomal protein L11 
mRNA/rRNA 16S 2802. 

Escherichia coli , biosynthesis, regulation-L11 operon 5037. 

Ribosomal protein L3, 

+ trichodermin resistance, genes, Saccharomyces cerevisiae , 
cloning/characterization 4845. 

Ribosomal protein L4, 

cross-linking-rRNA 238, radiation (u.v.)-induced, 
Escherichia coli , sites localization 725. 

Escherichia coli , protein biosynthesis, feedback inhibition 
739. : 

Escherichia coli , regulation-S10 operon 740. 

Ribosomal protein L5, 

complex-rRNA 5S + rRNA 5.88, liver, rats 1992. 

complex-rRNA 5S, occurrence-ribosomal subunit 608, liver, 
rats 2766. 

complex-rRNA 5S, ribosomes, liver, rats, physicochemical 
properties 1368. 

liver, rats, characterization 2817. 

ribosomal subunit 608, liver, rats, radiation (u.v.) cross- 
linking-r>RNA 58 1994. 

Ribosomal protein L6, 

interaction-ribosomal protein L29, ribosomes, liver, rats 119. 

liver, rats, binding-rRNA 5S, characterization 120. 

mutation, induced misreading, Escherichia coli , ribosomal 
subunit 30S mutation, effects on 1366. 

Ribosomal protein L7, 

liver, rats, binding-rRNA 5S, characterization 120. 

Ribosomal protein L7/L12, 

bacteria, interaction-Saccharomyces cerevisiae ribosomes 
cores particles 5465. 

binding-Escherichia coli ribosomes, role-protein biosynthesis 
activity 5045. 

biosynthesis, Escherichia coli , regulation 124. 

Escherichia coli , role-translation 726. 

Escherichia coli , C-terminus fragments, structure, X-ray 
diffraction 111. 

gene expression, Escherichia coli , regulation 2104. 

location-Escherichia coli ribosomes, fluorescence 5046. 

Ribosomal protein L8, 

complex-ribosomal protein L13, Bacillus stearothermophilus 
, stoichiometry/structure 1363. 

Saccharomyces cerevisiae , dimorphism 4527. 

Ribosomal protein L9, : 

liver, rats, binding-rRNA 5S, characterization 120. 

Ribosomal protein L10, 

biosynthesis, Escherichia coli , regulation 124. 

gene expression, Escherichia coli , regulation 2104. 

Ribosomal protein L11, 

lacking, Escherichia coli mutants 1367. 

Ribosomal protein L13, 

complex-ribosomal protein L8, Bacillus stearothermophilus , 
stoichiometry/structure 1363. 

Ribosomal protein L18, 

Escherichia coli , iodination, effects on binding-RNA 5S 
3950. 


N terminus regions, role-rRNA 5S + rRNA 238 complex 
formation 125. 
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Ribosomal protein L29, 

interaction-ribosomal protein L6, ribosomes, liver, rats 119. 

Saccharomyces cerevisiae cycloheximide-resistant mutant 
128. 

Ribosomal protein S1, ; : 

cross-linking-rTRNA 16S, Escherichia coli ribosomal subunit 
30S, use-ethyl 4-azidobenzoylaminoacetimidate 5463. 

Escherichia coli , interaction-oligonucleotides 5043. 

Escherichia coli , ribosomes binding sites, location-N- 
terminus 730. 

Ribosomal protein $3, 

Escherichia coli , localization, electron microscopy 3399. 

liver, rats, cross-linking-tR NA (formylmethionyl) 5064. 

Ribosomal protein S5, 

role-Escherichia coli translation fidelity 720. 

Ribosomal protein S6, 

Escherichia coli , localization, electron microscopy 3399. 

HeLa cells, phosphorylation, control 736. 

liver, rats, cross-linking-tRNA (formylmethiony]) 5064. 

phosphorylation, effects on poly (A)/poly (U)/poly (C) 
interaction-ribosomal subunit 408, liver, rats 117. 

Ribosomal protein $7, 

role-repressors, Escherichia coli str operon translation 5456. 

Ribosomal protein S8, 

binding sites, Escherichia coli rRNA 16S, homology-mRNA 
feedback targets 5044. 

Escherichia coli , \ocalization, electron microscopy 3399. 

Escherichia coli , regulation-Spc operon 3407. 

Ribosomal protein S10, 

Escherichia coli , localization, electron microscopy 3399. 

Escherichia coli , role-transcription termination 4532. 

Ribosomal protein S11, 

Escherichia coli , methylation in vitro 735. 

Saccharomyces cerevisiae ribosomes, role-suppressors 
misreading 5063. 

Ribosomal protein $17, 

role-Escherichia coli translation fidelity 720. 

Ribosomal protein $20, 

Escherichia coli , transcription/translation, in vitro, 
modulation factors 3958. 

phaged, biosynthesis, regulation, in vitro 123. 

Ribosomal protein $21, 

role-rRNA 16S 3’-terminus, base pairs formation, protein 
biosynthesis initiation 5052. 

Ribosomal proteins, 

Bacillus subtilis , conformational analysis 108. 

Bacillus subtilis , sporulation, effects on 109. 

biosynthesis, chick embryos fibroblasts, regulation 5051. 

biosynthesis, Escherichia coli , role-rRNA/mRNA homology 
3956. 

biosynthesis, myoblasts cell lines, rats, regulation during 
differentiation 1445. 

biosynthesis, stimulation, regenerating liver, rats 842. 

complex-rRNA 5S, Escherichia coli , cross-linking 3400. 

complex-rRNA 5S, structure/role-protein biosynthesis, 
review 4957. 

composition, Dictyostelium discoideum ribosomes, 
differentiation, effects on 5457. 

contact-deacylated tRNA, Escherichia coli ribosomes 6374. 

cross-linking-rRNA, (4-azidophenyl)glyoxal, Escherichia coli 
ribosomal subunit 30S 3397. 

cross-linking-rtRNA, Escherichia coli ribosomal subunit 30S, 
use-ethyl 4-azidobenzoylaminoacetimidate 1983. 

cross-linking-tRNA (phenylalanyl), Escherichia coli 
ribosomal subunit 50S topography 5041. 

Drosophila melanogaster , expression during early 
development 1357. 

Escherichia coli , binding-poly (U) 1988. 
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Ribosomal proteins,(continued) 

Escherichia coli , binding-rRNA 16S, association constants 
4525. 

Escherichia coli , cross-linking-dimethy] 3,3’- 
dithiobis(propionimidate) 5042. 

Escherichia coli , cross-linking-rRNA 16S/rRNA 238 4526. 

Escherichia coli , interaction-poly (U) 871. 

Escherichia coli ribosomal subunit 30S, interaction-mRNA, 
identification 732. 

genes, cloned, Saccharomyces cerevisiae RNA temperature- 
sensitive mutant, transcription 6415. 

genes, Escherichia coli , transcription coordination 4599. 

genes, Escherichia coli , transcription/post-transcription 
control 6412. 

genes, mammals, multiplicity 5234. 

genes, mice, distribution-chromosomes 5235. 

genes, Xenopus laevis , characterization 4209. 

mediated, phosporylation-initiation factor 2, L cells 1381. 

membrane-bound ribosomes, liver, rats, characterization 
1993. 

mutants, Escherichia coli , protein biosynthesis 1987. 

phosphorylation, liver, rats, relationship-AMP (cyclic) 
content/protein biosynthesis 5475. 

Podospora anserina /Podospora comata , characterization 
3405. 

ribosomal subunit 30S, Escherichia coli , binding-tRNA Phe 
5058. 

ribosomal subunit 50S, complex-tRNA/rRNA 5S, 
immobilization, binding-ribosomal subunit 30S, Escherichia 
coli 5057. 

ribosomal subunit 50S, Escherichia coli , location-mRNA 
binding sites 731. 

ribosomal subunit 50S, Escherichia coli , binding-rRNA 5S 
fragments 5937. 

ribosomal subunit 50S, Escherichia coli , role- 
peptidyltransferase reconstitution 6369. 

ribosomal subunits, liver, rats, cross-linking 5932. 

mRNA, complementary DNA clones, mice, construction/ 
characterization 4850. 

role-Euglena gracilis ribosomes stability 1 15é 

structure/interaction determination, methodology 2754. 

Tetrahymena pyriformis /HeLa cells, identification/ 
homology 6371. 

Ribosomal subunit 30S, 

activity, Escherichia coli mutants, relationship-rRNA 16S 3’- 
terminus methylation 5464. 

binding-streptomycin, hypothesis 3409. 

Escherichia coli , binding-initiation factor 3 6378. 

Escherichia coli , binding-mRNA, role-arginine residues 114. 

Escherichia coli , binding tRNA/rRNA 5S + ribosomal 
subunit 50S ribosomal proteins immobilization complex 
5057. 


‘Escherichia coli , complex-phage MS2/phage QB RNA 2010. 


Escherichia coli , complex-phage MS2 rRNA, inhibition- 
rRNA 16S 2011. 

Escherichia coli , electron microscopy 2757, 2758. 

Escherichia coli , interaction-adenosine (N°,N*°-dimethy!) 
antibodies, role-magnesium 110. 

Escherichia coli , models 3402. 

Escherichia coli , radiation (u.v.) cross-linking-initiation 
factor 3 1379. 

Escherichia coli , ribosomal proteins cross-linking-rRNA, 
use-ethyl 4-azidobenzoylaminoacetimidate 1983. 

Escherichia coli ,rRNA-ribosomal proteins cross-linking-(4- 
azidophenyl)glyoxal 3397. 

mutation, Escherichia coli , effects on ribosomal protein L6 


mutation-induced misreading 1366. 

ribosomal proteins, Escherichia coli , binding-tRNA Phe 
5058. 

ribosomal proteins, Escherichia coli , interaction-mRNA, 
identification 732. 

rRNA 16S segments, Escherichia coli , nucleotide sequence 
analysis 161. 

rolerRNA 16S 3’-terminus, base pairs formation, protein 
biosynthesis initiation 5052. 

Ribosomal subunit 40S, 

binding/migration-mRNA, role-ATP 1982. 

Bufo bufo eggs, protein biosynthesis, cell-free system 3953. 

liver, rats, interaction-poly (A)/poly (U)/poly (C), ribosomal 
protein S6, phosphorylation, effects on 117. 

role-suppressors misreading, Saccharomyces cerevisiae 
ribosomes 5062. 

Saccharomyces cerevisiae cycloheximide-treated 
polyribosomes, characterization 5048. 

yeasts, ribonuclease, induction-glucose starvation 3758. 

Ribosomal subunit 50S, 

assembly, tuberactinomycin binding-RNA, effects on 2003. 

Bacillus licheniformis , reconstitution, use-RNA SS 3955. 

Bacillus stearothermophilus , crystallization 3396. 

Escherichia coli , antibodies, production/characterization, 
hybridoma cell lines 1186. 

Escherichia coli , ethanol precipitation 1365. 

Escherichia coli , localization rRNA 23S 3'-terminus 3398. 

Escherichia coli , modification-N-bromosuccinimide 3949. 

Escherichia coli , reconstitution intermediates, physical 
properties 1985. 

Escherichia coli ,rRNA 5S termini location 2762. 

Escherichia coli , topography, tRNA (phenylalany!) cross- 
linking-ribosomal proteins 5041. 

ribosomal proteins, complex-tRNA/rRNA 5S, 
immobilization, binding-ribosomal subunit 30S, Escherichia 
coli 5057. 

ribosomal proteins, Escherichia coli , binding rRNA 5S 
fragments 5937. 

ribosomal proteins, Escherichia coli , location- mRNA 
binding sites 731. 

ribosomal proteins, Escherichia coli , role-peptidyltransferase 
reconstitution 6369. 

rRNA 238, Escherichia coli , conformation, electron 
microscopy 2763. 

Ribosomal subunit 60S, 

Bufo bufo eggs, protein biosynthesis, cell-free system 3953. 

Myrothecium verrucaria , resistance-T-2 toxin 741. 

ribosomal protein LS, liver, rats, radiation (u.v.) cross-linking- 
r>RNA 5S 1994. 

Ribosomal subunits, 

Escherichia coli , association capacity 3957. 

Escherichia coli , binding-rosamicin 5470. 

Escherichia coli , hydrodynamics, review 1255. 

Hordeum vulgare , reassociation 2000. 

Krebs II ascites cells, tR NA (methionyl) binding activity, 
encephalomyocarditis virus infection, effects on 5944. 

liver, rats, preparation, methodology 1995. 

liver, rats, ribosomal proteins, cross-linking 5932. 

RNA, binding-tuberactinomycin, effects on ribosomal 
subunit 50S assembly 2003. 

Urechis caupo , rRNA, processing 5998. 

Yoshida hepatoma/Ehrlich ascites tumour cells, dissociation, 
role-polyamines 3960. 


Ribosomes, 

see also Polyribosomes 

acceptors site, tRNA stabilization-viomycin 2004. 
ageing, models 6434. 
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Ribosomes,(continued) 

antibodies, immunofluorescence 559. 

antigens, Trypanosoma cruzi , rolee-RNA 4391. 

Artemia salina , ricin, effects on 3965. 

assembly, mitochondria, Neurospora crassa , review 5864. 

assembly, nucleoli, HeLa cells 2768. 

Bacillus megaterium , association-phospholipids 1364. 

bacteria, binding-antibiotics 2769. 

bacteria, translation initiation sites, selection, review 1. 

binding-alfalfa mosaic virus RNA 3 5/-terminus 3966. 

binding-oligonucleotides, tRNA, effects on, translocation 
mechanisms 2006. 

binding sites, Escherichia coli , mRNA, nucleotide sequence 
162. 

binding sites, Escherichia coli ribosomal protein S1, location- 
N-terminus 730. 

binding sites, Escherichia coli tryptophan operon MRNA 
2798. 

binding sites, phage A DNA, location 4673. 

biosynthesis, Neurospora crassa , cycloheximide, effects on 
2767. 

biosynthesis/function, Escherichia coli , nutritional shifts, 
effects on 734. 

complex-tRNA Phe, Escherichia coli , structure 5056. 

concentration, Escherichia coli , relationship-growth rate 
2743. 

content, liver, mice, dietary changes, control mechanisms 
1999, 

cytoplasmic, biosynthesis, deficiency, Neurospora crassa 
cold-sensitive mutants 126. 

damage-dianthin, inhibition-protein biosynthesis, reticulocyte 
lysate, rabbits 5053. 

Dictyostelium discoideum , conformation 3403. 

Dictyostelium discoideum , ribosomal proteins composition, 
differentiation, effects on 5457. 

dissociation, Bombyx mori eggs, diapause 1998. 

erythromycin resistance, role-mRNA conformation post- 
transcription modification 3963. 

Escherichia coli , adenosinetriphosphatase/ 
guanosinetriphosphatase, characterization 2759. 

Escherichia coli , affinity labelling-tiamulin 3401. 

Escherichia coli , AMP (peptidyl) analogues donors 3363. 

Escherichia coli , assembly, review 2618. 

Escherichia coli , binding-dihydrostreptomycin/gentamicin, 
effects on protein biosynthesis 3410. 

Escherichia coli , binding-ribosomal protein L7/L 12, role- 
protein biosynthesis activity 5045. 

Escherichia coli , binding-tRNA fMet, tetranucleotides, 
effects on 1373. 

Escherichia coli , binding-tRNA Phe 3412. 

Escherichia coli , binding-rosamicin 5470. 

Escherichia coli , cross-linking-elongation factor G, use-4-(6- 
formyl-3-azidophenoxy)butyrimidate 4537. 

Escherichia coli , deacylated tRNA contact-ribosomal 
proteins 6374. 

Escherichia coli , elongation factor Tu-dependent tRNA 
(phenylalanyl) binding, GTP hydrolysis, kinetics 2008. 

Escherichia coli , heat analysis 1984. 

Escherichia coli , hydrodynamics, review 1255. 

Escherichia coli , incorporation-tetracycline, ribosomal 
proteins labelling/effects on function 113. 

Escherichia coli , initiation factor 2 binding sites, localization- 
TRNA 16S 728. 

Escherichia coli , interaction tRNA (phenylalanyl) 5059. 

Escherichia coli , interaction-tRNA (phenylalanyl)/tRNA 
(peptidyl), comparison 5060. 

Escherichia coli , interaction-tRNA Phe, spin labelling, e.s.r. 


742. 

Escherichia coli , location-ribosomal protein L7/L12, 
fluorescence 5046. 

Escherichia coli , n.m.r. 1986. . 

Escherichia coli , peptidyltransferase, inhibition-hygromycin 
A 127. 

Escherichia coli , peptidyltransferase centres, substrates 
relationship 1377. 

Escherichia coli , poly (U)-directed poly(leucine) 
biosynthesis, role-elongation factors 2016. 

Escherichia coli , precursors, characterization 6370. 

Escherichia coli , protection-tRNA (methionyl) deacylation 
743. 

Escherichia coli , protein biosynthesis initiation, mechanisms, 
review 14. 

Escherichia coli , purification, methodology 727. 

Escherichia coli , tRNA (peptidyl) translocation/release 2007. 

Escherichia coli ,tRNA Phe cross-linking-mRNA 2009. 

Escherichia coli ,tRNA/mRNA arrangement during 
translocation 1375. 

Escherichia coli ,rRNA 16S 3'-terminus, distance-rRNA 5S/ 
tRNA 23S 2755. 

Escherichia coli , unfolding, spectroscopy (Raman)/electron 
microscopy 2760. 

Escherichia coli, vitamin K-dependent carboxylation 738. 

Escherichia coli /Bacillus subtilis , damage-virginiamycin M 
2002. 

Escherichia coli /hepatocytes, rats, binding-concanavalin A 
2756. 

Escherichia coli kasugamycin-dependent mutant. 
characterization 112. 

Euglena gracilis , stability, role-ribosomal proteins 115. 

Euglena gracilis chloroplasts, isolation, methodology, 
elongation factors specificity 1989. 

eukaryotes, characterization, review 5848. 

factors, human lymphocytes, inhibition-protein biosynthesis, 
mechanisms 2752. 

free/membrane-bound, Aedes aegypti midgut cells, 
quantitation 2764. 

free/membrane-bound, liver, rats, fructose-bisphosphate 
aldolase biosynthesis 1977. 

fungi, structure/biosynthesis, review 3873. 

p-hydroxymercuribenzoate-modified, Escherichia coli , 
protein biosynthesis 1354. 

inactivation, Escherichia coli polyribosomes, amino acid 
starvation effects on 6366. 

interaction-tRNA (N-acetyl-phenylalanyl), Escherichia coli , 
mechanisms 5055. 

kidney, rats, cadmium, effects on 5471. 

lacking, protein biosynthesis, reticulocyte lysate, rabbits 2746. 

liver, rats, MRNA binding sites, affinity labelling 4530. 

liver, rats, translation fidelity, age, effects on 5933. 

mammals, interaction-cations, selectivity 5940. 

membrane-bound, ribosomal proteins, liver, rats, 
characterization 1993. 

mice, protein biosynthesis activity, age, effects on 5931. 

mitochondria, mammals, characterization 5938. 

Mucor racemosus , function, growth rate, effects on 5067. 

Neisseria gonorrhoeae , antigenicity 2519. 

peptidyltransferase, inhibitors, nucleoside (amino), synthesis 
648. 

peptidyltransferase, review 1270. 

peptidyltransferase centres, conformation, Saccharomyces 
cerevisiae antibiotics-resistant mutant 130. 

Phaseolus angularis seedlings, mannitol-induced water 
Stress, effects on 1372. 

precursors, ribonucleoproteins, CHO cells, characterization 
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Ribosomes,(continued) 
5798. 

rabbits, reconstruction 3959. 

reconstitution/activity, Escherichia coli rRNA 16S 3’- 
terminus removal, effects on 729. 

recycling, role-dihydrostreptomycin uptake, Escherichia coli 
streptomycin-resistant/sensitive cells 2770. 

reticulocytes, rabbits, tRNA (methionyl) deacylase, 7 
purification/characterization/role-protein biosynthesis 100. 

ribosomal protein L6-ribosomal protein L29 interaction, 
liver, rats 119. 

tRNA Phe codons-anticodons interaction, mechanisms 2005. 

tRNA 5S complex-ribosomal protein LS, liver, rats, 
physicochemical properties 1368. 

Salmonella typhimurium , enhancement-immune response, 
spleen cells, mice 6024. 

skeletal muscle, rats, denervation, effects on 1359. 

Streptomyces aureofaciens , binding-tetracycline, 
thermodynamics 3417. 

structure/function, liver, dogs, ischaemia, effects on 121. 

surfaces, Escherichia coli , hydrophobic sites 2761. 

turnover, brain/liver, rats 4531. 

wheat germ, binding-bisulphite-modified reovirus mRNA, 
initiation codons selection, mechanisms 3415. 

wheat germ, binding-phage R17 mRNA, specificity 828. 

Ribulosebisphosphate carboxylase, 

genes, expression-Hordeum vulgare leaves 2838. 

mRNA, activity, Pisum sativum seedlings, light, effects on 
6023. 

subunits, genes, Spinacia chloroplasts, cloning/mapping/ 
transcription-translation, in vitro 6551. 

subunits, genes, Spinacia oleracea chloroplasts, 
endodeoxyribonuclease BamH1 mapping 3048. 

subunits, genes, Zea mays chloroplasts, nucleotide sequence 
po M bile 

subunits, genes, Zea mays /Triticum chloroplasts, 
expression-iEscherichia coli 5324. 

subunits, MRNA, Chlorogonium elongatum 6031. 

subunits, mRNA, Pisum sativum , complementary DNA, 
cloning/nucleotide sequence 2309. 


Rice ragged stunt virus, 

double-stranded RNA, electrophoresis 3994. 

Ricin, 

effects on Artemia salina ribosomes 3965. 

Ricinus communis, 

mRNA, germination changes 5115. 

seeds, DNA biosynthesis, relationship-adenosine (N°-(A?- 
(isopenteny])) levels 1685. 

Rifampicin, 

effects on adenosine/guanosine derivatives RNA biosynthesis 
initiation, Escherichia coli RNA polymerase 2099. 

effects on R factor R6K replicative form association- 

Escherichia coli chromosomes 5293. 

inhibition-DNA replication, Bacillus brevis 4809. 

resistant mutant, Escherichia coli , tryptophan operon, 
transcription termination 5124. 

Rimantadine, 

+ ribavirin, effects on Sindbis virus DNA biosynthesis 2385. 

RNA, 

see also Immune RNA 

accumulation, oocytes, mice, kinetics, growth, effects on 
6000. 

allogeneic, effects on induction capacity, non-syngeneic 
macrophages 2520. 

bacteria, review 17. 

base pairs sequence recognition, role-proteins backbone 4934. 


binding-androgens receptors, prostate, rats 4446. 

chickens/rats/man, solutions, conformation 3465. 

compaction, water-salts solutions 4762. 

complexity, neurons/glial cells nuclei 176. 

concentration, determination, use-R-loops-containing DNA 
5477. 

conformation analysis, methodology 1000. 

content, determination, HeLa cells/CHO cells, comparison- 
spectroscopy (u.v.)/flow cytometry 1387. 

content, human embryos mesenchyme cell lines, relationship- 
cells volume, age, effects on 223. 

content, human placenta, control during development 219. 

content, liver/heart, brain cortex, dogs, hypotension, effects 
on 4815. 

content, neurons/glial cells rats, motor activity, effects on 
814. 

content, Purkinje cells, cerebellum, rats 2027. 

content, regenerating epidermis, mice, incubation, effects on 
5129. 

content, reticulocytes, changes during maturation in vitro 
2089. 

cross-linking-proteins 2914. 

denatured, transfer-nitrocellulose, hybridization, 
methodology 750. 

double-stranded, c.d. 2033. 

double-stranded, content, determination, flow cytometry 
1388. 

double-stranded, effects on lymphocytes proliferation, spleen 
cells, mice 2524. 

double-stranded, effects on togavirus experimental infection, 
mice 4620. 

double-stranded, melting curve, dependence-tetraethyl 
ammonium bromide 757. 

double-stranded, occurrence/biosynthesis/properties, review 
1864. 

double-stranded, occurrence-Drosophila melanogaster nuclei 
754. 

double-stranded, regulation-immune response, mice 227. 

effects on EEG, rats, premature weaning 4623. 

effects on maze learning ability, rats 1455. 

electron microscopy, computer programs analysis 6166. 

embryos, rats, effects on metabolism, adults myocardium 
1456. 

enrichment, methodology 5073. 

Escherichia coli , processing 4020. 

éthidium bromide intercalation, spectroscopy 1606. 

extraction, methodology 756. 

folding, computer programs 2781. 

fragments, electrophoresis 2909. 

fragments, structure, solutions 2316. 

glyoxal derivatives, molecular weight determination 5074. 

high molecular weight, herpes simplex virus 1, processing- 
infected cells nuclei 205. 

homologous sequence, evolution distance estimation 4763. 

initiator RNA, SV40, biosynthesis/degradation, 
characterization 5522. 

liver, chickens/embryos, occurrence-DNA 267. 

low molecular weight, accumulation, Escherichia coli , amino 
acids/energy starvation, effects on 4501. 

low molecular weight, Drosophila melanogaster , 
incorporation-labelled phosphates 5479. 

low molecular weight, liver, rats, localization 3968. 

low molecular weight, muscles, embryos, chickens, 
characterization/inhibition-mRNA translation 4622. 

low molecular weight, nucleotide sequence, comparison- 
chickens/rats/man 173. 

low molecular weight, ribonucleoproteins, erythroblasts, 
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RNA,(continued) 
ducks, characterization 2811. 

metabolism, fibroblasts, man 5537. 

metabolism, heart muscles, dogs, following myocardial 
infarction 482. 

metabolism, pituitary, rats, regulation 2849. 

metabolism, retina, Rana pipiens , relationship-diurnal 
variations, light 4577. 

methylation, leukaemia cells, inhibition-formycin/tubercidin/ 
adenosine (8-aza) 58. 

mitochondria, liver, normal/diabetic rats, characterization 
3469. 

models, relationship, review 1865. 

molecular weight determination, methodology, review 5399. 

murine leukaemia virus, role-Fv-1-gene restriction 228. 

nuclear, liver, rats, complementary DNA synthesis/genes 
localization 388. 

nuclear envelopes-associated, liver, rats 2598. 

nuclei, liver, rats, metabolism heterogeneity 4611. 

nucleotide sequence, classification systems 2954. 

nucleotide sequence, mass spectroscopy, review 5866. 

nucleotide sequence complexity, central nervous system, 
review 5402. 

nucleotide sequence determination, computer programs 2956. 

nucleotide sequence determination, methodology 1519, 2034. 

nucleotide sequence determination, use-1- 
dimethylaminonaphthalene-5-sulphonyl-glycyl- 2032. 

nucleotide sequence determination, use-radioactive labelling 
1389. 

occurrence/structure, review 1866. 

oligo (U)/poly (U)-containing, wheat germ 2079. 

optical properties, review 15. 

photochemistry, review 3. 

poly (A)-associated, Saccharomyces cerevisiae ascospores, 
characterization 165. 

poly (A)-containing, abundance groups, distribution, 
mammary gland, guinea-pigs 1384. 

poly (A)-containing, accumulation, oocytes, mice, kinetics, 
growth, effects on 6000. 

poly (A)-containing, biosynthesis patterns, brain cortex, 
rabbits 812. 

poly (A)-containing, brain, rats, translation-cell-free system, 
enolase synthesis 1469. 

poly (A)-containing, cytoplasmic membranes-associated, 
Artemia cyst 2596. 

poly (A)-containing, detection-Strongylocentrotus 
purpuratus embryos/eggs, methodology 5953. 

poly (A)-containing, distribution-mammary gland, guinea- 
pigs 781. 

poly (A)-containing, HeLa cells/human myeloma cells, 
chromatography 2029. 

poly (A)-containing, levels, during liver carcinogenesis, rats 
2118. 

poly (A)-containing, liver, mice, complementary DNA, 
cloning-Escherichia coli 524. 

poly (A)-containing, liver, rats, translation in vitro, 
production-tyrosine aminotransferase 846. 

poly (A)-containing, prostate, rats, purification/ 
characterization 2075. 

pa ewontainens; regenerating liver, rats, characterization 
4567. 

poly (A)-containing, seminal vesicle, rats, complementary 
DNA, cloning/gene expression 3491. 

poly (A)-containing, transcripts, adeno-associated virus, 
characterization 151. 

poly (A)-containing, uridine (5'-bromodeoxy)-treated 
neuroblastoma cells, sequence complexity 1414. 


poly (A)-containing/free, regenerating liver, rats, nucleotide 
sequence diversity 4566. 

poly (A)-containing/lacking, microsomes, brain, rats 55 14. 

poly (A)-lacking, Friend erythroleukaemia cells, metabolism 
4585. 

polypurine, secondary structure 414. ' 

processing/transport, human lymphocytes, concanavalin A, 
effects on 4072. 

purification, methodology 140. 

purification-human leucocytes, use-ribonuclease inhibitors 
2780. 

radioactive labelling, analysis 2157. 

RNA (small nuclear), Dictyostelium discoideum , homology- 
RNA, nucleoli, rats 1544. 

RNA U1, genes, chickens, structure/expression 4727. 

role-phage T4 DNA biosynthesis, toluene-treated cells 467. 

satellite RNA, turnip crinkle virus, characterization/function 
6403. 

secondary structure, effects on Escherichia coli termination 
factor rho 4061. 

secondary structure, uracil-guanine base pairs 3425. 

secondary structure/tertiary structure determination, use- 
chemical probes 147. 

separation-chromatography, methodology 2020. 

Sepharose-Sephadex chromatography (column) 2776. 

splicing, review 4966. 

surface charge patterns 3661. 

thyroid, cattle, isolation/methodology 1385. 

transcripts, in vitro, reovirus 3, sequence complementarity-S2 
gene 155. 

transfer-nitrocellulose/diazobenzyloxymethyl-paper 2906. 

transport, kidney, mice, preservation, effects on 5141. 

transport, liver, rats, tumours cytosol/serum, effects on 6026. 

transport, nuclear membranes removal, myeloma, kinetics, 
temperature, effects on 5142. 

transport, nuclei, liver, rats, in vitro 824. 

tumours cell lines/brain, rats, sequence complexity 4568. 

turnover, fibroblasts, man 4260. 

ultracentrifugation 2775. 

uridine-rich, 5’-terminus, uridine (pseudo) residues 4565. 

viroids, in vitro phosphorus-32 labelling 2024. 

RNA 1, 

alfalfa mosaic virus, termination codons 131. 

alfalfa mosaic virus, termination codons translation-tRNA 
Glu 1342. 

translation, brome mosaic virus, inhibition-wheat germ 
protein kinase 2012. 

RNA 2, 

translation, brome mosaic virus, inhibition-wheat germ 
protein kinase 2012. 

RNA 3, 


tomato black ring virus, characterization/role 5495. 

tomato black ring virus, characterization 6401. 

RNA 4, 

alfalfa mosaic virus, complex-coat protein dimers 1843. 

alfalfa mosaic virus, 3’-terminus, coat protein binding sites 
localization 2793. : 

alfalfa mosaic virus, 3'-terminus fragments, binding-virions 
1844. 

RNA 4.4S, 

containing, ribonucleoproteins complex, muscles, embryos, 
chickens, isolation/characterization 1800. 

RNA 4.5S, 

genes, Vicia faba chloroplasts, occurrence 864. 

RNA 4.7S, 


wees Novikoff hepatoma ascites cells, nucleotide sequence 
785. 
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RNA 4.88, 
nuclear, lymphoma cells, mice, nucleotide sequence 782. 
RNA 58, 
binding-Escherichia coli ribosomal protein L18, iodination, 
effects on 3950. 
chickens/rats/man, characterization 3464. 
Escherichia coli , structure, use-endonuclease S1 
(Aspergillus)/Naja naja oxiana endonuclease 3457. 
genes, transcription factors, Xenopus oocytes, association- 
RNA SS, differentiation, effects on 2597. 
genes, Xenopus , transcription-oocytes, mice 4063. 
genes, Xenopus /Drosophila /Saccharomyces , structure/ 
transcription, review 3328. 
nuclei, cells, mice, nucleotide sequence 5978. 
Saccharomyces cerevisiae , melting, spectroscopy (u.v.)/c.d./ 
n.m.r., comparison-tRNA Phe 1404. 
transcription termination sites, phage A cro gene, 
characterization 2228. 
RNA 5.7S, 
nuclei, cells, mice, nucleotide sequence 5979. 
RNA 7S, 
HeLa cells, hybridization-repetitive DNA sequence, human 
genomes 2076. 
role-genes regulation, embryos, chickens 232. 
RNA 9S, 
adenovirus (human) 2, in vitro translation products, 
identification 830. 
RNA 16S, 
cross-linking-tRNA 5’-terminus anticodons 2725. 
RNA 18S, 
Semliki Forest virus defective-interfering particles, 5’- 
terminus nucleotide sequence heterogeneity 4551. 
RNA 19S, 
cauliflower mosaic virus, structure 6399. 
SV40, splicing 2023. 
RNA 42S, 
Sindbis virus, translation initiation sites 2791. 
RNA 50S, 
labelled, measles virus, preparation/characterization 2021. 
RNA 70S, 
Moloney leukaemia virus/Rous sarcoma virus, structure, 
electron microscopy 3440. 
RNA 75S, 
Chironomus tentans Balbiani rings, secretory proteins 
messenger activity 2890. 
genes, Chironomus tentans Balbiani rings, structure 3631. 
RNA U4, 
chickens/rats/man, nucleotide sequence 5976. 
RNA (heterogeneous nuclear), 
association-proteins, poly(A) containing/lacking regions, L 
cells 6693. 
biosynthesis/maturation, rats, radiation (X), effects on 2117. 
‘CHO cells, 5’-terminus caps biosynthesis 4582. 
containing, ribonucleoproteins complex 4393. 
embryos, sea urchins, molecular weight changes during 
development 167. 
Rana pipiens , repetitive DNA transcription, base 
composition 4007. 
reticulocytes, chickens, structure, electron microscopy 4572. 
ribonucloeprotein (heterogenous nuclear), HeLa cells, 
complex-proteins 5367. 
RNA (small nuclear), 
biosynthesis, cell-free system, myeloma, mice 4030. 
biosynthesis, lymphocytes, man 6002. 
genes, man, location 4745. 
HeLa cells/fibroblasts, man/Novikoff hepatoma cells, 


fingerprinting analysis 5981. 

Novikoff hepatoma cells, nucleotide sequence 5983. 

ribonucleoprotein (heterogeneous nuclear), characterization 
3246. 

SV40, complementary-introns 6398. 

RNA-binding protein, 

liver, rats, regulation-mRNA transport 5545. 

RNA biosynthesis, 

see also Transcription 

alkylation, N-methyl-N-nitrosourea-sensitive/resistant ascites 
hepatoma cells 6593. 

ascites tumour/spleen cells, inhibition-nogalamycin + DNA 
complex 2202. 

brain, rats, undernutrition, effects on 478. 

cerebellum, rats, graft-versus-host disease, effects on 2119. 

cortex (visual), rats, visual deprivation/light stimulation, 
effects on 2120. 

degradation, rates, Escherichia coli culture 4575. 

DNA/chromatin templates activity, embichin, effects on 
2097. 

endometrium, rabbits, hormones regulation 2848. 

Escherichia coli , role-DNA transfer, conjugation 5526. 

inhibition-methotrexate, Ehrlich ascites tumour cells, uridine 
(5-fluorodeoxy), effects on 2123. 

kidney/liver, rats, age, effects on 2871. 

liver, rats, in vitro 218. 

localization, methodology, review 5852. 

localization/distribution, ultrastructure, review 1858. 

low molecular weight, CHO cells, heat shock, effects on 5135. 

lymphocytes, rats, mucopolysaccharides-polysulphuric acid 
esters, effects on 1681. 

maturation, regulation, comparison-fibroblasts/lymphocytes 
222, 

neurons, cortex, brain, rats, burns injuries, effects on 4610. 

nuclei, human placenta 193. 

nucleoli, erythrocytes, chickens 5516. 

oocytes, oogenesis, effects on 3676. 

oocytes, rats, age, effects on 4612. 

poly (A)-containing, testis, mice, spermatogenesis, effects on 
2834. 

processing, foetal pancreas, rats, during differentiation 1444. 

rates, Escherichia coli , relationship-initiation 4601. 

regenerating liver rats, relationship-membrane potential 6175. 

RNA/proteins content, Friend erythroleukaemia cells, 
differentiation, effects on 6439. 

skin fibroblasts, diabetes mellitus, man, stimulation-insulin 
5934. 

thyroid, dogs, exogenous RNA, effects on 3506. 

RNA guanylyltransferase, 

vaccinia virus, mRNA capping, mechanisms 4890. 

RNA methyltransferase, 

plasmid pE194, purification/characterization 5786. 


RNA polymerase, 

activity, bone marrow, rats, stimulation-testosterone/ 
erythropoietin 202. 

activity, CHO cells, heat shock, effects on 2876. 

activity, intestine tumours, man 5340. 

activity, liver, rats. 3-methylcholanthrene, effects on 6646. 

activity, mitochondria, kidney, rats, aldosterone, effects on 
200. 

activity, pituitary, rats, Sa-dihydrotestosterone receptors, 
effects on 2870. 

Agrobacterium tumefaciens , isolation/characterization 3196. 

ascites tumour cells, inhibition-mithramycins/daunomycin/ 
nogalamycin 5339. 

Bacillus subtilis , heterogeneity 6269. 

Bacillus subtilis , promoters selectivity, d-factor, effects on 
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3195. 

Bacillus subtilis , purification/characterization 3776. 

Bacillus subtilis , transcription biosynthesis peptides MRNA 
in vitro, spore-forming bacteria 6430. 

Bacillus subtilis , transcription-poly (dT), stimulation- AMP 
5507. 

Bacillus subtilis /Escherichia coli , promoters sites 
utilization, phage 29 DNA, specificity 1160. 

binding-DNA, prokaryotes, during transcription 1159. 

binding-Escherichia coli DNA, effects on restriction 
endonuclease cleavage 4943. 

binding-Escherichia coli promoters rRNA gene 2477. 

binding-B-globin genes 5’-terminus, erythrocytes, chickens 
5767. 

binding sites, phage A immunity regions, characterization 
2967. 

binding sites, plasmids ColE1/transposon Tn3, 
determination, use-plasmids ColE1 x transposon Tn3 
hybrids 917. 

biosynthesis, Escherichia coli post-transcription regulation 
3394. 

biosynthesis/function, Escherichia coli , nutritional shifts, 
effects on 734. 

bone marrow cells, rats, control-erythropoietin/testosterone 
5120. 

brain, mice, morphine, effects on 546. 

calf thymus, inhibition-thuringiensin 6267. 

chains initiation, mechanisms 1415. 

complex-DNA, membranes-associated, phage T2/phage T4- 
infected Escherichia coli , properties 3489. 

complex-DNA, membranes-associated, phage T2/phage T4- 
infected Escherichia coli , RNA biosynthesis 3490. 

cores, Escherichia coli , interaction-Bacillus subtillis RNA 
polymerase subunits 3769. 

Ehrlich ascites tumour cells, inhibition-pyrimidine (1,3,4- 
thiadiazolo[3,2-a]) 2474. 

Escherichia coli, binding-antibiotic resistance promoters 
1847. 

Escherichia coli , binding-lactose promoter mutants, 
mechanisms 1777. 

Escherichia coli , binding-phage X174 replicative form 
DNA, electron microscopy 549. 

Escherichia coli , binding sites determination-Paramecium 
aurelia mitochondria DNA 2998. 

Escherichia coli , cells, chickens, inhibition-purine (6- 
mercapto) nucleotide 3773. 

Escherichia coli , diethylpyrocarbonate chemical 
modification, effects on 3772. 

Escherichia coli , elongation-RNA chains, phage T7/phage 
T3, guanosine tetraphosphate, effects on 6649. 

Escherichia coli , holoenzymes/cores/subunits, 
physicochemical properties/interaction 1774. 

Escherichia coli , inhibition-subunits-specific antibodies 
fragments 6647. 

Escherichia coli , inhibition-thuringiensin uracil analogues 
5004. 

Escherichia coli , interaction-catabolite activator protein, 
AMP (cyclic), effects on 1775. 

Escherichia coli , interaction-phage fd promoters analogues 
4870. 

Escherichia coli , interaction-phage fd synthetic promoters, in 
vitro/in vivo 4441. 

Escherichia coli , interaction-phage P22/phage T7 DNA 
3197. 

Escherichia coli , interaction-promoters, review 1257. 

Escherichia coli , interaction-rRNA promoters, guanosine 


tetraphosphate, effects on 612. 

Escherichia coli , interaction-Salmonella typhimurium 
trptophan operon 3845. 

Escherichia coli , modification-phage T4 6648. 

Escherichia coli , nucleoside triphosphates binding sites 1776. 

Escherichia coli , photoaffinity labelling-adenylyl-(3',5')- 
uridine phosphate/ADP 4868. 

Escherichia coli , poly (A) synthesis, role-oligonucleotides 
templates 1945. 

Escherichia coli , poly (A) synthesis, use-oligonucleotides 
templates 3919. 

Escherichia coli , promoters selection, regulation 4375. 

Escherichia coli , pyrophosphates catalysis 6268. 

Escherichia coli , recognition-phage T7 promoters DNA, 
strands specificity 2475. 

Escherichia coli , RNA biosynthesis initiation, ATP 
analogues, effects on 5003. 

Escherichia coli, RNA elongation 5770. 

Escherichia coli , role-transcription fidelity 4867. 

Escherichia coli , substrates binding sites, activation 3774. 

Escherichia coli , o-subunit, role-binding RNA during 
transcription 547. 


‘Escherichia coli , o-subunit role-initiation 1772, 1773. 


Escherichia coli , transcription, oestrogen/progesterone, 
effects on 2105. 

Escherichia coli , transcription-cauliflower mosaic virus 
DNA 206. 

Escherichia coli , transcription-globin genes, chromatin, 


foetal liver, mice 548. 

Escherichia coli , transcription-globin genes, liver, foetuses, 
mice, asymmetry 6016. 

Escherichia coli , transcription-phage T7 DNA early regions, 
in vitro 6272. * 

Escherichia coli, transcription termination sites, SV40 DNA 
4683. 

Escherichia coli , UMP incorporation, metals, effects on 
5768. 

Escherichia coli /liver, rats, inhibition-sodium deoxycholate 
3770. 

Escherichia coli /Pseudomonas putida , antigenic 
determinants location 3771. 

Escherichia coli temperature-sensitive mutant, o-subunit, 
heat inactivation 5769. 

eukaryotes, subunits composition, review 4964. 

genes, cloned, phage T7, nucleotide sequence 6484. 

genes, Escherichia coli , transcription coordination 4599. 

genes, Escherichia coli , transcription/post-transcription 
control 6412. 

genes, phage T7, nucleotide sequence 5598. 

Hordeum vulgare leaves, cytokinins, effects on 6273. 

initiation-adenovirus (human) 2 transcription 4055. 

interaction-Escherichia coli DNA, assays 6677. 

interaction-Escherichia coli nusA gene proteins, role- 
transcription initiation/termination 6270. 

liver, rats, 3-methylcholanthrene, effects on 6645. 

multiple forms, Bacillus subtilis , poly (A.U) synthesis 
activity 2478. 

ee forms, Heliothis zea , isolation/characterization 

multiple forms, wheat germ, isolation/characterization 1154. 

nuclei, liver, rats, triiodothyronine, effects on 4364, 

phage T7, mRNA transcription specificity 4016. 

poly(C)-dependent activity, reovirus 2473. 

promoters, Bacillus subtilis , nucleotide sequence 2990. 

silee' phage T3, location/function/nucleotide sequence 


promoters, phage T7, occurrence-phage T3 DNA 4682. 
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promoters sites, phage T3 DNA, mapping 1524. 

role-transcription regulation, eukaryotes, theories 2852. 

Saccharomyces cerevisiae mitochondria, purification/ 
characterization 6644. 

Shigella sonnei , DNA biosynthesis initiation, proteins 
requirement 3194. 

Spinacia oleracea chloroplasts, characterization 3768. 

stimulation-phage T7 DNA replication 427. 

Streptomyces aibus / Streptomyces griseus , isolation 5338. 

o-subunit, Bacillus subtilis , characterization 3775. 

a-subunit, Escherichia coli , X-ray scattering 2476. 

B-subunit, gene expression, Escherichia coli , regulation 2104. 

B-subunit, genes, Escherichia coli , nucleotide sequence 955. 

o-subunit, mutation, Escherichia coli , characterization 3193. 

subunits, Bacillus subtilis , binding-DNA 6274. 

subunits, Escherichia coli , interaction-lactose promoter, 
topography 6271. 

subunits, mutants, Escherichia coli , characterization 2479. 

subunits, role-RNA chains elongation, photoaffinity labelling 
4869. 

Tetrahymena pyriformis , function, culture growth, effects on 
5341. 

Thermoplasma acidophilum , purification/characterization 
1158. 

Thermus thermophilus , interaction-phage fd replicative form 
DNA promoters, c.d. 2472. 

transcription characterization termination, gene regulation 
Escherichia coli, operons 2828. 

transcription specificity, role-protein kinase 2480. 

transcription termination sites, Escherichia coli , structure 
3610. 


transcription-tryptophan operon leaders regions in vitro 5990. 


transcripts, neonatal calf diarrhoea virus/rotavirus (simian) 
SA11, characterization 3983. 

translocation, models 4365. 

tumours/tissues, mice, characterization 4866. 

use-probes, nucleosomes structure 590. 

vesicular stomatitis virus, inhibition-protamine 4374. 

virions-associated, yeasts, characterization 4366. 

wheat germ, complex formation/RNA biosynthesis, 
cauliflower mosaic virus DNA 4368. 

yeasts, complex-cofactor P37, DNA transcription 5993. 

RNA polymerase (RNA-dependent), 

activity, phage MS2 mutants 1783. 

activity, Phialophora virus A 4367. 

foot-and-mouth disease virus, purification 5774. 

lettuce necrotic yellows virus, characterization 3209. 

Lycopersicon lycopersicum leaves, purification 3208. j 

phage Qf, templates free/directed RNA biosynthesis, kinetics 
6409. 

phage Qf, templates-free RNA biosynthesis, products 
analysis 6408. 

poliovirus 1, isolation/characterization 1166. 

turnip yellow mosaic virus-infected Brassica chinensis 2486. 

vesicular stomatitis virus, transcription, mechanisms 5 102. 

RNA polymerase I, 

activity, endometrium, sheep, oestradiol, effects on 5771. 

activity, Glycine max , 2,4-dichlorophenoxyacetic acid, 
effects on 2483. 

activity, hepatoma/liver, rats 1163. 

activity, Hordeum protoplasts, cytokinins, effects on 1164. 

activity, tissues, storage, effects on 3200. 

Brassica oleracea , purification/ characterization 2484. 

Dictyostelium discoideum , inhibition-CTP (3’-deoxy)/UTP 
(3'-deoxy) 6342. 


Dictyostelium discoideum , purification, methodology 3199. 

free/templates-bound, activity, nuclei, liver, rats, cortisone, 
effects on 3198. : 

hepatoma cell lines, mice, relationship-rRNA biosynthesis 
4370. 

levels, Artemia , during early larvae development 1162. 

liver, rats, inhibition-9-aminoacridine/9-(3’- 
hydroxypropylamino)acridine/9-(3'- 
diethylaminopropylamino)acridine 2482. 

liver, rats, pH effects 5337. 

localization-nucleoli, Xenopus laevis blastulae 3201. — 

Morris hepatoma, protein kinase activity 5772. 

nucleoli, liver, rats, triiodothyronine, effects on 4871. 

Petroselinum crispum , purification/characterization 1778. 

plants/Escherichia coli , regulation/kinetics, comparison 550. 

Pleurodeles waltlii , 17B-oestradiol, effects on 1646. 

subunits, Saccharomyces cerevisiae , characterization/ 
comparison-RNA polymerase II/RNA polymerase III 2481. 

uterus, rats, clomiphene/tamoxifen, effects on 1165. 

yeasts, inhibition-tRNA/a-amanitin 4369. 

yeasts, interaction-Cibacron blue 6275. 

RNA polymerase II, 

activity, Glycine max , 2,4-dichlorophenoxyacetic acid, 
effects on 2483. 

activity, hepatoma/liver, rats 1163. 

activity, Hordeum protoplasts, cytokinins. effects on 1164. 

activity, tissues, storage, effects on 3200. 

activity/concentration, Physarum polycephalum , effects on 
RNA biosynthesis 4021. 

Agaricus bisporus /calf thymus, metals cations, effects on 
3203. 

calf thymus, subunits phosphorylation sites, comparison- 
protein kinase 6277. 

complex, liver, rats, characterization 4371. 

complex-chromatin, liver, rats, electrophoresis 3807. 

complex-nucleosomes, Tetrahymena pyriformis , association- 
polynucleotide adenylyltransferase 2487. 

content, liver, chickens, regulation-oestrogen 6276. 

Dictyostelium discoideum , inhibition-CTP (3'-deoxy)/UTP 
(3'-deoxy) 6342. 

Dictyostelium discoideum , purification, methodology 3199. 

free/templates-bound, activity, nuclei, liver, rats, cortisone, 
effects on 3198. 

Glycine max , activity/subunit structure, during germination 
1779. 

hosts cells, role-influenza virus RNA transcription 794. 

inhibition-N-trifluoroacetyladriamycin-14-valerate, 
leukaemia cells, chickens 551. 

levels, Artemia , during early larvae development 1162. 

liver, rats, inhibition-actinomycin D 1780. 

liver, rats, inhibition-9-aminoacridine/9-(3'- 
hydroxypropylamino)acridine/9-(3'- 
diethylaminopropylamino)acridine 2482. 

liver, rats, pH effects 5337. 

Lycopersicon peruvianum , transcription-viroids RNA 5773. 

man, placenta, transcription-adenovirus (human) 2 DNA 
3779. 

man/wheat germ, complex-adenovirus (human) 2 DNA, 
kinetics 4373. 

monoclonal antibodies, Drosophila melanogaster , 
characterization 3799. 

Paracentrotus lividus , binding-Psammechinus miliaris 
histones genes 5840. 

Physarum polycephalum , cell cycle, effects on 4372. 

Physarum polycephalum , structure 4872. 

Pleurodeles waltlii , 17-oestradiol, effects on 1646. 

Saccharomyces cerevisiae , transcription initiation 3202. 
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stimulation-aurintricarboxylic acid, nuclei, Artemia salina 
larvae 5342. 

subunits, Saccharomyces cerevisiae , characterization/ 


comparison-RNA polymerase I/RNA polymerase III 2481. 


transcription initiation, KB cells extracts, factors 
requirements 3207. 

transcription initiation, SV40 infected/non-infected 
permeable CV1 cells 2837. 

uterus, rats, clomiphene/tamoxifen, effects on 1165. 

wheat germ, inhibition-pyran copolymers 1781. 

wheat germ, phosphorylation, in vitro/in vivo 2485. 

wheat germ/placenta, man, binding sites, adenovirus (human) 
2 DNA 3778. 

yeasts, inhibition-tR NA/a-amanitin 4369. 

RNA polymerase III, 

activity, hepatoma/liver, rats 1163. 

Drosophila hydei pupae, purification/characterization 3206. 

factors, Escherichia coli , inactivation-lactose operon MRNA 
6030. 

genes transcription, KB cells extracts, factors requirements 
3204. 

levels, Artemia , during early larvae development 1162. 

liver, rats, dietary proteins, effects on 1782. 

liver, rats, inhibition-N-hydroxy-2-acetylaminofluorene 3205. 

subunits, Saccharomyces cerevisiae , characterization/ 
comparison-RNA polymerase I/RNA polymerase II 2481. 

transcription-rRNA 5S genes, HeLa cells chromatin 5113. 

transcription units, DNA, man, analysis 4228, 4229. 

RNA replicase, 

see RNA polymerase (RNA-dependent) 

RNA-unwinding protein, 

Artemia salina ribonucleoprotein (heterogeneous nuclear), 
characterization 5826. 

mRNA, 

accumulation, ovalbumin genes transcription, chickens, 
regulation-steroid hormones 4049. 

acetylcholine receptors subunits, Torpedo californica , 
translation-cell-free system, products characterization 838. 

Achlya ambisexualis , antheridiol, effects on 199. 

acid phosphatase, Saccharomyces cerevisiae , translation-cell- 
free system, products characterization 239. 

a-actin, muscles, chickens, complementary DNA, cloning/ 
characterization 3165. 

f-actin, mutation, transformed cells, fibroblasts, man 6450. 

a-actin, skeletal muscle, mice, characterization 5100. 

actin, skeletal muscle, 3’-terminus regions, characterization 
2812. 

actin-like proteins, Saccharomyces cerevisiae , translation- 
cell-free system, products characterization 2886. 

actin/vimentin, isolation-epithelium cells, hamsters, 
methodology 5071. 

activity, liver, rats, insulin, effects on 6036. 

activity, phage 96 genomes RNA 2882. 

adeno-associated virus, translation control, adenovirus DNA- 
binding protein mutation, effects on 6028. 

adeno-associated virus 2, 5'-terminus promoters, nucleotide 
sequence 2238. 

adeno-SV40 hybrid virus, structure/splicing junctions 2053. 

adenovirus, accumulation/translation, regulation 
mechanisms 4054. 

adenovirus (human) 12 early gene expression products, 
adenovirus (human) 12, characterization 233. 

adenovirus (human) 2, abundance control 6009. 

adenovirus (human) 2, biosynthesis, transformed cells 4038. 


he (human) 2, promoters/5'-terminus heterogeneity 
6486. . 


adenovirus (human) 2, transcription, regulation 5519. 

adenovirus (human) 2 early regions, 5'-terminus nucleotide 
sequence/mapping 5076. 

adenovirus (human) 2 precursors proteins, characterization 
5193. 

adenovirus (human) 7 DNA fragments transformed cell lines, 
rats, characterization 2039. 

adenovirus, translation, products analysis, review 3324. 

adenovirus termini proteins precursors, identification 3971. 

adrenocorticotropin-f-lipotropin precursors, tumours, man, 
identification 4090. 

albumin, cloned, serum, rats, nucleotide sequence 4563. 

albumin, liver, rats, partial hepatectomy/laparotomy, effects 
on 2868. 

alcohol dehydrogenase, Drosophila melanogaster , isolation/ 
characterization 2136. 

alcohol dehydrogenase, Saccharomyces cerevisiae , 
accumulation, gene regulation 5994. 

alcohol dehydrogenase, Zea mays , transiation in vitro 2904. 

amidation enzymes, radiation (y)-treated Solanum tuberosum 
, isolation/translation-wheat germ cell-free system 2129. 

6-aminolaevulinic acid, Cucumis sativus , RNA biosynthesis/ 
protein biosynthesis inhibitors/adenine (benzyl), effects on 
853. 

a-amylase, cloned complementary DNA, pancreas, rats, 
nucleotide sequence 389. 

a-amylase, content, Bacillus subtilis , relationship-a-amylase 
production 834. 

a-amylase, genes, salivary gland/liver, mice, nucleotide 
sequence analysis 4216. 

a-amylase, liver/salivary gland, mice, nucleotide sequence, 
comparison 3467. 

amylase, pancreas, rats, nucleotide sequence 4741. 

a-amylase, pancreas/salivary gland, mice, nucleotide 
sequence 175. 

amylase, pancreas/salivary gland/liver, mice, 
characterization, use-cloned complementary DNA 783. 

a-amylase genes transcripts, mice, polyadenylation sites 5112. 

antifreeze, Pseudopleuronectus americanus , complementary 
DNA, cloning/characterization 5639. 

antifreeze proteins, Pseudopleuronectes americanus liver, 
purification/characterization 837. 

antigen T, SV40-transformed cell lines, rats, mapping 3448. 

antigens, adenovirus (human) 12, in vitro translation 2131. 

antigens, adenovirus (human) 2, nucleotide sequence 150. 

antigens, Trypanosoma brucei , complementary DNA 
cloning/characterization 5631. 

apocytochrome b, Saccharomyces cerevisiae , processing 
5996. 

apoferredoxin, Clostridium pasteurianum , assays/ 
purification 235. 

apolipoprotein E, liver, rats, in vitro translation 5459. 

arginosuccinate synthetase, levels, canavanine-resistant cells, 
man 5152. 

aromatic-L-amino-acid decarboxylase, induction- 
ecdysterone, Drosophila melanogaster 241. 

arrangement, Escherichia coli ribosomes, during 
translocation 1375. 

aspartate aminotransferase, heart, chickens, translation-cell- 
free system, products characterization 244. 


" association-proteins, poly(A) containing/lacking regions, L 


cells 6693. 
avian erythroblastosis virus, characterization 2785. 


avian sarcoma virus src gene, translation-cell-free system 
5143. 


bacteriorhodopsin, Halobacterium halobium , 5'-terminus 
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nucleotide sequence 6404. 

binding-Escherichia coli ribosomal subunit 308, role- 
arginine residues 114. 

binding sites, location-ribosomal proteins, ribosomal subunit 
50S, Escherichia coli 731. 

binding sites, ribosomes, liver, rats, affinity labelling 4530. 

biosynthesis, adenovirus (human) 5 transformation defective 
mutant 4037. 

biosynthesis, Ciona intestinalis /Styela plicata eggs 
membranes 5126. 

biosynthesis, liver, mammals, transcription control 4580. 

biosynthesis, Manduca sexta epidermis development 5512. 

biosynthesis, phage 9X 174, role-termination factor rho 4587. 

biosynthesis, relationship-cytoplasmic polyhedrosis virus 
structure 759. 

biosynthesis, spleen cells, mice, stimulation-Ehrlich ascites 
tumour cells proteins 2865. 

biosynthesis, thyroid tumours cell lines, rats, association- 
calcitonin gene expression 5138. 

biosynthesis/degradation, rates, Dictyostelium discoideum , 
differentiation 5105. 

biosynthesis/hybridization, thalassaemia heterozygotes, man 
1472. 

biosynthesis/stability, Dictyostelium discoideum , cells 
contact/AMP (cyclic), effects on 6413. 

biosynthesis/translation, Ehrlich ascites tumour cells, uracil 
(5-fluoro), effects on 4616. 

biosynthesis/turnover, mitochondria, HeLa cells 6001. 

Bombyx mori , methylation, development, effects on 4602. 

brain, man, preparation/characterization 5549. 

brain, rabbits, translation-cell-free system, LSD, effects on 
6372. 

brain-specific proteins, rats, characterization 2139. 

calcitonin, human/mice, translation-cell-free system, 
products analysis 249. 

calcitonin, rats, characterization 178. 

calcium-binding protein, chickens, regulation-1,25- 
dihydroxycholecalciferol 4064. 

capping-vaccinia virus RNA guanylyltransferase, 
mechanisms 4890. 

caps, metabolism, eye lens embryo cells, chickens, effects on 
protein biosynthesis 4086. 

caps, priming-influenza virus transcription, review 5863. 

caps-containing, reovirus, binding-caps antibodies 2523. 

caps removal enzymes, Saccharomyces cerevisiae 
ribosomes, characterization 2515. 

carbamoyl-phosphate synthetase (ammonia)/aspartate 


carbamoyltransferase, liver, rats, translation-cell-free system, 


dietary intake/fasting,effects on 6039. 
cartilage, chickens, translation-cell-free system 4628. 
casein, levels, mammary gland, mice, cortisol, effects on 1467. 
casein, mammary gland, mice, accumulation induction- 
prolactin, role-glucocorticoids 4066. 
casein/a-lactalbumin, rats, complementary DNA clones, 
restriction endonuclease/heteroduplex analysis 5240. 
casein/a-lactalbumin, rats, complementary DNA clones 
construction/characterization 5241. 
catalase, levels, Saccharomyces cerevisiae 6- 
aminolaevulinate synthase defective mutant, d- 
aminolaevulinate, effects on 240. 
cell surface-associated, chromosomes regions, testis, mice, 
translation-reticulocyte lysate 2892. 
ceruloplasmin, distribution-liver, rats 4539. 
ceruloplasmin, liver, rats, characterization 6042. 
changes during differentiation, Friend erythroleukaemia cells 
179. 


Chlorella fusca , isolation 4528. 

chlorophyll-protein, absence-chloroplasts-free cells, plants 
255. 

chlorophyll-protein, translation initiation, Hordeum 
polyribosomes 257. 

CHO cells, processing 4583. 

chorion proteins, Drosophila melanogaster , accumulation 
during specific gene amplification initiation 1464. 

chorion proteins precursors, Antheraea polyphemus , 
translation-cell-free system, products characterization 839. 

Cicer arietinum cotyledons, isolation/translation-cell-free 
system, products analysis 256. 

cloned complementary DNA, sea urchins embryos, 
expression during developmen: 807. 

coat protein, southern bean mosaic virus, characterization 
6400. 

coat protein, tobacco mosaic virus, translation initiation sites 
2794. 

codons, expression 2783. 

codons, patterns 825. 

collagen, biosynthesis, embryo fibroblasts, chickens, 
transformation-Rous sarcoma virus, effects on 4048. 

collagen, complementary DNA, embryos, chickens, R-loops 
hybridization 4098. 

collagen, precursors, levels, Rous sarcoma virus transformed 
cells 4047. 

collagen/procollagen, levels, embryo fibroblasts, rats, 
relationship-transformation 5153. 

complement, liver, mice, characterization/cloning- 
complementary DNA 6033. 

complementary DNA, identification/organization, 
methodology 3426. 

complex-proteins, polyribosomes, L cells, structure 5467. 

conformation, post-transcription modification, role- 
erythromycin resistance, ribosomes 3963. 

content, cerebellum, rats, graft-versus-host disease, effects on 
2119. 

content, Dictyostelium discoideum , changes during 
differentiation 1431. 

content, liver, mice, dimethylnitrosamine, effects on, role- 
nuclease activity 5130. 

content, liver, rats, control mechanisms during regeneration 
813. 

content, myocardium, rats, doxorubicin, effects on 129, 4613. 

content, uteroglobin precursors, endometrium, rabbits, 
oestradiol/progesterone, effects on 6005. 

corticotropin/f-lipotropin precursors, cattle, 5’-terminus 
nucleotide sequence 4569. 

cross-linking-proteins, identification, polyribosomes, L cells, 
radiation (u.v.) 1997. 

cross-linking-tRNA Phe, Escherichia coli ribosomes 2009. 

a-crystallin/B-crystallin, eye lens, normal/cataracts, 
characterization 2894. 

cystathionine y-lyase, content, lymphoblastoid cell lines, man 
4614. 

cytochrome c oxidase, HeLa cells, 5'-terminus, nucleotide 
sequence 1411. 

cytochrome c oxidase, mitochondria, yeasts, translation- 
wheat germ cell-free system, termination codons suppression 
1462. 

cytochrome c oxidase subunits, man, identification/ 
nucleotide sequence 3470. 

cytochrome P-450, complementary DNA, rats, cloning 4853. 

cytochrome P-450, liver, rabbits, purification/translation- 
wheat germ cell-free system 5955. 

cytochrome P-450, liver, rabbits, translation in vitro 2747. 

cytochrome P-450, 3-methylcholanthrene-treated liver, mice, 
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translation-reticulocyte lysate, products characterization 
6034. 

cytochrome P-450 variants, liver, rats, induction- 
phenobarbital 5150. 

cytoplasmic, myoblasts, quail, formation/stability during 
differentiation 2862. 

defects, thalassaemia, man, heterogeneity 6044. 

degradation, Triticum aestivum seeds, ageing, effects on 
6381. 

desmin/vimentin, skeletal muscle/smooth muscle, chickens, 
translation-reticulocyte lysate, products characterization 
5548. 

detection/characterization, methodology 5070. 

Dictyostelium discoideum developmental stages, changes 
4062. 

dinucleosides caps analogues, preparation 4479. 

distribution-polyribosomes/free ribonucleoproteins, 
Strongylocentrotus purpuratus embryos 2887. 

DNA-binding protein, 3'-terminus, coding sequence, 
adenovirus (human) 2, localization-DNA restriction 
endonuclease subfragments 2975. 

Drosophila , translation-cell-free system, heat shock, effects 
on 4083. 

Drosophila melanogaster , cloned complementary DNA, 
characterization 5641. 

early, herpes simplex virus 1, structure 3434. 

early, SV40, 5’-terminus caps structure, characterization 769. 

early, SV40, 5'-terminus promoters, identification 4702. 

Ehrlich ascites tumour cells, cross-linking-proteins, radiation 
(u.v.) 3303. 

embryos, Triticum , processing 4586. 

embryos muscles, rats, complementary DNA clones 
identification 843. 

endogenous, translation-leukaemia plasma cells, man, 
alkylating agents, effects on 4091. 

envelopes glycoproteins, avian sarcoma virus, size 
determination, methodology 1458. 

envelopes glycoproteins, Rous sarcoma virus, expression- 
transformed cells 1460. 

epididymis, rats, regulation-testosterone 845. 

epoxide hydrolase, levels, liver, rats, phenobarbitone, effects 
on 4609. 

Escherichia coli araC gene, characterization 3456. 

Escherichia coli gpt gene expression-monkeys kidney cells 
6433. 

Escherichia coli ribosomes binding sites, nucleotide sequence 
162. 

eukaryotes, 5’-terminus capping 4081. 

eukaryotes, 3’-terminus non-coding regions, nucleotide 
sequence, predictions 146. 

evolution, role-genes nucleotide sequence divergence 3556. 

exogenous, translation-cell-free system, inhibition-calf 
thymus chromatin peptides 1214. ° 

exogenous, uptake/expression-myoblasts, chickens 2891. 

eye lens, cattle, coding properties 4088. 

fat body, Bombyx mori , translation-wheat germ cell-free 
system 2889. : 

fatty acid synthetase, mammary gland, rats, purification/ 
characterization 4564. 

fatty acid synthetase, uropygial gland, geese, translation- 
reticulocyte lysate, products characterization 1466. 

ferritin subunits, HeLa cells/liver rats 4089. 

o adenovirus (human), identification/characterization 

fibres, adenovirus (human) 2, 5’-terminus localization/ 
characterization 3972. 

fibroin, biosynthesis, Bombyx mori silk gland, corpora allata, 


effects on 2085. 

a-foetoprotein, content, regenerating liver, rats 4024. 

a-foetoprotein, levels, during liver carcinogenesis, rats 21 18. 

a-foetoprotein, mice, complementary DNA, cloning/mapping 
1735. 

a-foetoprotein, rats, 3’-terminus, complementary DNA, 
cloning/hybridization probes synthesis 5322. 

a-foetoprotein/albumin, levels, yolk sac/liver, foetuses/ 
neonates, rats 1470. 

a-foetoprotein/albumin, rats, nucleotide sequence homology 
6405. 

free/membrane-bound polyribosomes, liver, rats, segregation 
3954. 

free/membrane-bound polyribosomes, liver, mice, translation- 
cell-free system, products analysis 6446. 

free/membrane-bound polyribosomes, myeloma cells, mice, 
complexity sequence/distribution 2822. 

frog virus 3, methylated nucleotide sequence, 
characterization 2047. 

fructosebisphosphate aldolase, B-subunit, liver, rats, 
purification/translation-reticulocytes, rabbits 5956. 

galactose-1-phosphate uridylyltransferase, Saccharomyces 
cerevisiae , poly (A) tracts, post-transcription modification 
188. 

B-D-galactosidase, elongation, Escherichia coli , novobiocin, 
effects on 4059. 

gene 0.3, phage T7, nucleotide sequence 6385. 

genes, Drosophila melanogaster , cloning/characterization 
5747. 

genes, Hordeum , repetition 1601. 

genes, Spinacia oleracea /Oenothera hookeri /Euglena 
gracilis chloroplasts/Acanthamoeba castellanii 
mitochondria/Escherichiacoli , homology 3657. 

genes, Xenopus laevis embryos, containing, recombinant 
plasmid pBR322, construction/characterization 1088. 

A-globin, adults/y-globin, embryos, mice, nucleotide sequence 
comparison 174. 

a-globin, analysis, normal subjects/thalassaemia, man, gene 
expression 5134. 

globin, biosynthesis/stability, Friend erythroleukaemia cells, 
12-O-tetradecanoyl-phorbol 13-acetate, effects on 4617. 

B-globin, complementary DNA, ducks, cloning/nucleotide 
sequence analysis 5228. 

globin, complementary DNA recombinants, chickens/ducks, 
restriction endonuclease analysis 6530. 

£-globin, containing, ribonucleoproteins particles, Friend 
erythroleukaemia cells, purification/characterization 3248. 

B-globin, erythroid cells, mice, characterization/processing 
6406. 

B-globin, foetuses, mice, complementary DNA, cloning 6533. 

globin, Friend erythroleukaemia cells, structure/function/ 
biosynthesis, review 1855. 

globin, human erythroid cells, accumulation during 
development 2874. 

globin, precursors, ducks, secondary structure, electron 
microscopy 780. 

B-globin, precursors, processing, thalassaemia, man 220, 221. 

B-globin, rabbits, self-complementary regions, 
characterization 4188. 


globin, ribonucleoproteins complex, translation repression 
841. 


globin, stability, Friend erythroleukaemia cells, differentiation 


4013. 
globin, stability-somatic cells 6407. 
A-globin, thalassaemia, man 6045. 
a-globin, translation, thalassaemia 5550. 
B-globin, Xenopus laevis , nucleotide sequence 171. 
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a-globin/B-globin, ducks, complementary DNA-containing 
plasmid pBR322, analysis 3020. 

a-globin/B-globin, rabbits, translation-HeLa cells 4630. 

a-globin/f-globin, translation-Krebs II ascites cells cell-free 
system, ions concentration, effects on 5936. 

a-globin/B-globin, Xenopus , nucleotide sequence homology 
use-recombinant plasmids 778. : 

a-globulin, complementary DNA, liver, rats, cloning/ 
nucleotide sequence 6539. 

a-globulin, liver, diabetes, rats, regulation, role-insulin 2893. 

a-globulin, liver, rats, purification/characterization, 
complementary DNA fragments, synthesis 2814. 

glutamate dehydrogenase (NADP*), Chlorella sorokiniana , 
characterization 5146. 

glutathione transferase, liver, rats, induction-phenobarbital 
6040. 

glycerol-3-phosphate dehydrogenase (NAD*), levels, 
cerebellum, mice, regulation during development 246. 

glycerol-3-phosphate dehydrogenase (NAD‘*), levels, tissues, 
mice, control-gene expression 6035. 

Gossypium seeds, germination, sequence complexity 3473. 

haemocyanin, Limulus polyphemus , identification 5147. 

haemoglobin, man/mice/rabbits, nucleotide sequence 
substitution, evolutionary genetics 4011. 

hatching enzymes, Dendraster excentricus , origin 3516. 

heat shock proteins, Drosophila melanogaster viruses, 
characterization 2883. 

herpes simplex virus 1, mapping 4169. 

herpes simplex virus 1, templates activity 5145. 

high molecular weight, Saccharomyces cerevisiae 
polyribosomes, characterization 4003. 

histocompatibility antigens, lymphoblastoid cell lines, 
translation-cell-free system 5551. 

histocompatibility antigens, mice, complementary DNA 
clones, characterization 5752. 

histones, biosynthesis/turnover rates, Drosophila embryos 
1418. 

histones, levels, yeasts, regulation-cell cycle 5529. 

histones, Saccharomyces cerevisiae , characterization 2068. 

histones, yeasts, post-transcription control 5509. 

homologous/heterologous, translation-Saccharomyces 
cerevisiae cell-free system 836. 

homology-rRNA, Escherichia coli , role-ribosomal proteins 
biosynthesis feedback inhibition 3956. 

hordein, Hordeum vulgare polyribosomes, translation-wheat 
germ cell-free system, products characterization 1474. 

human thyroid cells, poly (A) content/templates activity, 
thyrotropin, effects on 2897. 

hydrolysis-ribonuclease, Hordeum vulgare leaves 1133. 

immunoglobulin E heavy chains/light chains, myeloma, rats, 
physical properties/biological properties 6047. 

immunoglobulin G, myeloma cells, mice, production rates 
2124. 

immunoglobulin G, myeloma cells, mice, translation-wheat 
germ cell-free system 851. 

immunoglobulins, human lymphoid cell lines, translation-cell- 
free system, products analysis 2143. 

immunoglobulins, lymphocytes,T, mice, occurrence/ 
characterization 2147. 

immunoglobulins, mice, translation-Xenopus laevis oocytes 
5930. 

immunoglobulins, myeloma cells, mice, abundance/ 
processing 4029. 

immunoglobulins, myeloma cells, mice, distribution 2900. 

immunoglobulins, myeloma cells, mice, translation initiation- 
free ribosomes 2901. 


immunoglobulins, processing, review 2623. 

immunoglobulins heavy chains, lymphoblastoid cells man/ 
human-mice hybridoma, complementary DNA, cloning/ 
nucleotide sequence 1594. 

immunoglobulins heavy chains, myeloma, mice, purification 
144, 

immunoglobulins heavy chains, thymocytes, mice 5148. 

immunoglobulins heavy chains mutants, myeloma, mice, 
characterization 5502. 

immunoglobulins light chains, plasmacytoma cells, mice, 
characterization 5154. 


immunoglobulins light chains, plasmacytoma cells, mice, 
expression 6453. 

inactivation-radiation (u.v.), Smittia embryos 4085. 

influenza A virus, poly (A) sites, localization 5083. 

influenza virus, 5'-terminus oligonucleotides, analysis 765. 

inosine (7-methyl)-containing, reovirus, properties 2700. 

insulin, Lophius americanus /man/rats, nucleotide sequence 
comparison, use-complementary DNA 3462. 

interferon, fibroblasts, chickens, isolation, DNA synthesis 
DIT: 

interferon, fibroblasts, embryo, chickens, characterizaion 
3471. 

interferon, fibroblasts, man, 3’-terminus removal, effects on 
function 4635. 

interferon, human fibroblasts, heterogeneity 2820. 

interferon, human fibroblasts, translation, in vitro/cloning- 
plasmid pBR322 3520. 

interferon, human fibroblasts, Xenopus laevis oocytes, 
synthesis-leucocytes/fibroblasts interferon 2144. 

interferon, kinetics/distribution, L-929 cells, mice 2145. 

interferon, leukocytes, man, translation-Xenopus laevis 
oocytes 6046. 

interferon, lymphocytes, man, characterization 6451. 

interferon, mice, translation-cell-free system 4629. 

interferon, poly (I.C)-induced, human fibroblasts, 
transcription unit, characterization 849. 

interferon, Sendai virus-induced lymphoblastoid cells, human/ 
Newcastle disease virus-induced L cells, heterogeneity 2789. 

interferon-associated proteins, biosynthesis, induction-poly 
(I.C), human fibroblasts 695. 

interferon repressors, isolation/characterization 250. 

isocitrate lyase, Chlorella fusca , purification/ 
characterization 2803. 

isocitrate lyase/malate synthase, regulation-germination, 
Cucumis sativus 3522. 

iso-l-cytochrome c, Saccharomyces cerevisiae , 
characterization 777. 

keratin, epidermis, guinea-pigs/rats, isolation/ 
characterization 245. 

keratin, epidermis, mouse, in vitro translation 3519. 

keratin, wool, sheep, isolation/characterization 1386. 

Krebs ascites cells, poly (A) tracts alkylation-oligo (T) 
derivatives 2821. 

a-lactalbumin/casein, mammary gland, mice, purification/ 
translation-cell-free system 1468. 

lactate dehydrogenase, glioma cells, rats, isoproterenol + 
AMP (dibutyryl cyclic), effects on 2148. 

lactogen, localization-human placenta 1471. 

lactose operon, inactivation-Escherichia coli RNA 
polymerase III factors 6030. 

late, herpes simplex virus 1, characterization 5080. 

late, phage T7, ribosomes binding sites, structure 4543. 

late, polyoma virus, leaders sequence, characterization 1396. 

late, SV40, polyadenylation recognition sites, 
characterization 5087. 

late, translation, SV40 abortive infection, kidney cells, mice 
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5546. 

late transcription unit, adenovirus (human) 2-infected HeLa 
cells, arrangement 2784. 

lectins, Pisum sativum , translation-cell-free system 3523. 

lens, embryos, chickens, translation-cell-free system/binding- 
ribosomes, caps, effects on 1465. 

levels, cerebellum, rats, development, effects on 6037. 

levels, human haemoglobin E f£-globin chains 2895. 

levels, liver, rats, D-galactosamine/actinomycin D, effects on 
4607. 

levels, Saccharomyces cerevisiae , heat shock, effects on 209. 

like, molecules, HeLa cells, isolation/characterization 1412. 

lipoprotein (very low density), chickens, nucleotide sequence 
2810. 

liver, mice, complementary DNA, sequence complexity 384. 

liver, rabbits, phenobarbital, effects on 3946. 

liver, rats, circadian rhythms 4087. 

low molecular weight proteins, occurrence-Phaseolus mungo 
seeds 2151. 

lutropin/folliberin, pituitary, rats, translation-cell-free system 
2137. 

lutropin a-subunit/Z-subunit, pituitary, cattle, translation-cell- 
free system 248. 

lutropin subunits, pituitary, rats, translation-cell-free system 
4632. 

lysopine dehydrogenase, complementary-Ti plasmid 
fragments, Nicotiana tabacum crown gall 6608. 

lysozyme, exons, nucleotide sequence/coding function, 
chickens 1463. 

Lytechinus pictus eggs, biosynthesis/translation/storage 
1432. 

malic enzyme, liver, rats, induction-triiodothyronine 6007. 

mammalian cells, role-poly (A) sequence, review 5398. 

mammary gland, cattle, isolation/characterization 5151, 

mammary gland tumour cells, regulation-oestrogen 3492. 

mammary tumour virus, purification/translation 6443. 

mapping-adenovirus (human) 12 DNA transforming regions 
2976. 

maturation, eukaryotes, role-ribonucleoproteins particles, 
review 1269. 

maturation-specific, Vigna radiata embryos, 
characterization 2078. 

measles virus, translation-wheat germ cell-free system, 


guanosine (7-methyl) antibodies/polyamines, effects on 2132. 


membranes proteins, liver, rats, activity, diurnal variations 
6448. 

metabolism, Sacharomyces cerevisiae , sporulation, effects 
on 2109. 

metabolism, Xenopus laevis , during oogenesis 2860. 

metallothionein, cadmium-induced accumulation, liver, rats 
6017. 

metallothionein, free/membrane-bound polyribosomes, liver, 
rats, induction/distribution 847. 

metallothionein, induction-zinc/dexamethasone, HeLa cells 
Pile 

metallothionein, synthesis, cell lines, mice, regulation- 
dexamethasone 6020. 

mitochondria, HeLa cells, 5’-terminus sequence 4570. 

mitochondria, HeLa cells, 3’-terminus sequence analysis, 
RNA processing models 4571. 

Moloney sarcoma virus, characterization 3982. 

muscles, heart, rats, isolation/characterization 5466. 

myelin basic protein, brain, rats, translation-wheat germ cell- 
free system 2140. 


myosin heavy chains, precursors, polyribosomes, embryos, 
chickens 243. 


myosin heavy chains, rats, processing 1440. 

myosin heavy chains, skeletal muscle, embryos, chickens, 
complementary DNA, cloning/characterization 5654. 

neuroblastoma cells, mice, translation-reticulocyte lysate, 
products characterization 1473. 

neuroblastoma cells, recognition-Semliki Forest virus 
initiation factors 5034. 

nonstructural protein, influenza virus, nucleotide sequence 
761. 

2',5'-oligo (A) synthetase, interferon-induced, L cells, assays 
2779. 


ovalbumin, chickens, 5’-terminus nucleotide sequence 5099. 

ovalbumin, induction-oestrogen, oviduct, chickens 2846. 

ovalbumin, production, oviduct, chickens, oestrogen 
withdrawal, effects on 2845. 

ovalbumin/conalbumin, oviduct, chickens, induction- 
glucocorticoids 242. 

ovalbumin/ovomucoid, chickens, precursors, identification 
4008. 

ovomucoid, chickens, nucleotide sequence determination, use- 
recombinant DNA 2809. 

ovomucoid/ovalbumin, chickens, processing-RNA high 
molecular weight precursors 2087. 

parathyrin, cattle, complementary DNA, synthesis/ 
restriction endonuclease analysis/cloning 2297. 

peptides, modification-Bacillus subtilis RNA polymerase 
transcription biosynthesis, in vitro, spore-forming bacteria 
6430. 

phage gX174, stability 3497. 

phage M13, isolation/identification/characterization 3573. 

phage R17, binding-wheat germ ribosomes, specificity 828. 

phage T7, RNA polymerase transcription specificity 4016. 

phenylalanine ammonia-lyase, Phaseolus vulgaris , induction- 
hormones, actinomycin D, effects on 5461. 

phenylalanine 4-monooxygenase, hepatoma cell lines, rats, 
translation control 4524. 

pheochromocytoma, man, translation-cell-free system, 
products characterization 6048. 

phosphoenolpyruvate carboxykinase (GTP), liver, rats, 
turnover, regulation 844. 

phosphoenolpyruvate carboxykinase (GTP), kidney, rats, 
induction-dexamethasone, inhibition-cycloheximide 1424. 

phosphoglycerate kinase/protamines-like histones, levels, 
spermatogenesis, testis, mice 1439. 

Physarum polycephalum , ribonucleoprotein (messenger)- 
polyribosomes transfer, poly (A) processing 4560. 

Physarum polycephalum , translation, growth/starvation, 
effects on 2135. 

plant viruses, translation, review 3307. 

ay sy addition, RNA biosynthesis, CHO cells/HeLa cells 

088. 

poly (A)-containing, biosynthesis, wheat germ, gibberellic 
acid, effects on 1426. 

poly (A)-containing, Bombyx mori silk gland, complexity/ 
diversity 5499. 

poly (A)-containing, brain, mice, complementary DNA, 
introns, occurrence/transcription 2288. 

poly (A)-containing, chromatography (affinity) 5954. 

poly (A)-containing, content, 3T6 cells, regulation-protein 
biosynthesis 253. 

poly (A)-containing, content, Xenopus laevis , changes during 
early development 811. 

poly (A)-containing, free/membrane-bound polyribosomes, 
brain, rats, development, effects on 4631. 

poly (A)-containing, human lymphocytes, complementary 
DNA, recombinants, construction 2448. 

poly (A)-containing, Hyoscyamus niger anthers 
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development, accumulation 5517. 

poly (A)-containing, liver/brain, rats, metabolism during 
embryogenesis/postnatal development 1442. 

poly (A)-containing, low molecular weight peptides, liver, 
rats/Novikoff hepatoma cells, characterization 2138. 


poly (A)-containing, mammary gland/liver, guinea-pigs, post- 


transcription regulation-gene expression 2863. 

poly (A)-containing, metabolism, polyribosomes, liver, mice, 
ethanol + sucrose intake, effects on 3504. 

poly (A)-containing, neuroblastoma clones, developmental 
stages, sequence complexity 3472. 

poly (A)-containing, nuclei/polyribosomes, Xenopus laevis , 
nucleotide sequence complexity during development 1407. 

poly (A)-containing, Strongylocentrotus purpuratus 
embryos. frequency distribution during development 809. 

poly (A)-containing, Xenopus laevis eggs/oocytes, human 
chorionic gonadotropin stimulation 5119. 

poly (A)-containing/lacking, Gossypium cotyledons, 
characterization 5985. 

poly (A)-containing/lacking, liver, mice, sequence complexity 
2073. 

poly (A)-containing/lacking, liver, mice, characterization 
2818. 

poly (A)-lacking, association-membranes, kidney, mice 6025. 

poly (A)-lacking, Drosophila melanogaster , characterization 
2806. 

poly (A)-lacking, Friend erythroleukaemia cells, isolation/ 
characterization 4540. 

poly (A)-lacking, reovirus, stability-Xenopus laevis oocytes 
5967. 

poly (A)-rich, Hordeum , greening, effects on 2149. 

poly(A)-containing/lacking, eye lens, cattle, characterization 
4010. 

polyoma virus, splicing sites, nucleotide sequence 3444, 

polyribosomes, hepatoma, rats, homology-liver 5982. 

polyribosomes, kidney, mice, preservation, effects on 5128. 

polyribosomes, liver, rats, nuclear envelopes/endoplasmic 
reticulum translocation 4633. 

polyribosomes, normal/Puccinia graminis-infected Triticum 
vulgare leaves, translation-cell-free system, lincomycin/ 
chloramphenicol, effets on 2903. 

polyribosomes, Solanum tuberosum , biosynthesis/ 
translation-wheat germ cell-free system, products analysis 
2152. 

polyribosomes/informosomes, Chinese hamster cells, 
complexity/diversity 4012. 

polyribosomes/informosomes, neuroblastoma cells, 
comparison 852. 

pre-prolactin, pituitary, rats, precursors identification 6447. 

pre-somatotropin, induction-dexamethasone/ 
triiodothyronine, pituitary cells, rats 5524. 

precursors, containing. ribonucleoproteins particles, 
dissociation/reconstitution 2531. 

precursors, containing, ribonucleoproteins particles, cross- 
linking-proteins 3801. 

precursors, f-globin, mice/silk fibroin/ovalbumin, chickens, 
nucleotide sequence homology/splicing mechanisms 2072. 

precursors, histones, transcription, cell cycle 4028. 

precursors, review 6319. 

preproceruloplasmin, liver, rats, translation-cell-free system 
6041. 

preproinsulin/presomatotropin, initiation sites, rats, 
determination, methodology 6038. 

preprosomatostatin, Lophius americanus , identification 
6032. 

priming/inhibition activity, influenza virus DNA polymerase 


(RNA-dependent), role-secondary structure 1421. 

pro-opiocortin precursors, pituitary tumours cell lines, mice, 
translation-cell-free system, products processing/ 
glycosylation 252. 

processing, nuclei, review 3868. 

processing, role-gene regulation, review 3860. 

procollagen, chickens, 3'-terminus nucleotide sequence 3640. 

procollagen, chondrocytes, translation-cell-free system, 
procollagen peptides, effects on 5935. 

procollagen, chondrosarcoma, rats, characterization 850. 

procollagen, complementary DNA, fibroblasts, man, cloning/ 


characterization 6543. 

procollagen, levels, calvaria, rats, parathyrin, effects on 1423. 

procollagen, levels, Rous sarcoma virus-transformed cells, 
chick embryos, regulation 5122. 

procollagen, levels/activity, fibroblasts, lung, man 6043. 

production, liver, rats, Streptococcus pneumoniae infection, 
effects on 4069. 

prolactin, content, pituitary cell culture, ergocryptine, effects 
on 820. 

prolactin, localization, methodology 2028. 

prolactin, man, complementary DNA structure analysis/ 
evolution 6147. 

prolactin, pituitary, cattle, complementary DNA, cloning/ 
nucleotide sequence 1579. 

prorennin, cattle, purification/translation-wheat germ cell- 
free system 848. 

prosomatostatin precursors, Lophius americanus , 
complementary DNA, nucleotide sequence 1559. 

protamine, Salmo gairdnerii testis, 5'-terminus 
heterogeneity 4005. 

proteins, seminal vesicle, rats, complementary DNA, cloning 
5753. 

proteins, uterus/brain, rats, translation-reticulocyte lysate/ 
regulation-oestrogen 5149. : 

pseudorabies virus-infected cells, translation-cell-free system 
831. 

pyruvate kinase, liver, rats, dietary alterations, effects on 
2141. 

rabies virus, translation-Xenopus laevis oocytes 1459. 

rats, induction-channels formation, cell lines, mice 4075. 

relaxin, rats, complementary DNA, cloning/characterization 
5661. 

reovirus, bisulphite-modified, binding-wheat germ ribosomes, 

_ initiation codons selection, mechanisms 3415. 

reovirus, caps, binding proteins, characterization 5393. 

reovirus/vesicular stomatitis virus/vaccinia virus, 5'-terminus 
caps, interaction-initiation factors, reticulocytes, rabbits 
3947. 

reovirus 3, purification/characterization, translation-cell-free 
system 2133. 

ribosomal proteins, complementary DNA clones, mice, 
construction/characterization 4850. 

ribosomal subunit 40S binding/migration, role-ATP 1982. 

ribulose-1,5-bisphosphate carboxylase, activity, Pisum 
sativum seedlings, light, effects on 6023. 

ribulosebisphosphate carboxylase subunits, Chlorogonium 
elongatum 6031. 

Ricinus communis , germination changes 5115. 

sea urchins embryos, levels during development 808. 

secondary structure, role-translation initiation efficiency 827. 

seminal vesicle secretion proteins, rats, testosterone, effects 
on 3491. 

sequence, expression, regulation during myotubes formation, 
mice 214. 

size determination/location-hybridization maps 2038. 

skeletal muscle, neonates, man, translation-cell-free system 
6452. 
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skeletal muscle, rats, denervation, effects on 1359, 1360. 

somatotropin, cattle, complementary DNA, cloning 526. 

specificity, mengovirus/coxsackievirus translation inhibition- 
double-stranded RNA 5472. 

Spinacia chloroplasts, transcription mapping/translation- 
reticulocyte lysate, rabbits, products analysis 2902. 

splicing, role-SV40 gene regulation 4079. 

splicing, Saccharomyces cerevisiae , role-box gene introns 
5995. 

splicing sites, SV40, models 157. 

stability, Dictyostelium discoideum , role-poly (A) 238. 

Strongylocentrotus intermedius embryos, isolation/ 
characterization 2805. 

Strongylocentrotus purpuratus eggs, repetitive sequence 
distribution 168. 

structure, role-post-transcription regulation-erythromycin- 
induced antibiotic resistance 2224. 

sucrose synthase, Zea mays , complementary DNA, cloning 
3169. 

sucrose synthase, Zea mays , translation-cell-free system, 
products characterization 4092. 

superoxide dismutase, human placenta, translation-cell-free 
system 2896. 

surface antigen, Trypanosoma brucei , isolation/ 
characterization 835. 

SV40, methylation, interferon, effects on 6431. 

SV40, relationship-DNA, review 5875. 

SV40, structure/function 3987. 

SV40, 5'-terminus caps, structure 3447. 

SV 40, transcription/characterization, transformed cells 4046. 

SV40 transformed cells, characterization 3989, 5491. 

5'-terminus, complementary DNA, cloning, methodology 
5305. 

5'-terminus caps, vesicular stomatitis virus, cycloleucine, 
effects on 6432. 

5’-terminus coding regions, adenovirus (human) 2, nucleotide 
sequence 4153. 

tetrahydrofolate dehydrogenase, cells, mice, 3’-terminus size 
heterogeneity 2074. 

tetrahydrofolate dehydrogenase, metabolism, regulation, 3T6 
cells derivatives 1450. 

thymidine kinase, herpes simplex virus t, biosynthesis, 
mechanisms 2090. 

thymidine kinase, herpes simplex virus 1, mapping 5081. 

thymosin precursors, calf thymus, purification/translation- 
cell-free system 4634. 

thymus-leukaemia antigens, mice, isolation/translation-wheat 
germ cell-free system, products characterization 2146. 

thyroglobulin, defective processing, goitre, man 2875. 

thyroglobulin, deficiency, goitre, goats 6449. 

thyroglobulin, thyroid, rats, complementary DNA, 
endodeoxyribonuclease Pstl fragments, cloning 2443. 

tissues, rats, localization, use-recombinant DNA 3424. 

tobacco mosaic virus/avian myeloblastosis virus/ 
endogenous, translation-Pisum cell-free system 1981. 

togavirus/interferon, templates, complementary DNA 
biosynthesis 6444. 

Tradescantia paludosa pollen, isolation/translation-wheat 
germ cell-free system 258. 

transcription, influenza A virus-infected cells 2091. 

Popes adenovirus (human) 2 late promoters, production 

54. 

transforming regions, adenovirus (human) 2/adenovirus 
(human) 5 wild-type/mutants, translation in vitro, products 
characterization, comparion 1457. 

translation, Drosophila , heat shock, effects on 4626. 


translation, Drosophila melanogaster cell culture, heat 
shock, effects on 2745. 

translation, eukaryotes, mathematical models 2130. , 

translation, hosts cells, inhibition-vesicular stomatitis virus 
6029. 

translation, normal/vesicular stomatitis virus-infected HeLa 
cells, role-cytoskeleton binding 3521. 

translation, Pisum sativum cell-free system, chlorides, effects 
on 4080. ; 

translation, reovirus, inhibition-interferon 3392. 

translation, reticulocyte lysate, preferences 826. 

translation, vesicular stomatitis virus-infected BHK cells, 
regulation 2884. 

transport, liver, rats, regulation-DNA-binding protein/RNA- 
binding protein 5545. 

a-tropomyosin, chickens, complementary DNA, containing, 
plasmids, construction 6249. 

Trypanosoma brucei antigens, complementary DNA, 
cloning/characterization 2266. 

tryptophan operon, Escherichia coli , decay, mechanisms 
236. 

tryptophan operon, Escherichia coli , ribosomes binding sites 
2798. 

tubulin, biosynthesis, Chlamydomonas reinhardtii , tubulin 
induction 5510. 

a-tubulin, rats, complementary DNA clones, nucleotide 
sequence 6139. 

a-tubulin/f-tubulin, brain, embryos, chickens, nucleotide 
sequence 3463. 

a-tubulin/f-tubulin, brain, rats, purification/characterization 
3423. 

tyrosine aminotransferase, liver/rats, regulation- 
hydrocortisone/N°,O?'-dibutyryladenosine3’ ,5’-phosphate 
247. 

tyrosine hydroxylase, pheochromocytoma, rats, translation- 
cell-free system, products characterization 6049. 

tyrosine 3-monooxygenase, pheochromocytoma cells, 
translation, dexamethasone, effects on 4636. 

UDPapiose synthase, Petroselinum hortense , radiation 
(u.v.), effects on 2150. 

urokinase, complementary DNA, man, expression- 
Escherichia coli 6633. 

uteroglobin, endometrium, rabbits, induction-progesterone, 
mechanisms 6006. 

uteroglobin, rabbits, complementary DNA synthesis/ 
purification/characterization 3644. 

uteroglobin, rabbits, relationship-progesterone receptors 
4067. 

vaccinia virus, analysis/mapping 770. 

vaccinia virus, methylation, inhibition-2',5'-oligo (A) 5’- 
phosphates 5019. 

vaccinia virus, 5'-terminus, nucleotide sequence 
heterogeneity 2054. 

vaccinia virus, 5'-terminus caps formation 3500. 

vaccinia virus, transcripts, mapping 6504. 

vaccinia virus, translation-cell-free system, early genes 
mapping 3514. : 

sean surface antigen, Trypanosoma brucei , purification 

variant surface antigen, Trypanosoma brucei , purification/ 
translation-cell-free system 237. 

vesicular stomatis virus, transcription in vitro 186. 

vesicular stomatitis virus, separation-electrophoresis 752. 

Hees? stomatitis virus, translocation, infected CHO cells 

15t 

vicilin/legumin, Pisum sativum , complementary DNA, 

synthesis/characterization 3047. 
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mRNA,(continued) 

vitellogenin, Ameiurus nebulosus liver, translation-cell-free 
system, products, characterization 2888. 

vitellogenin, chickens, cloned complementary DNA, 
characterization 3019. 

vitellogenin, Locusta migratoria , preparation/ 
characterization, synthesis-complementary DNA 4084. 

vitellogenin, Xenopus laevis , translation-cell-free system 840. 

vitellogenin/albumin/lipoprotein (very low density), liver, 
chickens, translation efficiency 4627. 

vitellogenin precursors, Drosophila melanogaster fat body, 
translation-reticulocyte lysate, products analysis 3517. 

wheat germ lysates, poly (A) turnover 2879. 

Xenopus laevis embryos, analysis during development, use- 
recombinant plasmids 755. 

Zea mays embryos, templates activity during germination 
259: 

Zea mays embryos, translation products, analysis 260. 

zein, Zea mays , heterogeneity 854. 

mRNA 12S, 

adenovirus (human) 5, characterization 3990. 

mRNA 13S, 

adenovirus (human) 5, characterization 3990. 

mRNA 14.58, 

vesicular stomatitis virus, poly (A) adjacent nucleotide 
sequence 158. 

mRNA 16S, 

SV40, biosynthesis, precursors, identification 789. 

mRNA 19S, 

introns-containing, SV40 deletion mutant, characterization 
4552. 

SV40, biosynthesis, precursors, identification 789. 


mRNA 26S, 

Sindbis virus, nucleotide sequence 5086. 

rRNA, 

Antirrhinum majus mutants, characterization 3039. 

Artemia salina , oligonucleotides, chromatography (high- 
pressure liquid) 2025. 

biosynthesis, Bombyx mori eggs, during diapause 
termination 2112. 

biosynthesis, chloroplasts/cytoplasm, Nicotiana rustica , 
uracil (5’-fluoro), effects on 2125. 


biosynthesis, CHO cells, following heat shock, regulation 818. 


biosynthesis, cytoplasm, Pylaiella littoralis , control-plastids 
210. 

biosynthesis, Escherichia coli , during growth, models 1429. 

biosynthesis, Escherichia coli , role-DNA-unwinding protein 
3837. 

biosynthesis, Escherichia coli , stimulation-proteins factors 
6011. 

biosynthesis, hepatoma cell lines, mice, relationship-RNA 
polymerase I 4370. 
' biosynthesis, heterokaryons, human fibroblasts 2835. 
biosynthesis, initiation, Xenopus laevis oocytes 192. 
biosynthesis, initiation, Xenopus laevis , relationship-cell 
division 5513. 

biosynthesis, myoblasts cell lines, rats, regulation during 
differentiation 1445. 

biosynthesis, neurons, brain, rats, burns, effects on 5132. 

biosynthesis, Ochromonas damica , spectinomycin/ethidium 
bromide, effects on 2126. : 

biosynthesis, Pylaiella littoralis , precursors, characterization 
1417. 

biosynthesis, Rhodosporidium toruloides cell cycle mutants 
2107. 

biosynthesis, Saccharomyces cerevisiae meiosis/sporulation 


5508. 

biosynthesis, SV40-transformed human lung embryo 
fibroblasts, puromycin aminonucleoside, effects on 3507. 

biosynthesis/content, Triticum grain/endosperm, during 
development/ripening 195. 

biosynthesis/degradation, rates, Dictyostelium discoideum , 
differentiation 5105. 

biosynthesis/maturation, CHO cells temperature-sensitive 
mutant 819. 

biosynthesis/methylation, brain, rats, cortex/cerebellum, 
comparison 5515. 

biosynthesis/turnover, mitochondria, HeLa cells 6001. 

cleavage, reticulocyte lysate, 2’,5'-oligo (A), effects on 5022. 

cleavage-N-hydroxy-2-aminofluorene, chromatography (high- 
performance liquid)-adducts 5072. 

content, muscles, rats, prednisolone, effects on 5121. 

Crithidia fasciculata , ribosomal subunits, localization 5047. 

cross-linking-ribosomal proteins, (4-azidophenyl)glyoxal, 
Escherichia coli ribosomal subunit 30S 3397. 

Dictyostelium discoideum , nucleotide sequence changes 
during development 1403. 

duplication, Kloeckera africana mitochondria DNA inverted 
repeat 5633. 

Escherichia coli , fractionation, methodology 4538. 

fate, cells, eukaryotes, ribosomes ageing, models 6434. 

genes, content, animal cells, relationship-radioresistance 312. 

genes, Drosophila melanogaster ,rRNA gene rRNA 5S 
oogenesis 3120. 

heart muscles cells, rabbits, isolation, methodology 142. 

Histoplasma capsulatum , characterization 3460. 

homology-mRNA, Escherichia coli , role-ribosomal proteins 
biosynthesis feedback inhibition 3956. 

hydrolysis-ribonuclease, Hordeum vulgare leaves 1133. 

interaction rRNA 288, HeLa cells, effects on conformation 
5980. 

levels, Aspergillus niger mycelia during conidia formation 
803. 

maturation, Escherichia coli , methylation, effects on 5103. 

metabolism, reticulocytes, rabbits 5131. 

mitochondria, hamsters, methylated regions, structure/ 
function 2813. 

mitochondria, hamsters, nucleotide sequence 5977. 

Mycoplasma capricolum /Acholeplasma laidlawii , 
methylation patterns 2060. 

Nicotiana tabacum / Nicotiana gossei , nucleotide sequence 
mapping, comparison, rRNA gene inheritance 786. 

Octopus vulgaris /Loligo vulgaris , physicochemical 
properties 166. 

operons, Escherichia coli , deletion 517. 

operons, Escherichia coli , gene regulation tRNA Thr genes/ 
rRNA 5S genes/transcription termination sites 355. 

operons, Escherichia coli ,tRNA Asp genes/transcription 
termination sites, sequence 356. 

operons, Escherichia coli , transcription, electron microscopy 
5104. 

operons, rrnB operon, Escherichia coli , primary structure 
6103. 

operons, transcription, Escherichia coli , transposon Tnl0 
insertions, effects on 208. 

precursors, metabolism, Saccharomyces cerevisiae , 
relationship-cell division 805. 

precursors, processing, nuclei/nucleoli, liver, rats, 
cycloheximide, effects on 4068. 

precursors, Tetrahymena thermophila , introns, closed 
circular RNA 3999. 

precursors, Tetrahymena thermophila nucleoli, in vitro 
splicing 2082. 
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rRNA,(continued) 

precursors, transcription, liver, rats, protein biosynthesis 
inhibition-cycloheximide, effects on 216. 

precursors, transcription, Rous sarcoma virus transformed 


cells, chickens, actinomycin D/a-amanitin, effects on 5538. 


precursors, transcription complex, nucleoli, Novikoff 
hepatoma cells, characterization 3850. 

precursors maturation, Saccharomyces cerevisiae mutants 
2108. 

prokaryotes-like, occurrence-Microsporida 753. 

promoters, Escherichia coli , interaction-RNA polymerase, 
guanosine tetraphosphate, effects on 612. 

Pseudomonas aeruginosa ribosomes vaccines, induction- 
protection 6442. 

repetitive unit, Acanthamoeba castellanii , cloning/restriction 
endonuclease mapping 5974. 

structure, Rous sarcoma virus-transformed fibroblasts, 
chickens 3488. 

3'-terminus, Escherichia coli /Proteus vulgaris /Aeromonas 
punctata , structure 5089. 

transcription, lymphocytes, control 4584. 

transcription, role-DNA-unwinding protein 613. 

transcription termination sites, Drosophila melanogaster , 
nucleotide sequence 4722. 

transcripts, Escherichia coli , structure/processing 2799. 

Urechis caupo ribosomal subunits, processing 5998. 

rRNA 4.58, 

genes, containing, endodeoxyribonuclease EcoRI fragments, 
Nicotiana tabacum chloroplasts, cloning/characterization 
998. 

genes, Nicotiana tabacum chloroplasts, cloning/ 
characterization 5250. 

Nicotiana tabacum chloroplasts, homology-Escherichia coli 
rRNA 23S 3/-terminus 2823. 

Nicotiana tabacum chloroplasts, nucleotide sequence 182. 

Triticum aestivum chloroplasts, nucleotide sequence 2077. 

rRNA 58S, 

+ rRNA 5.88, complex-ribosomal protein LS, liver, rats 

1992. 

Aspergillus nidulans /Neurospora crassa , nucleotide 
sequence 5093. 

Bacillus licheniformis , structure, n.m.r. 2796. 

Beneckea harveyi , nucleotide sequence 5970. 

binding-ribosomal proteins/ribosomal protein L6/ribosomal 
protein L7, liver, rats, characterization 120. 

bound, transcription factors, Xenopus oocytes 212. 


Chlorophyta, nucleotide sequence , structure/cytoplasm 5096. 
complex formation-rRNA 235, role-ribosomal protein L18 N- 


terminus regions 125. 

complex-ribosomal protein L5, occurrence-ribosomal subunit 
60S, liver, rats 2766. 

complex-ribosomal protein LS, ribosomes, liver, rats, 
physicochemical properties 1368. 

complex-ribosomal proteins, Escherichia coli , cross-linking 
3400. 

complex-ribosomal proteins, structure/role-protein 
biosynthesis, review 4957. 

Crithidia fasciculata , nucleotide sequence 1401. 

cytoplasm, eukaryotes, secondary structure, models 4559. 

Dictyostelium discoideum , nucleotide sequence 2067. 

Drosophila melanogaster , cross-linking-4'-hydroxymethyl- 
4,5',8-trimethylpsoralen, secondary structure 5501. 

Escherichia coli , base pairs determination, n.m.r. 2063. 

Escherichia coli , modification-chloracetaldehyde 6383. 

Escherichia coli , structure 5090. 

Escherichia coli , 3'-terminus, poly (A), inhibition- 
ribonuclease 4349. 


Escherichia coli , 3'-terminus, poly (A), inhibition- 
ribonuclease, polyamines, effects on 4350. 

Escherichia coli ribosomes, structure 5091. 

fragments, Escherichia coli , binding-ribosomal proteins, 
ribosomal subunit 50S 5937. 

genes, containing, DNA, Triticum aestivum , sequence 
organization 1603. 

genes, containing, endodeoxyribonuclease EcoRI fragments, 
Nicotiana tabacum chloroplasts, cloning/characterization 
998. 

genes, deletion mutant, Xenopus , binding-transcription 
factors 4578. 

genes, Drosophila melanogaster , chromatin structure 2566. 

genes, Euglena gracilis chloroplasts, organization 2268. 

genes, HeLa cells chromatin, transcription-RNA poiymerase 
S113: 

genes, liver, rats, isolation, methodology 6055. 

genes, localization-Escherichia coli rRNA operons 355. 

genes, man, homology-repetitive DNA, mammals 4749. 

genes, Nicotiana tabacum chloroplasts, cloning/ 
characterization 5250. 

genes, regions, Drosophila melanogaster polytene 
chromosomes, hybridization-tRNA 5643. 

genes, sequence, Xenopus laevis , role-transcription 
termination 6438. 

genes, Torulopsis utilis , adjacent regions nucleotide 
sequence, comparison-Saccharomyces cerevisiae 2278. 

genes, transcription factors, Xenopus tissue culture/oocytes 
4605. 

genes, Xenopus , transcription, in vitro 6417. 

genes, Xenopus laevis , nucleosomes arrangement 1570. 

genes, Xenopus laevis , nucleotide sequence, role- 
transcription termination 5097. 

genes, Xenopus laevis , recombination-phage A 4848. 

genes, Xenopus laevis oocytes, transcription 6418. 

genes, Xenopus somatic cells nuclei, reactivation-oocytes 
3164. 

Gossypium seeds, characterization 5984. 

Gossypium seeds, chromatography (liquid) 5957. 

hybridization-human diploids fibroblasts/leucocytes, 
quantitation 1409. 

immobilization complex-ribosomal proteins, ribosomal 
subunit SOS, binding-ribosomal subunit 30S, Escherichia coli 
5057. 

Lingula anatina , nucleotide sequence/evolution 2804. 

liver, rats, characterization 2817. 

liver, rats, spectroscopy (Raman) 2816. 

Micrococcus luteus , nucleotide sequence 2066. 

Misgurnus fossilis liver/oocytes, primary structure 4562. 

nucleotide sequence, collection 2782. 

nucleotide sequence analysis, relationship-phylogeny 5075. 

precursors, Bacillus licheniformis , interaction-ribonuclease 
MS 2061. 


precursors, Bacillus licheniformis , nucleotide sequence 
analysis 774. 

precursors, nucleotide sequence, recognition-Bacillus subtillis 
ribonuclease 1746. 

prokaryotes, secondary structure, folding patterns 4556. 

ribosomal subunit 50S, Escherichia coli , termini location 
2762. 

ribosomes, liver, rats, structure, models 2815. 

Saccharomyces cerevisiae , transcription/processing, in vitro 
806. 

Spinacia oleracea chloroplasts, nucleotide sequence 5986. 

Streptomyces griseus , nucleotide sequence determination, 
use-RNA 3’-terminus labelling-pyrophosphate 145, 163. 

3'-terminus, Escherichia coli ribosomes, distance-rRNA 
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rRNA 5S,(continued) 
16S/rRNA 23S 2755. 
Tetrahymena thermophila , nucleotide sequence 3459. 
Thermoplasma acidophilum , nucleotide sequence 3454. 
Triticum embryos, nucleotide sequence 3474. 
uracil (5-fluoro)-containing, Escherichia coli , conformation, 
spectroscopy (Raman)/nuclear Overhauser effect 2065. 
yeasts, conformation, magnesium, effects on 776. 


rRNA 5.88, 
+ rRNA 5S, complex-ribosomal protein LS, liver, rats 1992. 

binding sites, Neurospora crassa tRNA 25S 3'-terminus 
4002. 

Drosophila melanogaster , 3'-terminus, identification 4006. 

eukaryotes, nucleotide sequence homology-Escherichia coli 
rRNA 23S 5’-terminus 5973. 

genes, Caenorhabditis elegans , organization 6125. 

genes, human chromosomes, frequency/distribution/ 
relationship-rRNA 18/288 1582. 

HeLa cells, secondary structure 784. 

like, sequence, Escherichia coli rRNA 23S 5'-terminus 775. 

methylation, cytoplasm, liver/kidney cell culture, rats/HeLa 
cells 816. 

nucleotide sequence, collection 2782. 

Triticum embryos, nucleotide sequence 3474. 

rRNA 6.58, 

Trypanosoma brucei , characterization 164. 


rRNA 13S, 
BHK-21 cells, 3’-terminus nucleotide sequence 1410. 
rRNA 15S, 
genes, mitochondria, yeasts, nucleotide sequence 3622. 
genes, Saccharomyces cerevisiae mitochondria, nucleotide 
sequence 4198. 
precursors, Saccharomyces cerevisiae mitochondria, 
characterization 5095. 
rRNA 16S, 
binding-Escherichia coli ribosomal proteins, association 
constants 4525. 
conformation stability, methylation, effects on 2800. 
cross-linking-Escherichia coli ribosomal proteins 4526. 
cross-linking-ribosomal protein S1, Escherichia coli 
ribosomal subunit 30S, use-ethyl 4- 
azidobenzoylaminoacetimidate 5463. 
cross-linking-tRNA Val, Escherichia coli /Bacillus subtilis , 
pyrimidine dimers formation 745. 
Escherichia coli , guanosine (N*-methy]), characterization 
5972. 
Escherichia coli , hydrodynamics, review 1255. 
Escherichia coli , ribosomal protein S8 binding sites, 
homology-mRNA feedback targets 5044. 
Escherichia coli , secondary structure 3998. 
Escherichia coli , secondary structure homology- 
Saccharomyces cerevisiae rRNA 18S 2801. 
_ Escherichia coli , secondary structure/topography 4193. 
Escherichia coli , 3'-terminus methylation, stimulation- 
polyamines 2103. 
Escherichia coli , 3'-terminus removal, effects on ribosomes 
reconstitution/activity 729. 
Escherichia coli , topography/secondary structure 4557. 
Escherichia coli mutants, 3'-terminus methylation, 
relationship-ribosomal subunit 30S activity 5464. 
fragments, Escherichia coli , conformation, X-ray scattering/ 
neutron scattering 2797. 
genes, Euglena chloroplasts, association-tRNA genes 371. 
genes, Euglena gracilis chloroplasts, organization 2268. 
inhibition-phage MS2 rRNA complex-Escherichia coli 
ribosomal subunit 30S 2011. 


localization-initiation factor 2 binding sites, Escherichia coli 
ribosomes 728. 

Proteus vulgaris , nucleotide sequence, use-secondary 
structure models 5092. 

secondary structure, review 6324. 

segments, ribosomal subunit 30S, Escherichia coli , 
nucleotide sequence analysis 161. 

3'-terminus, base pairs formation, protein biosynthesis 
initiation, role-ribosomal protein $21/ribosomal subunit 30S 
5052. 

3'-terminus, complementary oligonucleotides, inhibition- 
Escherichia coli protein biosynthesis 4494. 

3'-terminus, complementary oligonucleotides, effects on 
protein biosynthesis initiation, Escherichia coli ribosomes 
5474. 

3’-terminus, Escherichia coli ribosomes, distance-rRNA 5S/ 
rRNA 238 2755. 

rRNA 17S, 

mitochondria, hamsters, 3’-terminus, characterization 3466. 

rRNA 18S, 

Drosophila melanogaster , modified nucleosides, 
analysisnucleosides, modified, Drosophila melanogaster 
tRNA 18S, analysis 5500. 

eukaryotes, secondary structure, models 3458. 

genes, Caenorhabditis elegans , organization 6125. 

genes, Drosophila melanogaster , 3'-terminus nucleotide 
sequence, comparison-Bombyx mori /Escherichia coli 373. 

genes, gene amplification, hepatoma cell lines, rats, cytosine 
(5-methyl) enrichment 4756. 

genes, Linum usitatissimum , characterization 5249. 

genes, rabbits, location 1580. 

genes, Raphanus sativus , purification/characterization 407. 

genes, Saccharomyces cerevisiae , mapping 3626. 

genes, Saccharomyces cerevisiae , nucleotide sequence 155)1\, 
2272. 

genes regions, Xenopus laevis transcription unit, nucleotide 
sequence 2285. 

Saccharomyces cerevisiae , secondary structure homology- 
Escherichia coli rRNA 16S 2801. 

3'-terminus nucleotide sequence, determination 779. 

Xenopus laevis , methylation, mapping 2808. 

rRNA 18/288, 

genes, Drosophila heteroneura / Drosophila silvestris 
salivary gland, location 6526. 

relationship-rRNA 5.8S, human chromosomes 1582. 

rRNA 21S, 

genes, regions, Saccharomyces carlsbergensis , fine structure 
mapping 6118. 

rRNA 23S, 

complex formation-rRNA 238, role-ribosomal protein L18 N- 
terminus regions 125. 

cross-linking-Escherichia coli ribosomal proteins 4526. 

cross-linking-ribosomal protein L4, radiation (u.v.)-induced, 
Escherichia coli , sites localization 725. 

Escherichia coli , ribosomal protein L1-associated regions, 
characterization 2064. | 

Escherichia coli , 5'-terminus homology-Xenopus laevis 
rRNA 288 4558. 

Escherichia coli , 5'-terminus rRNA 5.8S-like sequence 775. 

Escherichia coli /Dictyostelium discoideum , ribosomal 
protein L1 binding regions, comparison 5971. 

genes, Euglena chloroplasts, association-tRNA genes 371. 

genes, Euglena gracilis chloroplasts, organization 2268. 

genes, Zea mays chloroplasts, nucleotide sequence 6 159. 

Proteus vulgaris , Escherichia coli ribosomal protein L1 
binding regions, secondary structure/homology-ribosomal 
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rRNA 23S,(continued) 
protein L11 mRNA/rRA 16S 2802. 

ribosomal subunit 50S, Escherichia coli , conformation, 
electron microscopy 2763. 

3’-terminus, Escherichia coli ,homology-Nicotiana tabacum 
chloroplasts rRNA 4.5S 2823. 


5'-terminus, Escherichia coli , nucleotide sequence homology- 


rRNA 5.8S, eukaryotes 5973. 

3'-terminus, Escherichia coli ribosomes, distance-rRNA 
16S/rRNA 5S 2755. 

3’-terminus, localization-Escherichia coli ribosomal subunit 
50S 3398. 

Xenopus laevis , methylation, mapping 2808. 

rRNA 25S, 

genes, Linum usitatissimum , characterization 5249. 

genes, Raphanus sativus , purification/characterization 407. 

genes, Saccharomyces cerevisiae , mapping 3626. 

Neurospora crassa , 3'-terminus nucleotide sequence, rRNA 
5.88 binding sites 4002. 

production, Neurospora crassa temperature-sensitive mutant 

tRNA 368, 

genes, Caenorhabditis elegans , organization 6125. 

rRNA 288, 

genes, Drosophila melanogaster , insertion sequences 
distribution-chromosomes 4207. 

genes, Drosophila melanogaster , insertion regions, 
arrangement 5220. 

genes, gene amplification, hepatoma cell lines, rats, cytosine 
(5-methyl) enrichment 4756. 

genes, rabbits, location 1580. 

genes, transcription, mammary gland, rabbits, role-prolactin 
2847. 

genes, transcription, mammary gland, rabbits, role- 
progesterone/glucocorticoids 4593. 

genes, transcription rates, mammary gland, rabbits, 
colchicine, effects on 3505. 

genes regions, Xenopus laevis transcription unit, nucleotide 
sequence 2285. 

hybridization-human diploids fibroblasts/leucocytes, 
quantitation 1409. 

interaction-rRNA, HeLa cells, effects on conformation 5980. 

Rhodnius prolixus , thermal stability 5098. 

Xenopus laevis , 5'-terminus homology-Escherichia coli 
tRNA 238 4558. 

rRNA 368, 

Neurospora , secondary structure 5094. 

rRNA 37S, 

transcription initiation sites, Saccharomyces cerevisiae 
tRNA gene, nucleotide sequence 1549. 

rRNA 45S, 

precursors, processing-endoribonuclease, chick embryos, in 
vitro 5759. : 

rRNA (adenine-6-)-methyltransferase, 

Escherichia coli , assays/characterization 2516. 

rRNA gene, 

amplification, Neurospora crassa conidia, following 
germination 2332. 

Artemia larvae, restriction endonuclease mapping 4201. 

Calliphora erythrocephala , cistrons classes 6522. 

Calliphora erythrocephala , spacer, length variation 4719. 

Chlamydomonas , organization 4200. 

chloramphenicol-resistant cell lines, mice, nucleotide 
sequence 6534. 

Citrus limon satellite DNA, organization 3040. 

cloned, Drosophila hydei , characterization 973. 

closed circular, Saccharomyces cerevisiae , characterization 


3624. 

clusters, introns-containing, Drosophila hydei X 
chromosome 6128. 

content, Drosophila melanogaster , regulation 5297. 

content, Ecballium elaterium /Cucumis sativus /Cucurbita 
pepo , comparison 1482. 

content, Linum usitatissimum , growth, effects on 4319. 

content, nucleolus organizer region, Triticum /Secale 3829. 

content, Triticum , relationship-seeds proteins content 870. 

content, Triticum chromosomes 999. 

Drosophila melanogaster , cloning 1123. 

Drosophila melanogaster , transcription initiation sites, 
nucleotide sequence 4721. 

Drosophila melanogaster X chromosome hybrids, 
replication patterns 2333. 

Drosophila tumiditarsus , localization/characterization 4208. 

Escherichia coli /Vicia faba chloroplasts, nucleotide 
sequence homology 3049. 

heterogeneity, nitrogen-fixing bacteria 2265. 

inheritance, Nicotiana tabacum / Nicotiana gossei 786. 

introns, Physarum polycephalum , nucleotide sequence 4713. 

Lilium longiflorum nuclei/plastids, endodeoxyribonuclease 
EcoRI analysis 4759. 

localization-Drosophila simulans chromosomes 603. 

localization/structure/activity, oocytes, Coturnix coturnix / 
mice, man 974. 

Lytechinus variegatus , base composition 1556. 

Lytechinus variegatus , mapping 4202. 

man, methylation 4434. 

man/monkeys, restriction endonuclease analysis 3649. 

mapping, DNA, mitochondria, HeLa cells 2305. 

mice, cloning/promoters regions, localization 379. 

mice, initiation regions, nucleotide sequence 5238. 

mice, transcription-cell-free system 4581. 

mice, transcription initiation sites, nucleotide sequence 2294. 

Misgurnus fossilis , transcription, electron microscopy 4914. 

Misgurnus fossilis mitochondria, mapping 4205. 

mitochondria, chloramphenicol-resistant cell lines, mammals, 
characterization 4754. 

mitochondria, mice, localization/nucleotide sequence 1578. 

Neurospora crassa mitochondria, transcription/processing 
SSSI. 

nucleolus organizer region, Chinese hamster/CHO cells, 
localization 4215. 

operons, Saccharomyces carlsbergensis , localization- 
transcription termination sites 2271. 

Physarum polycephalum , termini, inverted repeat/single- 
stranded regions 3001. 

primates, evolution, restriction endonuclease analysis 6146. 

promoters, Escherichia coli , binding-RNA polymerase 2477. 

quantitation, normal/tumour cells during proliferation 868. 

Raphanus sativus cotyledons, age, effects on 4619. 

reactivation-SV40 DNA fragments, identification 4323. 

regions, Euglena gracilis chloroplasts, nucleotide sequence 
homology 2269. 

replication, Drosophila hydei 3076. 

replication, Tetrahymena pyriformis nucleoli, electron 
microscopy + autoradiography 469. 

Saccharomyces cerevisiae ,rRNA 37S transcription 
initiation sites, nucleotide sequence 1549. 

Sarcophaga bullata , arrangement 5649. 

spacer, Drosophila virilis , characterization 6130. 

spacer, Euglena gracilis chloroplasts, nucleotide sequence, 
tRNA genes identification 1555. 

spacer, Xenopus laevis /Pleurodeles waltlii /Triturus 
cristatus oocytes chromatin, structure 5809. 

spacer sequence, mice, genomes location 2289. 
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Spinacia oleracea /Oenothera hookeri /Euglena gracilis 
pile onlasts Aces castellanii mitochondria/ 

termini, Tetrahymena thermophila , macronuclei, tandem 
repetitive DNA, packaging 5802. 

Tetrahymena , gene amplification 4195. 

Tetrahymena pyriformis , mapping 3614. 

Tetrahymena thermophila , containing plasmids, replication- 
Saccharomyces cerevisiae 6248. 

Tetrahymena thermophila , transcription mapping 1542. 

Torulopsis glabrata mitochondria, restriction endonuclease 
mapping 369. . 

transcription, effects on chromatin structure, Xenopus laevis 
oocytes 5801. 

Vicia faba chloroplasts, structure/organization, denaturation 
mapping/R-loops analysis 408. 

Xenopus laevis , hybridization-Triturus cristatus lampbrush 
chromosomes, genes location 1558. 

Xenopus laevis , transcription in vitro, electron microscopy 
191. 

tRNA, 

accumulation, Escherichia coli , amino acids/energy 
starvation, effects on 4501. 

acylation, inhibition, Bacillus stearothermophilus , effects on 
stringent response 5451. 

aged mice, translation-encephalomyocarditis virus RNA, cell- 
free system, efficiency/fidelity 2772. 

Agrobacterium tumefaciens , uridine (2-thio) derivatives, 
changes 5442. 

aminoacylation, cell-free system, oligonucleoside 
methylphosphonates, effects on 4496. 

aminoacylation, Drosophila melanogaster , stimulation 
factors 1965. 

aminoacylation, liver/Krebs II ascites/plasmacytoma cells, 
mice, comparison 5925, 

aminoacylation, regulation-operons transcription, 
Escherichia coli 98. 

aminoacylation-tRNA (isoleucyl) synthetase/tRNA (valyl) 
synthetase, ethidium bromide, effects on gi2: 

anticodon loop conformation, adenine, effects on 5920. 

arrangement, Escherichia coli ribosomes, during 
translocation 1375. 

Bacillus subtilis , nucleosides, modification-uracil (5-fluoro) 
3342. 

bacteria, modification-iron(III) 5440. 

bacteria, occurrence-selenium, review 2621. 

base pairs formation, n.m.r., nuclear Overhauser effect 1330. 

bases, chromatography (high-performance liquid)/mass 
spectroscopy 90. 

binding-benzidine, role-prostaglandin endoperoxide 
synthetase 881. 

biosynthesis, regulation, Escherichia coli 87. 

biosynthesis, review 4956. 

Bombyx mori silk gland, nucleotide sequence/codons 
recognition 2727. 

codons recognition, mechanisms 96. 

content, erythrocytes precursors, rabbits 88. 

deacylated, contact-ribosomal proteins, Escherichia coli 
ribosomes 6374. 

Dictyostelium discoideum , base composition 94. 

dimerization-complementary, anticodons 3933. 

Drosophila melanogaster , incorporation-queuine 4979. 

effects on oligonucleotides binding-ribosomes, translocation 
mechanisms 2006. 

Ehrlich ascites tumour cells, nucleoside Q deficiency 1961. 

Escherichia coli , abundance, correlation-codons distribution 


3931. 

Escherichia coli , fractionation, methodology 4538. 

Escherichia coli , interaction-indole-3-aldehyde, energy 
transfer 1329. 

Escherichia coli , protons exchange 4505. 

Escherichia coli , regulation-amino acids transport, role- 
adenosine (2-methylthio-N*°-(A?-isopentenyl)) 2731. 

Escherichia coli , selective labelling 1947. 

Escherichia coli , tertiary structure, n.m.r. 1332. 

Escherichia coli /liver, rats, methylation-dimethyl sulphate/ 
dimethylnitrosamine 4499. 

excision, role-transcripts processing, DNA, human 
mitochondria 3033. 

folding, review 5855. 

genes, Aspergillus nidulans , organization/nucleotide 
sequence 4196. 

genes, chloroplasts DNA, leaves, Pisum sativum , 
characterization 2310. 

genes, cloned, transcription-Xenopus oocytes, single- 
stranded/double-stranded templates comparison 86. 

genes, clusters, Drosophila melanogaster , characterization 
3633. 

genes, clusters, Escherichia coli , organization/structure 3609. 

genes, DNA, mitochondria, Saccharomyces cerevisiae , 
mapping 1550. 

genes, DNA, mitochondria, yeasts, characterization 1546. 

genes, Drosophila melanogaster , nucleotide sequence 
organization 2284. 

genes, Escherichia coli , construction | 720. 

genes, Escherichia coli , nucleotide sequence $625. 

genes, Escherichia coli , structure, review 1871. 

genes, Euglena chloroplasts, association-rRNA 16S/rRNA 
23S genes 371. 

genes, Euglena gracilis , mapping 6124. 

genes, Euglena gracilis chloroplasts, organization 2268. 

genes, eukaryotes, structure/function, review 3322. 

genes, identification, rRNA gene spacer, Euglena gracilis 
chloroplasts 1555. 

genes, localization-Saccharomyces cerevisiae mitochondria 
DNA, restriction endonuclease mapping 3625. 

genes, mapping, DNA, mitochondria, HeLa cells 2305. 

genes, mitochondria, mice, localization/nucleotide sequence 
1578. 

genes, Neurospora crassa mitochondria, transcription/ 
processing 5531. 

genes, organization, Escherichia coli chromosomes 2263. 

genes, phage T4, nucleotide sequence 4677. 

genes, phage T4, transcription control 204. 

genes, phage T4, transcription in vitro 222 

genes, phage T4, transcription unit, mapping 4681. 

genes, Saccharomyces cerevisiae mitochondria, nucleotide 
sequence 963. 

genes, Schizosaccharomyces pombe , nucleotide sequence, 
transcripts processing 965. 

genes, Torulopsis glabrata mitochondria, restriction 
endonuclease mapping 369. 

genes, Xenopus laevis , gene manipulation 5320. 

homology, chloroplasts, Phaseolus /Spinacia /Zea mays / 
Euglena 1340. 

hybridization-rTRNA 5S genes regions, Drosophila 
melanogaster polytene chromosomes 5643. 

immobilization complex-ribosomal proteins, ribosomal 
subunit 50S, binding-ribosomal subunit 30S, Escherichia coli 
5057. 

inhibition-RNA polymerase I/RNA polymerase II, yeasts 
4369. 

interaction-fluoroquine, fluorescence/n.m.r. 4767. 
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tRNA,(continued) 

interaction-proteins, review 3875. 

interaction tRNA (aminoacyl) synthetase, Xenopus laevis 
oocytes 103. 

isoacceptors, Entamoeba histolytica , characterization, 
chromatography 4506. 

liver, cattle, purification, methodology 1946. 

liver, rats, aminoacylation, 4-dimethylaminoazobenzene 
derivatives, effects on 1964. 

Lupinus luteus seeds, separation, chromatography (column) 
1346. 

metabolism, Friend erythroleukaemia cells, changes during 
differentiation 1949. 

methylation, analysis 5026. 

methylation patterns, S-adenosyl homocysteine/Sinefungin, 
effects on 5919. 

methylation-Thermus flavus tRNA methyltransferase, 
kinetics 707. 

modification, erythroleukaemia cells, mice, differentiation, 
effects on 4511. 

modification, Escherichia coli , relationship-amino acids 
(aromatic) biosynthesis 93. 

modified bases, occurrence-amniotic fluid, characterization 
638. 

modified nucleosides distribution, Drosophila melanogaster , 
comparison-prokaryotes/eukaryotes 1338. 

Mycoplasma capricolum /Acholeplasma laidlawii , 
methylation patterns 2060. 

n.m.r. 2724. 

Neurospora crassa mitochondria, structure 5921. 

nucleotide sequence, collection 2723. 

oligonucleotides, structure, n.m.r. 5909. 

packaging, avian sarcoma virus, role-DNA polymerases 
(RNA-dependent) 3226. 

Physarum polycephalum starvation phase, characterization 
5029. 

precursors, dimers, Saccharomyces cerevisiae , processing- 
Xenopus oocytes 1957. 

precursors, Saccharomyces cerevisiae mutants, processing 
4502. 

precursors, yeasts, identification 3380. 

precursors, yeasts, introns, excision-Xenopus laevis 
ribonuclease 5755. 

processing, Escherichia coli , role-ribonuclease E 4857. 

processing, review 3332. 

processing enzymes, review 3306. 

rats/bacteria, guanine-queuine modification, development/ 
ageing 5028. 

ribosomes acceptors site, stabilization-viomycin 2004. 

tRNA Gln + tRNA Leu-containing, characterization, 
ribonuclease III-lacking phage T4 1950. 

Saccharomyces cerevisiae mutants, splicing mechanisms, 
review 5867. 

Salmonella typhimurium , n.m.r. 1951. 

separation, methodology 84. 

splicing enzymes, localization-nuclei, Xenopus oocytes 3795. 

structure, magnesium/ionic strength, effects on 5027. 

structure/physical properties, review 11. 

suppressors, Saccharomyces cerevisiae , assays, use-Xenopus 
laevis oocytes 1963. 

3'-terminus, binding-peptidyltransferase, Escherichia coli , 
role-cytosine nucleotides 1374. 

5’-terminus anticodons, cross-linking-RNA 16S 2725. 

5’-terminus labelling 701. 

3'-terminus structure 92. 

Thermus thermophilus /Escherichia coli , thymidine (2- 
thioribo)/uridine (4-thio) reaction-hydrogen peroxide, c.d. 


1895. 
wheat germ/yeasts/Escherichia coli , interaction-peroxidase, 
inhibition-indole acetic acid oxidation 3937. 
yeasts, electrophoresis, methodology 89. 
tRNA (N-Acetyl-phenylalanyl), 
interaction-ribosomes, Escherichia coli , mechanisms 5055. 
tRNA (N-Acetylphenylalanyl) hydrolase, 
Artemia , characterization/evolution 5924. 
tRNA Ala, ; 
genes, Bombyx mori , transcription, in vitro, role-5'-terminus 
sequence 1435. 
genes, Drosophila melanogaster , localization 1567. 
yeasts, joining-phage T4 polyribonucleotide synthetase 
(ATP) 2719. 
yeasts, 3’-terminus oligonucleotides, synthesis 2705. 
tRNA (alanyl) synthetase, 
Escherichia coli , characterization 1344. 
Escherichia coli , purification/characterization 5452. 
Saccharomyces cerevisiae , purification/characterization 
5031. 
tRNA (aminoacy)), 
binding-ribosomes, bottromycin A,, effects on 4534. 
complex-elongation factor Tu + GTP, 3/-terminus structure 
92. 
Escherichia coli , complex formation-elongation factor Tu + 
GTP, amino acids side chains, effects on 744. 
levels, Cyprinus carpio , acclimatization, effects on 1948. 
plasmacytoma, mice, chromatography, clusters analysis 
1962. 
separation, chromatography (reversed-phase), use-boronates 
2720. 
side chains orientation, role-peptidyltransferase reaction 
control, iEscherichia coli ribosomes 3413. 
3'-terminus, nucleoside diphosphates analogues, synthesis 
3369. 
3'-terminus analogues, stimulation-Escherichia coli 
elongation factor Tu-dependent guanosinetriphosphatase 
3414. 
3'-terminus fragments, stimulation-elongation factor Tu 
guanosinetriphosphatase activity 5065. 
3'-terminus structure 92. 
use-ribonuclease I/ribonuclease inhibitors assays 6260. 
tRNA (aminoacyl) synthetase, 
biosynthesis, regulation, Escherichia coli 87. 
brain, cattle, characterization 6358. 
complex-tRNA Phe/tRNA Val, digestion-ribonuclease 3385. 
Escherichia coli , purification/characterization 708. 
interaction-tRNA, Xenopus laevis oocytes 103. 
Lupinus , purification 5032. 
Lupinus luteus seeds, separation, chromatography (column) 
1346. 
muscles, rabbits, fasting/ageing, effects on 1349. 
Neurospora crassa , regulation 4512. 
paneer liver, rats, radiation (ionizing), effects on 
reticulocytes, rabbits/Escherichia coli , binding-RNA 1967. 
review 1347. 
substrate specificity 1345, 6357. 
vitamin A, effects on 709. 
tRNA Arg, 
Drosophila melanogaster , hybridization-polytene 
chromosomes 702. 
Escherichia coli , recognition tRNA (arginyl) synthetase 710. 
L1210 cells, characterization 3936. 
yeasts, binding properties, threonylcarbamoy! modification, 
effects on 6352. 
yeasts, nucleosides modification, effects on 5447. 
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tRNA Arg,(continued) 
initiation 4535. 

Drosophila melanogaster , hybridization-polytene 
chromosomes 702. 

genes, chromosomes man, organization 4751. 

genes, human, containing, cloned DNA, repetitive sequence 
organization 1591. 

genes, Xenopus laevis , promoters mapping 5229. 

isoacceptors, liver, chickens, developmental stages 5441. ° 

liver, rats, ethionine aminoacylation 5917. 

Mycoplasma mycoides , formylation 5025. 

Spinacia oleracea chloroplasts, nucleotide sequence 1341, 
2730. 

tRNA (methiony)), 

binding activity, Krebs II ascites cells ribosomal subunits, 
encephalomyocarditis virus infection, effects on 5944. 

deacylation, protection-Escherichia coli ribosomes 743. 

tRNA (methionyl) deacylase, 

ribosomes, reticulocytes, rabbits, purification/ 
characterization/role-protein biosynthesis 100. 

tRNA (methionyl) formyltransferase, 

Escherichia coli , affinity labelling-tRNA fMet 705. 

tRNA (methionyl) synthetase, 

Bacillus stearothermophilus , structure/activity, subtilisin/ 
trypsin digestion, effects on 101. 

Escherichia coli , kinetics, n.m.r. 713. 

Escherichia coli , reaction mechanisms 3386. 

genes, yeasts, cloning 6630. 

Lupinus luteus , purification/characterization 5927. 

wheat germ chloroplasts, purification/characterization 3939. 

tRNA methyltransferase, 

activity, male/female rats, comparison 99. 

activity, tumours, methionine deprivation, effects on 1966. 


Salmonella typhimurium , purification/characterization 6356. 


Thermus flavus , methylation-tRNA, kinetics 707. 
Xenopus laevis oocytes, spermine, effects on 5030. 
tRNA nucleotidyltransferase, 
liver, rabbits, active sites 2737, 2738. 
tRNA (peptidyl), 
interaction-Escherichia coli ribosomes, comparison tRNA 
(phenylalany!) 5060. 
ribosomes, Escherichia coli , translocation/release 2007. 
tRNA Phe, 
bases, electrostatic potentials 1331. 
binding-Escherichia coli ribosomes 3412. 
binding-ribosomal proteins, ribosomal subunit 30S, 
Escherichia coli 5058. 
codons-anticodons interaction-ribosomes, mechanisms 2005. 
complex-ribosomes, Escherichia coli , structure 5056. 
complex-tRNA (aminoacyl) synthetase, digestion- 
ribonuclease 3385. 
conformation activation-yeasts tRNA (phenylalanyl) 
synthetase catalysis sites 4515. 
cross-linked, catalysis-Escherichia coli tRNA (phenylalanyl) 
synthetase, mechanisms 3941. 
cross-linking-mRNA, Escherichia coli ribosomes 2009. 
effects on tRNA (phenylalanyl) synthetase, yeasts, ATP- 
pyrophosphates exchange 5928. 
Escherichia coli , helix-coil transitions, n.m.r. 1333. 
Euglena gracilis , nucleotide sequence 6354. 


free/tRNA (phenylalanyl) synthetase-bound, alkylation-4-(N- 


2-chloroethyl-N-methylamino)benzylamine DI2Ns 
function, Escherichia coli thymine (ribosyl) deficient mutant 
3934. 
interaction-Escherichia coli ribosomes, spin labelling, e.s.r. 


742. 
liver/tumours, rats/mice, codons recognition/protein 


biosynthesis incorporation, comparison 5943. 

Lupinus luteus , reaction-chloroacetaldehyde 5918. 

Saccharomyces cerevisiae , melting, spectroscopy (u.v.)/c.d./ 
n.m.r., comparison-RNA 5S 1404. 

Spinacia oleracea chloroplasts, nucleotide sequence, 
comparison-Phaseolus vulgaris 3382. 

Y base, cytokinins activity 4509. 

yeast, binding-ethidium bromide, pressure, effects on 95. 

yeasts, aminoacylation, kinetics 6361. 

yeasts, analysis, chromatography (high-performance liquid) 
5445. 

yeasts, codons-anticodons interaction, n.m.r. 1956. 

yeasts, conformation, complex formation-tRNA 
(phenylalanyl) synthetase/t RNA (seryl) synthetase, effects 
on 3381. 

yeasts, conformation, n.m.r. 5443. 

yeasts, electric potential 3379. 

yeasts, ethylnitrosourea-modified, tertiary structure 1953. 

yeasts, inhibition-guanosine 3’,5’-bis(diphosphate)3’- 
pyrophospho, Escherichia coli 704. 

yeasts, interaction-tRNA (phenylalanyl) synthetase, radiation 
(u.v.) 5454. 

yeasts, modification-pyridoxal-5'-phosphate 85. 

yeasts, n.m.r. 3378, 4510. 

yeasts, n.m.r./nuclear Overhauser effect 3935. 

yeasts, nuclear Overhauser effect 4504. 

yeasts, structure, aminoacylation, effects on 4507. 

yeasts, structure, comparison-free/Escherichia coli ribosomes- 
bound 1952. 

yeasts, 5’-terminus phosphates, role-protein biosynthesis 
elongation 746. 

yeasts/Escherichia coli , codons-anticodons interaction, 
n.m.r. 1955. 

tRNA (phenylalany)l), 

binding-Escherichia coli ribosomes, elongation factor Tu- 
dependent, GTP hydrolysis, kinetics 2008. 

cross-linking-ribosomal proteins, Escherichia coli ribosomal 
subunit 50S topography 5041. 

dimers-tRNA (glutamy]), interaction-elongation factor Tu 
PN 

Escherichia coli , amino groups, reactivity 2726. 

interaction-Escherichia coli ribosomes 5059. 

interaction-Escherichia coli ribosomes, comparison-tRNA 
(peptidyl) 5060. 

yeasts, cross-linking-chlorambucil 5444. 

tRNA (phenylalanyl) synthetase, 

bound, tRNA Phe, alkylation-4-(N-2-chloroethyl-N- 
methylamino)benzylamine 2721. 

effects on yeasts tRNA Phe conformation 3381. 

Escherichia coli , catalysis-cross-linked tRNA Phe, 
mechanisms 3941. 

Escherichia coli , conformation, ligands, effects on 3940. 

Escherichia coli , interaction-substrates, chemical 
modification, effects on 5453. 

genes, Escherichia coli , transcription, promoters, 
identification 3387. 

Glycine max , purification/characterization 3389. 

inhibition-B-endorphin/enkephalins, cell-free system, 
eukaryotes 1970. 

interaction-substrates, carboxylates chemical modification, 
effects on 3388. 

Lupinus luteus , purification/characterization 5927. 

yeasts, ATP-pyrophosphates exchange, tRNA Phe, effects 
on 5928. 

yeasts, catalysis sites conformation activation-tRNA Phe 
4515. 

yeasts, interaction-tRNA Phe, radiation (u.v.) 5454. 
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tRNA (arginy!) synthetase, 

activity, brain, rats, stress, effects on 2733. 

Bacillus stearothermophilus , kinetics 6360. 

Escherichia coli , substrate specificity 6359. 

interaction-blue dextran-Sepharose 2732. 

liver, rats, purification 3938. 

Lupinus luteus , purification/characterization 5927. 

recognition-Escherichia coli tRNA Arg 710. 

yeasts, subunits size, relationship-repeated amino acid 
sequence 1348. 

tRNA Asn, 

genes, Drosophila melanogaster , localization 1567. 

human/cattle, nucleotide sequence, comparison-rats/Walker 
carcinoma 2728. 

tRNA Asp, 

genes, rats, nucleotide sequence 5239. 

genes, sequence, Escherichia coli rRNA operons 356. 

isoacceptors, liver, chickens, developmental stages 5441. 

liver, cattle, purification, methodology 1946. 

Morris hepatoma mitochondria, nucleotide sequence 5449. 

Saccharomyces cerevisiae , complex-tRNA (aspartyl) 
synthetase, crystallization 1350. 

yeasts, structure, X-ray crystallography 1954. 

tRNA (aspartyl) synthetase, 

complex-Saccharomyces cerevisiae tRNA Asp, 
crystallization 1350. 

interaction-blue dextran-Sepharose 2732. 

tRNA (cytosine-5-)-methyltransferase, 

deficiency, mice, induction-cytidine (S-aza), mechanisms 668. 

tRNA fMet, 

affinity labelling-Escherichia coli tRNA (methionyl) 
formyltransferase 705. 

binding-Escherichia coli ribosomes, tetranucleotides, effects 
on 1373. 

Escherichia coli , codons recognition 4533. 

Escherichia coli , cytidine modification, side chains 
attachment 3932. 

Escherichia coli , nuclear Overhauser effect 4504. 

Escherichia coli , oligonucleotides synthesis, 
polyribonucleotide synthetase (ATP) substrate specificity 83. 

fragments, Escherichia coli , oligonucleotides, synthesis 1924. 

Scenedesmus obliquus chloroplasts, nucleotide sequence 
1336. 

3'-terminus, Escherichia coli , oligonucleotides, synthesis 
3366. 

Saccharomyces cerevisiae mitochondria, nucleotide 
sequence/gene mapping 5922. 


tRNA (formylmethiony)), 

cross-linking-initiation factor 2 subunits/ribosomal protein 
$3/ribosomal protein S6, liver, rats 5064. 

interaction-Escherichia coli initiation factor 2 6376. 

tRNA (formyimethionyl) deacylase, 

reticulocyte lysate, rabbits, haemin/AMP (cyclic)/purines, 
effects on 1968. 

tRNA Gin, 

genes clusters, Drosophila melanogaster , characterization/ 
evolution 372. 

tRNA Glu, 

ary ae virus, translation-RNA 1 termination codons 
1342. 

genes, containing, DNA fragments, yeasts, nucleotide 
sequence 6112. 

genes, rats, nucleotide sequence 5239. 

genes, yeasts, nucleotide sequence 6113. 

Scenedesmus obliquus , 5'-terminus labelling, nucleotide 
sequence 701. 


tRNA (glutamy)), 

dimers-tRNA (phenylalany!), interaction-elongation factor 
Tu 2771. 

tRNA (glutamyl) synthetase, 

complex, brain, cattle, ATP/magnesium/glutamic acid 
diffusion 711. 

Escherichia coli , reaction mechanisms 4513. 

Escherichia coli , subunits size, relationship-repeated amino 
acid sequence 1348. 

tRNA Gly, 

genes, Drosophila melanogaster , nucleotide sequence 1337. 

genes, rats, nucleotide sequence 5239. 

isoacceptors, myocardium, cattle, development, effects on 
4503. 

suppressors, codons recognition, Escherichia coli trpA gene 
mutants 5942. 

tRNA (glycyl) synthetase, 

Escherichia coli , mechanisms, n.m.r. 4514. 

yeasts, multiple forms 2734. 

tRNA His, 

genes, Drosophila melanogaster , localization 1567. 

genes, Zea mays chloroplasts, transcription, in vitro 6552. 

liver, sheep, nucleotide sequence 6355. 

tRNA Ile, 

biosynthesis, liver, rats, inhibition-endoplasmic reticulum, 
spermine, effects on 698. 

tRNA (isoleucyl) synthetase, 

aminoacylation-tRNA, ethidium bromide, effects on 712. 

Escherichia coli , inhibition-sodium pseudomonate 2735. 

Escherichia coli , mechanisms, pH/chemical modification, 
effects on 1969. 

Escherichia coli , transcription/translation, in vitro, 
modulation factors 3958. 

tRNA Leu, 

Anacystis ridulans , nucleotide sequence 6353. 

Drosophila , chromatography (reversed-phase), cadmium/ 
zinc/magnesium, effects on 1958. 


Escherichia coli , poly (U) misreading 97. 


genes, Drosophila melanogaster , introns, occurrence 3633. 

mammary gland, cattle, nucleotide sequence 1339. 

mitochondria, Morris hepatoma, nucleotide sequence 5923. 

operons, Escherichia coli , nucleotide sequence 4709. 

Spinacia oleracea chloroplasts, nucleotide sequence, 
comparison-iPhaseolus vulgaris 3382. 

yeasts, interaction-calf thymus DNA-unwinding protein 1240. 

tRNA (leucyl), 

recognition-ribosomes, guanosinetriphosphatase catalysis, 
role-proofreading mechanisms 5054. 

tRNA (leucyl) synthetase, 

Cucurbita pepo cotyledons, control-cytokinins 1351. 

Saccharomyces cerevisiae , purification/characterization 
5031. 

tRNA Lys, 

Bacillus subtilis , uridine (5-(carboxymethylaminomethyl)-2- 
thio), structure 4464. 

Lr Escherichia coli ‘thymine (ribosyl) deficient mutant 

934. 

genes, Drosophila melanogaster , clusters 5221. 

isoaccepting, murine sarcoma virus-transformed cells, 
aminoacylation, in vivo/in vitro 715. 

modified, affinity labelling-elongation factor Tu/elongation 
factor T i35. 

tRNA (lysyl) synthetase, 

liver, rats, purification 3938. 

tRNA Met, 

Bacillus subtilis , nucleotide sequence 700. 

binding, Saccharomyces cerevisae protein biosynthesis 


ta te 


184 


IRL©1981 


Biochemistry Abstracts: Nucleic Acids 


ee SS 


tRNA (phenylalany!) synthetase,(continued) 

yeasts, metals-nucleotides complex, structure 2736. 

yeasts, subunits size, relationship-repeated amino acid 
sequence 1348. 

tRNA Pro, 

packaging, murine leukaemia virus, role-DNA polymerase 
(RNA-dependent) 4881. 

tRNA Ser, 


aminoacylation-tRNA (seryl) synthetase, yeasts, kinetics 102. 


genes, yeasts, organization/DNA sequence 3621. 
guinea-pigs epidermis, triamcinolon, effects on 3377. 


isoacceptors, Bombyx mori silk gland, characterization 4497. 


mitochondria, cattle/man, nucleotide sequence 1960. 

mitochondria, heart, cattle, nucleotide sequence 1959. 

Saccharomyces cerevisiae suppressors, identification 6351. 

tRNA (seryl) synthetase, 

effects on yeasts tRNA Phe conformation 3381. 

yeasts, tRNA Ser aminoacylation, kinetics 102. 

tRNA Thr, : 

genes, localization-Escherichia coli rRNA operons 355. 

Spinacia oleracea chloroplasts, nucleotide sequence 703. 

tRNA (threonyl) synthetase, 

liver, rats, purification/characterization 1352. 

tRNA Trp, 

aminoacylation, Saccharomyces cerevisiae , tRNA-4- 
methyltryptophan 5929. 

avian sarcoma virus/chickens, structure/function, 
comparison 699. 

Escherichia coli , photochemical cross-linking, n.m.r. 1334. 

genes, cloned, relaxation-stringent factors-induced control, 
Escherichia coli 1343. 

interaction-avian myeloblastosis virus DNA polymerase 
(RNA-dependent) 3791. 

periodate-treated, reaction-avian myeloblastosis virus DNA 
polymerase (RNA-dependent) 557. 

Saccharomyces cerevisiae mitochondria, nucleotide 
sequence/gene mapping 5922. 

Spinacia oleracea chloroplasts, nucleotide sequence 2729. 

suppression-protein biosynthesis termination, Escherichia 
coli , codons recognition, effects on 3383. 

yeasts/liver, cattle, cytosine mapping, methodology 1335. 

tRNA (tryptophanyl) synthetase, 

pancreas, cattle, complex-substrates, spectroscopy 1971" 

pancreas, cattle, tryptophanyl-adenylate formation, kinetics 
4516. 

tRNA Tyr, 

Bacillus subtilis , modification, relationship-sporulation 
initiation 5024. 

Bacillus subtilis , nucleotide sequence 91. 

Drosophila , chromatography (reversed-phase), cadmium/ 
zinc/magnesium, effects on 1958. 

genes, Saccharomyces cerevisiae mitochondria, localization/ 
expression 5636. 

genes, yeasts, processing-Xenopus laevis oocytes 3376. 

promoters, mutants, regulation-guanosine tetraphosphate 
518. 

suppessors genes, Saccharomyces cerevisiae , introns 
deletion, effects on gene expression 2441. 

yeasts, anticodon loop conformation 5448. 

yeasts, conformation 5446. 

yeasts, modification-pyridoxal-5’-phosphate 85. 

tRNA (tyrosyl) synthetase, 

Escherichia coli /Bacillus stearothermophilus , substrate 
specificity 1972. 

genes, Escherichia coli mutants, mapping 354. 

tRNA (uridine-5-)-methyltransferase, 

Escherichia coli , purification/characterization 706. 
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tRNA Val, ‘ 

complex-tRNA (aminoacyl) synthetase, digestion- 
ribonuclease 3385. 

Escherichia coli , nuclear Overhauser effect 4504. 

Escherichia coli /Bacillus subtilis , cross-linking-rRNA 16S, 
pyrimidine dimers formation 745. 

plants, chromatography 4498. 

Spinacia oleracea chloroplasts, nucleotide sequence 5450. 

yeasts, alkylation-ethylnitrosourea, protection tRNA (valyl) 
synthetase 4500. 

yeasts, anticodon loop fragments analogues, synthesis 4477. 

tRNA (valyl) synthetase, 

aminoacylation-tRNA, ethidium bromide, effects on 712. 

Cucurbita pepo cotyledons, control-cytokinins 1351. 

Escherichia coli , reaction mechanisms 3386. 

Lupinus luteus seeds, reaction mechanisms 1353. 

protectiontRNA Val, yeasts, alkylation-ethylnitrosourea 
4500. 

Saccharomyces cerevisiae , reaction mechanisms 4517. 

yeasts, subunits size, relationship-repeated amino acid 
sequence 1348. 

yeasts mitochondria/cytoplasm, purification/characterization 
3942. 

RNase, 

see Ribonuclease 

Rosamicin, 

binding-Escherichia coli ribosomes/ribosomal subunits 5470. 

Rose bengal, 

inhibition-Escherichia coli DNA polymerase I 1171. 

Rosettus aegyptiacus, 

DNA biosynthesis, vitamin B12 deficiency, effects on 5298. 

Rotavirus, 

RNA, characterization, comparison-isolates, pigs/cattle/ 
mice/dogs/horses/deer 768. 

Rotavirus (equine), 

RNA, characterization 156. 

Rotavirus (human), 

polynucleotide adenylyltransferase activity 5336. 

RNA, genes coding function 5543. 

Rotavirus (simian), 

RNA, genes coding function 5543. 

Rotavirus (simian) SA11, 

RNA polymerase transcripts, characterization 3983. 

Rous-associated virus, 

clones, terminal repeats, nucleotide aquence analysis 2983. 

Rous-associated virus 0, 

DNA, restriction endonuclease analysis, homology-avian 
sarcoma virus 3594. 

proviruses integration sites/gene expression/infectivity 2985. 

Rous-associated virus 2, 

melittin-permeabilized, DNA biosynthesis, kinetics 3687. 

melittin-permeabilized, DNA biosynthesis, mechanisms 3688. 

Rous sarcoma virus, 

activation-globin genes, embryo fibroblasts, chickens 792. 

circular DNA, cloning/characterization 1713. 

clones, terminal repeats, nucleotide aquence analysis 2983. 

DNA, avian sarcoma virus proviruses sequence 4688. 

DNA, terminal repeats, promoters identification 2984. 

DNA, transformation-cell lines, mice 4335. 

DNA polymerase (RNA-dependent), purification, 
chromatography (affinity) 3224. 

double-stranded RNA, occurrence-microsomes, infected cells 
3422. 

endodeoxyribonuclease, characterization 5332. 

envelopes glycoproteins mRNA, expression-transformed 
cells 1460. 
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Rous sarcoma virus,(continued) 

growth, infected kidney cells, rats, inhibition-guanine (3- 
deaza), guanosine, effects on 1313. 

infection, embryo fibroblasts, chickens, proviruses 
integration, occurrence-S-phase DNA biosynthesis 5687. 

proteins, RNA binding affinity, role-intracellular processing 
1236. 

proviruses, sequence distribution-chromatin, embryo 
fibroblasts 5814. 

RNA, characterization 3985. 

RNA 70S, structure, electron microscopy 3440. 

specific, RNA, transformed cells, mice, comparison-C-type 
virus 2081. 

src gene, chickens genes homology, cloning/characterization 
5652. 


temperature-sensitive mutant, src gene, characterization 3986. 


transfection-cells, mice, DNA integration 3593. 

transformation-embryo fibroblasts, chickens, effects on 
collagen mRNA biosynthesis 4048. 

transformed cells, chick embryos, procollagen mRNA levels 
regulation 5122. 

transformed cells, collagen mRNA precursors, levels 4047. 

transformed fibroblasts, chickens, rRNA structure 3488. 

Rubella, 

togavirus, defective interfering particles, RNA 6397. 

Rubidium, 

uptake, 3T3 cells, relationship-DNA biosynthesis stimulation 
Bl2ie 

Rubomycins, 

complex-DNA, incorporation-liposomes, resistance- 
deoxyribonuclease I 5557. 


Saccharin, 

DNA damage, kidney/liver, mice 5181. 

stimulation-DNA biosynthesis, liver cells, rats 3122. 

Saccharomyces, 

RNA 5S genes, structure/transcription, review 3328. 

transformation 3160. 

Saccharomyces carlsbergensis, 

nucleoproteins, proteins separation, methodology 1798. 

RNA biosynthesis/protein biosynthesis, 2-deoxy-D-glucose, 
effects on 2110. 

rRNA gene operons, localization-transcription termination 
sites 2271. 

tRNA 21S genes regions, fine structure mapping 6118. 

transformation-yeasts plasmids 2418. 


Saccharomyces cerevisiae, 

acid phosphatase mRNA, translation-cell-free system, 
products characterization 239. 

actin genes, isolation/nucleotide sequence 368. 

actin-like proteins mRNA, translation-cell-free system, 
products characterization 2886. 

alcohol dehydrogenase, gene expression, transposons, effects 
on 4341. 

alcohol dehydrogenase mRNA accumulation, gene 
regulation 5994. 

6-aminolaevulinate synthase defective mutant, catalase 
mRNA levels, 6-aminolaevulinate, effects on 240, 

antibiotics-resistant mutant, ribosomes, peptidyltransferase 
centres conformation 130. 

apocytochrome b mRNA, processing 5996. 

ascospores, poly (A)-associated RNA, characterization 165. 

box gene, introns, mapping 6121. 


box gene, introns, role-mRNA splicing 5995. 

cell-free system, translation-homologous/heterologous 
mRNA 836. : 

chimaeras-plasmid pBR322, cloning/expression 6237. 

chromosomes, centromeres DNA, isolation 6671. 

chromosomes centromeres DNA, isolation/characterization 
1234. 

closed circular rRNA gene, characterization 3624. 

cob gene-box gene, characterization 6122. 

cycloheximide-resistant mutant, ribosomal protein L29 128. 

cycloheximide-treated polyribosomes, ribosomal subunit 40S, 
characterization 5048. 

CYC1 gene, deletion mapping 5634. 

CYC1 gene, fusion-Escherichia coli lacZ gene 5314. 

CYC1 gene-sup4 gene regions, DNA, characterization 5635. 

cytochrome b genes, structure/nucleotide sequence 4715. 

cytochrome c genes clusters, transposition 6246. 

cytochrome c oxidase subunits genes, structure/nucleotide 
sequence 2277. 

cytochrome oxidase subunits structural gene, mutation 6117. 

DNA, inverted repeat, characterization 964. 

DNA, mitochondria, nucleotide sequence homology- 
Neurospora crassa 6116. 

DNA, mitochondria, oxi3 gene, mapping 2276. 

DNA, mitochondria, split genes, organization/gene 
expression 6120. 

DNA biosynthesis mechanisms, hydroxyurea, effects on 
4810. 

DNA content, determination 266. 

DNA polymerase I/DNA polymerase II, inhibition- 
aphidicolin 1169. 

DNA repair, radiation (ionizing)-induced double-stranded 
breakage, cell cycle, effects on 441. 

DNA repair, radiation (u.v.)-induced mutagenesis 2352. 

DNA repair, role-phr1 gene products 3092. 

DNA repair-defective mutants, polydeoxyribonucleotide 
synthetase activity 3701. 

DNA repair-deficient mutant, DNA biosynthesis, meiosis, 
effects on 5715. 

DNA segments, replication autonomy-Saccharomyces 
cerevisiae , isolation 1058. 

DNA single-stranded breakage, relationship-recombination, 
during meiosis 1826. 

double-stranded RNA, characterization 5497. 

endodeoxyribonuclease (apurinic or apyrimidinic), 
purification/characterization 5331. 

expression-antibiotic resistance transposons 3137. 

expression-Escherichia coli B-galactosidase genes 3153. 

expression-Kluyveromyces lactis LAC4 gene 5317. 

GAL gene, transcription unit, radiation (u.v.) mapping 4717. 

galactose genes transcription, regulation 4022. 

galactose-1-phosphate uridylyltransferase mRNA, poly (A) 
tracts, post-transcription modification 188. 

genes conversion 3161. 

growth/cell division, uracil (5-bromo-6-aza), effects on 3886. 

histone H2b genes, nucleotide sequence homology 3004. 

histones acetylation 6662. 

histones biosynthesis during sporulation 572. 

histones mRNA, characterization 2068. 

HIS3 gene, expression-Escherichia coli polyribonucleotide 
nucleotidyltransferase deficient mutant 6014. 

his4 gene, stability 2273. 

hosts-vectors systems, DNA transformation efficiency 1716. 

integration-Klebsiella pneumoniae nif gene clusters 6628. 

iso-1-cytochrome c mRNA, characterization 777. 

mating types genes, loci, homology 3005. 

mating types genes, transcription regulation 2831, 2832. 
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Saccharomyces cerevisiae, (continued) 

meiosis/sporulation, rRNA biosynthesis 5508. 

mitochondria, cob gene-box gene introns, suppressors 6247. 

mitochondria, DNA, gene expression 5987. 

mitochondria, DNA, muc3 gene, localization 3003. 

mitochondria, DNA, purification/characterization 2912. 

mitochondria, DNA, restriction endonuclease mapping, 
tRNA genes localization 3625. 

mitochondria, DNA, tRNA genes, mapping 1550. 

mitochondria, DNA biosynthesis, cell cycle 5677. 

mitochondria, DNA content, growth conditions, effects on 
4811. 

mitochondria, endonuclease, purification/characterization 
2450. 

mitochondria, tRNA f Met/tRNA Trp nucleotide sequence/ 
gene mapping 5922. 

mitochondria, tRNA genes, nucleotide sequence 963. 

mitochondria, RNA polymerase, purification/ 
characterization 6644. 

mitochondria, RNA transcription/processing 5997. 

mitochondria, tRNA Tyr genes, localization/expression 5636. 

mitochondria, rRNA 15S genes, nucleotide sequence 4198. 

mitochondria, rRNA 15S precursors, characterization 5095. 

mitochondria, transcription complex, isolation/ 
characterization 6435. 

mitochondria, tsm8 gene, nucleotide sequence 6123. 

mitochondria, var1 gene loci, gene conversion 4844. 

mutants, DNA, repetitive sequence 4199. 

mutants, protein biosynthesis initiation codons 201 Ts 

mutants, tRNA, splicing mechanisms, review 5867. 

mutants, rRNA precursors maturation 2108. 

mutants, tRNA precursors processing 4502. 

oxi-1 gene, RNA transcripts, splicing 5975. 

petite mutant, DNA, mitochondria, nucleotide sequence/ 
replication origin 6119. 

petite mutant, mitochondria, DNA, cytochrome b genes 
regions, restriction endonuclease mapping 1552. 

petite mutant, mitochondria, DNA, cytochrome b genes, 
nucleotide sequence/organization 1553. 

petite mutant, mitochondria, DNA, organization 3007. 

petite mutant, mitochondria, DNA, repeated sequence 
organization 366. 

plasmid 2y loss 5306. 

plasmids, DNA, characterization 2226. 

plasmids, DNA repair 4787. 

plasmids, location-nucleus 494. 

plasmids, nucleotide sequence 317. 

plasmids DNA, cloning/mapping 2274. 

plasmids regions, nucleotide sequence 1516. 

plasmids/vectors, review 2615. 

polyribosomes, high molecular weight mRNA, 
characterization 4003. 

protein biosynthesis initiation, binding-tRNA Met 4535. 

‘ protoplasts fusion, genes tranfer 5319. 

radiation (u.v.) damage, DNA repair, pyrimidines dimers 
excision, mechanisms 5692. 

radiation (u.v.)-induced mutagenesis, role-heteroduplex DNA 
repair 1034. 

rad3 gene mutants, diepoxybutane damage, DNA repair 
4278. 

RAD6¢ gene, role-DNA repair 4791. 

repetitive DNA sequence 3627. 

replication autonomy-Saccharomyces cerevisiae / Neurospora 
crassa /Dictyostelium discoideum /Caenorhabditis elegans / 
Drosophilamelanogaster /Zea mays , DNA segments 
isolation 1058. 

replication forks rates, during S phase 428. 


ribosomal protein L8, dimorphism 4527. 

ribosomes, mRNA caps removal enzymes, characterization 
2515. 

ribosomes, suppressors, insertion-serine 5061. 

ribosomes, suppressors, misreading, role-ribosomal subunit 
40S 5062. 

ribosomes, suppressors, misreading, role-ribosomal protein 
S11 5063. 

ribosomes cores particles, interaction-ribosomal protein E7/; 
L12, bacteria 5465. 

tRNA (alanyl) synthetase/tRNA (leucyl) synthetase, 
purification/characterization 5031. 

tRNA (valyl) synthetase, reaction mechanisms 4517. 

tRNA Asp, complex-tRNA (aspartyl) synthetase, 
crystallization 1350. 

RNA-dependent adenosinetriphosphatase, purification/ 
characterization 3227. 

rRNA gene, rRNA 37S transcription initiation sites, 
nucleotide sequence 1549. 

rRNA gene-containing plasmids DNA, characterization 
5583. 

mRNA levels, heat shock, effects on 209. 

mRNA metabolism/protein biosynthesis, sporulation, effects 
on 2109. 

RNA polymerase I/RNA polymerase II/RNA polymerase 
III, subunits, characterization/comparison 2481. 

RNA polymerase II, transcription initiation 3202. 

tRNA precursors dimers, processing-Xenopus oocytes 1957. 

rRNA precursors metabolism, relationship-cell division 805. 

RNA temperature-sensitive mutant, cloned ribosomal 
proteins genes transcription 6415. 

tRNA Trp aminoacylation, inhibition-4-methyltryptophan 
5929. 

tRNA Tyr suppessors genes, introns deletion, effects on gene 
expression 2441. 

rRNA 18S, secondary structure homology-Escherichia coli 
rRNA 16S 2801. 

rRNA 18S genes, nucleotide sequence £5:51,92272:- 

tRNA 18S/rRNA 25S genes, mapping 3626. 

RNA 5S, melting, spectroscopy (u.v.)/c.d./n.m.r., 
comparison-tRNA Phe 1404. 

rRNA 5S, transcription/processing, in vitro 806. 

suppressors, tRNA Ser, identification 6351. 

suppressors tRNA, assays, use-Xenopus laevis oocytes 1963. 

dTMP mutagenesis 5900. 

transformation-DNA, mitochondria 6631. 

transformation-plasmid pJDB219, plasmids loss 4828. 

transformation-plasmids hybrids 1692. 

transformation-plasmids-linked DNA, mitochondria, yeasts 
2438. 

transformation-yeasts plasmids 2418. 

transposons, his4C gene-carrying 5744. 

trichodermin resistance + ribosomal protein L3 genes, 
cloning/characterization 4845. 

TRP1 gene regions, nucleotide sequence 4716. 

URAI gene, cloning-plasmid YRp7 1 121. 

URA3 gene, fusion-Escherichia coli lacZ gene, expression- 
yeasts 5318. 

virus-like particles, RNA replication 5106. 

wild-type/cytochrome b mutants, introns/flanking regions, 
nucleotide sequence 2275. 

Saccharomycopsis lipolytica, 

mitochondria, DNA, isolation/characterization 3006. 

Saframycin A, 

binding-calf thymus DNA 6074. 

Salivary gland, 

secretory cells, mice, RNA content, retinol, effects on 213. 
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Salmo, 

spermatozoa, DNA, intercalation-sanguinarine 4252. 

Salmo gairdnerii, 

DNA repair, relationship-longevity 1628. 

embryos/liver, DNA, adducts-aflatoxin B1 2924. 

protamine genes, analysis 5218. 

testis, protamine mRNA, 5’-terminus heterogeneity 4005. 

Salmonella, 

DNA, inversions regions, nucleotide sequence 357. 

DNA segments inversion-phage P1/phage Mu 3746. 

phage P22, DNA replication-Escherichia coli dna mutant 
466. 

Salmonella typhimurium, 

DNA, damage-pesticides 889. 

dna gene products, role-R factor R124 replication 4256. 

DNA single-stranded breakage, IOB-82/radiation (ionizing) 
4117. 

genomes, drugs, effects on 5288. 

ginA gene, restriction endonuclease fragments, cloning/ 
characterization 6515. 

histidine operon, cloning/restriction endonuclease analysis 
6514. 

histidine operon control mutation, nucleotide sequence 4194. 

histidine transport genes, cloning/characterization 3159. 

infection/endotoxins, effects on RNA biosynthesis/ 
distribution, liver, rats 2866. 

ribosomes/RNA, enhancement-immune response, spleen 
cells, mice 6024. 

tRNA, n.m.r. 1951. 

tRNA methyltransferase, purification/characterization 6356. 

selenium compounds-induced DNA repair 445. 

transfer-phage Mu DNA, use-phage P1 1700. 

transposon TnS transposition regulation 1728. 

trpA gene, nucleotide sequence 5210. 

trpB gene, nucleotide sequence, comparison-Escherichia coli 
2261. 

trpG gene regions, nucleotide sequence divergence 2260. 

trptophan operon, interaction-Escherichia coli RNA 
polymerase/tryptophan repressor 3845. 

tryptophan operon promoters, function analysis, Escherichia 
coli 3846. 

Salts, 

see also specific compounds 

effects on calf thymus DNA light scattering 906. 

Sanguinarine, 

intercalation-DNA, Salmo spermatozoa 4252. 

Sarcocystis, 

double-stranded DNA, detection 1479. 

Sarcolysin, 

binding-DNA, adenine/adenosine/guanosine/cytidine/ 
cysteamine, effects on 5571. 

Sarcophaga bullata, 

rRNA gene, arrangement 5649. 

Sarcophaga peregrina, : 

fat body, pupation, ribonuclease activation 5758. 

Satellite DNA, 

Anopheles stephensi , location-chromosomes/replication 
5640. 

cattle, nucleotide sequence 2298. 

cattle, organization 390. 

chromatin-containing, liver, rats, protein composition 5383. 

Citrus limon , rRNA gene organization 3040. 


Cucumis melo , nucleotide sequence divergence/methylation/ 
localization 5247, 


Daucus carota , characterization 6155. 


Drosophila virilis , restriction endonuclease analysis/ 
nucleotides composition 3013. 


Drosphila , nucleotide sequence heterogeneity 5642. 

Glyptotendipes barbipes , isolation/ characterization/ 
localization 375. 

Hordeum /Triticum , physical properties, comparison 425. 

Macropus robustus robustus , characterization 6137. ) 

Macropus rufogriseus , restriction endonuclease analysis 392. 

mice, homology-tandem repetitive sequence 6536. 

mice, nucleotide sequence 3022. 

Mus musculus /Mus booduga /Mus dunni , variation 3817. 

Notophthalmus viridescens , lampbrush chromosomes, 
transcription 6416. 

Notophthalmus viridescens , separation-histones genes 
clusters 6528. 

Phaseolus coccineus /Brassica nigra /Citrus limon , 
characterization 2307. 

Scilla siberica , nucleotide sequence arrangement, inverted 
repeat 4760. 

sex chromosomes-associated, Elaphe radiata /Bungarus 
fasciatus , evolution/conservation 377. 

Triturus cristatus , transcription-lampbrush chromosomes 
1434. 

Satellite RNA, 

cucumber mosaic virus, effects on Nicotiana tabacum 
infection 4074. 

Satellite tobacco necrosis virus, 

RNA, complementary DNA, nuclectide sequence 2989. 

RNA, complementary DNA-containing plasmids 
construction/characterization 3136. 

RNA, nucleotide sequence heterogeneity 5088. 

Scenedesmus obliquus, 

chloroplasts, tRNA fMet, nucleotide sequence 1336. 

tRNA Glu, 5'-terminus labelling, nucleotide sequence 701. 

Schistosoma mansoni, 

protein biosynthesis cell-free system, development, 
hycanthone/praziquantel, effects on 1356. 

Schizophyllum commune, 

DNA, characterization 1554. 

DNA, organization 3008. 

RNA, sequence complexity 3461. 

Schizosaccharomyces pombe, 

DNA repair, radiation (u.v.)/radiation (y), effects on 6182. 

nuclei/mitochondria, DNA biosynthesis coupling 471. 

petite mutant, DNA biosynthesis, ethidium bromide, effects 
on 458. 

protoplasts, RNA biosynthesis, inhibition-Tetrahymena 
pyriformis peptides factors 5532. 

tRNA genes, nucleotide sequence, transcripts processing 965. 

transformation-plasmids 5745. 

Schwann cells, 

DNA biosynthesis, Mycobacterium leprae , effects on 1071. 

Sciara coprophila, 

chromosomes, DNA organization 602. 

oe polytene chromosomes, cytosine (5-methy!) content 

6. 

Scilla siberica, 

satellite DNA, nucleotide sequence arrangement, inverted 
repeat 4760. 

Scyliorhinus caniculus, 

testis, DNA polymerase a/DNA polymerase 8, purification/ 
characterization 556. 

Sea urchins, 

see also specific species 

DNA, nucleotide sequence, comparison 5638. 

DNA, repetitive sequence distribution 3629. 

embryos, DNA, single-stranded regions, characterization 
966. 

embryos, DNA single-stranded regions, characterization 
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Sea urchins,(continued) 
4203. 

embryos, mRNA cloned complementary DNA, expression 
during development 807. 

embryos, RNA nucleotide sequence complexity 1405. 

genomes, cloned repetitive sequence, nucleotide sequence 
6127. 

genomes, repetitive sequence structure/evolution 6126. 

mitochondria, RNA biosynthesis/DNA biosynthesis, 
regulation 6173. 

oocytes/eggs, RNA transcription/translation 5108. 

spermatozoa, chromatin, nucleosomes heterogeneity 6302. 

Secale, 

nucleolus organizer region, rRNA gene content 3829. 

Secale cereale, 

DNA repeated sequence, amplification 1602. 

embryos, DNA single-stranded breakage/DNA repair, 
germination, effects on 3553. 

nucleoplasm, single-stranded DNA/RNA-specific nuclease, 
purification/characterization 533. 

seedlings, plastids, RNA biosynthesis, temperature, effects on 
225. 

Selenium, 

compounds, induced, DNA repair, cells, liver, rats/ 
Salmonella typhimurium 445. 

effects on 2-acetylaminofluorene-induced single-stranded 
breakage, DNA, liver, rats 879. 

effects on DNA biosynthesis fidelity in vitro 465. 

induction-sister chromatid exchange, valency dependence 
W221 

occurrence-tRNA, bacteria, review 2621. 

Semliki Forest virus, 

defective-interfering particles, RNA 18S, 5'-terminus 
nucleotide sequence heterogeneity 4551. 

experimental infection, mice, double-stranded RNA/ 
interferon, effects on 4620. 

infection-neuroblastoma cells, protein biosynthesis initiation 
6375. 

initiation factors, recognition-neuroblastoma cells mRNA 
5034. 

membranes glycoproteins, complementary DNA, nucleotide 
sequence 2254. 

RNA, 3’-terminus, nucleotide sequence 4544. 

Sendai virus, 

induced, lymphoblastoid cells, human, interferon mRNA, 
heterogeneity 2789. 

ribonucleoproteins, ultrastructure, isolation/staining 
methodology, effects on 5365. 

RNA, characterization 1398. 

RNA, secondary structure, comparison-influenza virus 3436. 

Serratia marcescens, 

deoxyribonucleoproteins, fragmentation-endonuclease, 
structure organization 1797. 

lipoproteins genes nucleotide sequence comparison-Erwinia 

amylovora /Escherichia coli 6505. 

nuclease, purification/characterization 31 70. 

trpG gene regions, nucleotide sequence divergence 2260. 

Serum, 

human, stimulation-DNA biosynthesis, hepatocytes, adults 
rats 2404. 

Shigella dysenteriae, 

toxins, inhibition-protein biosynthesis elongation, cell-free 
system 137. 

trpG gene regions, nucleotide sequence divergence 2260. 

Shigella flexneri, 

DNA methyltransferase, substrate specificity/properties 
6656. 


Shigella sonnei, 

DNA methyltransferase, substrate specificity/properties 
6656. 

RNA polymerase, DNA biosynthesis initiation, proteins 
requirement 3194. 

Shope papilloma virus, 

transcription-papilloma, rabbits 6422. 

Sibiromycin, 

adducts-DNA, structure 301. 

adducts-DNA, structure/characterization 4125. 

binding-DNA, bases specificity 276. 

Silver, 

complex-DNA/double-stranded RNA, thermodynamics 
55555 

effects on transforming DNA sensitivity-radiation (X) 1485. 

interaction-DNA, kinetics 271. 

ions, complex-DNA, structure 6162. 

Simazine, 

effects on DNA/RNA content, Pisum sativum 1051. 

Simian sarcoma-associated virus, 

proviruses DNA, cloning/restriction endonuclease mapping, 
comparison-simian sarcoma virus 6502. 

Simian sarcoma virus, 

cloning/organization 5617. 

DNA polymerase (RNA-dependent), isolation/ 
characterization, comparison-Rauscher leukaemia virus/RD- 
114 virus 2509. 

proviruses DNA, cloning/restriction endonuclease mapping, 
comparison-simian sarcoma-associated virus 6502. 

Simian varicella virus, 

infected, Erythrocebus patas /Cercopithecus aethiops , 
antiviral activity-AMP arabinoside/adenine arabinoside 660. 

Simian virus 5, 

persistent infection, RNA biosynthesis 2092. 

Sinapis alba, 

chloroplasts, DNA, size/organization 6158. 

Sindbis virus, 

DNA biosynthesis, ribavirin + rimantadine, effects on 2385. 

genes translation, mapping 2740. 

replication, inhibition ribavirin/mycophenolic acid/2-amino- 
1,3,4-thiadiazole, mechanisms 5123. 

RNA, 3/-terminus, nucleotide sequence 4544. 

mRNA 26S, nucleotide sequence 5086. 

RNA 42S, translation initiation sites 2791. 

Sinefungin, 

effects on tRNA methylation patterns 5919. 

Sister chromatid exchange, 

alkylating agents-induced, caffeine, effects on 2572. 

1,3-bis(2-chloroethyl)-1-nitrosourea-induced, mice 1822. 

bone marrow, Chinese hamster, induction-ascorbic acid 1217. 

bone marrow, Chinese hamster, sodium selenite, effects on 
1224. 

Chinese hamster V79 cells, antipain/12-O- 
tetradecanoylphorbol-13-acetate, effects on 596. 

CHO cells, induction-uridine (5-bromodeoxy) 1309. 

CHO cells/HeLa cells, induction-n.m.r. 1823. 

cyclophosphamide-induced, lymphocytes, rabbits 593. 

cyclophosphamide/mitomycin C/daunomycin-induced, 
foetus, mice, age, effects on 1216. 

ethyl methanesulphonate-induced, human xeroderma 
pigmentosum/SV40-transformed cells 597. 

frequency, human lymphocytes, cigarette smoking, effects on 
595. 

glutathione/cysteine/mercaptamine/2-mercaptoethanol, 
effects on 1225. 

human lymphocytes, benzene metabolites, effects on 1220. 

human lymphocytes, captan/glyphosine/polyglycolic acid, 
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Sister chromatid exchange,(continued) 
effects on 1819. 

human lymphocytes, sodium selenite, effects on 1222. 

human lymphocytes, streptolysin O, effects on 594. 

induction, Chinese hamster cells, relationship-DNA bases 
alkylation 4428. 

induction-benzo(a)pyrene 4,5-oxide, human fibroblasts, 
relationship-DNA binding 2574. 

induction-mitomycin C, man, role-DNA-proteins cross- 
linking 4429. 

induction-radiation (X)/haematoporphyrin + light, human 
cells 896. 

induction-selenium, valency dependence 1221. 

light-induced, Allium cepa , relationship-cell cycle 2573. 

N-methyl-N’-nitro-N-nitrosoguanidine-induced, human 
lymphocytes, inhibition-Streptomyces amastatin/bestatin/ 
leupeptin/antipain/chymostain 592. 

mice, uridine (bromodeoxy), effects on 3359. 

radiation (u.v.)-induced, Chinese hamster cell lines, DNA 
biosynthesis inhibitors, effects on 2571. 

radiation (u.v.)/methyl methanesulphonate, cytosine 
arabinoside, effects on 4298. 

rats, phenacetin/phenazone/caffeine, effects on 1218. 

review 8, 1862. 

sites, occurrence-DNA replication forks 1821. 

styrene-induced, macrophages/bone marrow/regenerating 
liver cells, mice 1215. 

temperature-dependence 1820. 

uridine (5-fluorodeoxy)/ethyl methanesulphonate-induced, 
Chinese hamster cells, distribution 1219. 

Xenopus laevis /Chinese hamster cell lines, temperature, 
effects on 1818. 

Smittia, 

eggs, yolk glycoproteins-bound nucleosides 5425. 

eggs/embryos, ribonucleoprotein (messenger), translation- 
reticulocyte lysate 4903. 

embryos, ribonucleoprotein (messenger) actin, translation- 
reticulocyte lysate, products characterization 1799. 

embryos, mRNA inactivation-radiation (u.v.) 4085. 

Snowshoe hare virus, 

RNA, 3’-terminus, nucleotide sequence 766. 

Sodium bisulphite, 

modification-cytidine (5-methyldeoxy)/cytidine (deoxy) 652. 

Sodium butyrate, 

effects on nucleosomes structure, HeLa cells 6306. 

induction-polyoma virus DNA biosynthesis, kidney cells, 
mice 5712. 

Sodium chloride, 

effects on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, Hordeum vulgare 2413. 

Sodium deoxycholate, 

inhibition-RNA polymerase, Escherichia coli /liver, rats 
3770. 

Sodium disulphite, 

effects on phage Sd/phage P22 deoxyribonucleoproteins 
linkage formation 4899. 

Sodium dodecyl sulphate, 

hydrolysis-nucleosides/nucleotides 1292. 

Sodium pseudomonate, 

inhibition-Escherichia coli tRNA (isoleucy!) synthetase 2735. 

Sodium saccharin, 

effects on DNA biosynthesis, bladder, rats 4303. 

Sodium selenite, 

effects on chromosome aberrations, bone marrow/ 
spermatocytes, mice 1223. 

effects on sister chromatid exchange/chromosome 
aberrations, human lymphocytes 1222. 


effects on sister chromatid exchange/chromosome 
aberrations, bone marrow, Chinese hamster 1224. 

Solanum chacoense, r 

x Solanum tuberosum , hybrids, chloroplasts, DNA, analysis 
3656. 

Solanum demissum, 

cell culture, potato spindle tuber viroid replication 4018. 

Solanum nodiflorum mottle virus, 

viroids-like RNA, characterization, comparison-velvet 
tobacco mottle virus 3992. 

Solanum tuberosum, R 

x Solanum chacoense , hybrids, chloroplasts, DNA, analysis 
3656. 

cell culture, potato spindle tuber viroid replication 4018. 

polyribosomes, mRNA, biosynthesis/translation-wheat germ 
cell-free system, products analysis 2152. 

radiation (y)-treated, amidation enzymes MRNA, isolation/ 
translation-wheat germ cell-free system 2129. 

Somatomedin, 

stimulation-DNA biosynthesis/protein biosynthesis, calvaria, 
rats 1673. 

Somatostatin, 

precursors, complementary DNA, pancreas, Lophius 
americanus , cloning/nucleotide sequence analysis 1560. 

Somatotropin, 

effects on RNA content, liver, rats 2096. 

genes, cattle, cloning/expression-Escherichia coli 3167. 

genes, human, location-chromosome 17 400. 

genes, rats, nucleotide sequence 4740. 

genes, rats, organization 981. 

like, genes, human, location-chromosome 17 400. 

mRNA, cattle, complementary DNA, cloning 526. 

Southern bean mosaic virus, 

coat protein mRNA, characterization 6400. 

RNA, c.d. 4555. 

RNA, infectivity, Tritirachium alkaline proteinase, effects on 
823. 

RNA, stability/structure relationship 3995. 

Spectinomycin, 

effects on rRNA biosynthesis, Ochromonas damica 2126. 

Spectroscopy (i.r.), 

cytosine (1,5-dimethyl-N*-hydroxy)/cytosine (1,5-dimethyl- 
N*-methoxy), structure/self-association 1881. 

DNA binding-caffeine 6062. 

guanine, water-induced crystallization 639. 

poly (U) interaction-AMP/oligo (A) 694. 

pyrimidine (2-thioalkyl)/pyrimidine (2-thioallyl)/pyrimidine 
(2-thiobenzyl) 644. 

uracil conformation 1282. 

uridine/cytidine/inosine 659. 

Spectroscopy (Raman), 

adenine (9-methyl) + thymine (1-methyl) complementary 
base pairs 54. 

AMP/GMP/CMP/UMP, reaction-methylmercury 
perchlorate/cis-dimethylgold perchlorate/ 
dichloroethylenediamine palladium II/trans- 
dichlorodiamminpalladium II/cis-dichlorodiammine 
platinum II/trans-dichlorodiammine patinum II/tetra-n- 
acetato-dirhodium II 674. 

DNA 4242. 

DNA interaction-hexaziridinocyclotriphosphazene 4127. 

Escherichia coli ribosomes unfolding 2760. 

poly (A)/poly (C), complex-poly(lysine)/poly(arginine) 1325. 

pyrimidine (2-thioalkyl)/pyrimidine (2-thioallyl)/pyrimidine 
(2-thiobenzyl) 644. 

rRNA 5S, liver, rats 2816. 

uracil (S-fluoro)-containing rRNA 5S, Escherichia coli , 
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Spectroscopy (Raman),(continued) 
conformation 2065. 

Spectroscopy (u.v.), 

cytosine/cytidine/CMP deamination, components analysis 
25. 

DNA, radiation (y), concentration/ionic strength, effects on 
6163. 

guanine, water-induced crystallization 639. 

oligonucleotides 678. 

phage @KZ DNA, physicochemical properties 1011. 

purines/adenine 635. 

Spermidine, 

condensation-phage 929 DNA, structure, light scattering/ 
electron microscopy 4671. 

stimulation-DNA polymerase, Rauscher leukaemia virus 
6650. 

stimulation-phage gX174 DNA replication-Escherichia coli 
cell-free system 2337. 

stimulation-polydeoxyribonucleotide synthetase, calf thymus 
1182. 

stimulation-protein biosynthesis initiation, cell-free system 
2774. 

Spermine, 

effects on endoplasmic reticulum inhibition-tRNA Ile 
biosynthesis, liver, rats 698. 

effects on histones/nonhistone proteins acetylation/RNA 
biosynthesis, brain, rats, development 6299. 

effects on tRNA methyltransferase, Xenopus laevis oocytes 
5030. 

interaction-A-form/B-form DNA 310. 

stimulation-DNA biosynthesis, epidermis, mice 1669. 

stimulation-DNA polymerase, Rauscher leukaemia virus 
6650. 

stimulation-herpes simplex virus 1 DNA polymerase, 
templates, effects on 5775. 

stimulation-polydeoxyribonucleotide synthetase, calf thymus 
1182. 

Spinacia, 

chloroplasts, DNA, configuration 5213. 

chloroplasts, ribulosebisphosphate carboxylase subunits 
genes, cloning/mapping/transcription-translation, in vitro 
6551. 

chloroplasts, tRNA, homology-Phaseolus /Zea mays / 
Euglena 1340. 

chloroplasts, mRNA, transcription mapping/translation- 
reticulocyte lysate, rabbits, products analysis 2902. 

leaves, chloroplasts, DNA content 2414. 

Spinacia oleracea, 

chloroplasts, DNA polymerase , isolation/characterization, 
DNA polymerase y-like properties 3788. 

chloroplasts, ribulosebisphosphate carboxylase subunits 
genes, endodeoxyribonuclease BamH1 mapping 3048. 

chloroplasts, tRNA Met, nucleotide sequence 1341, 2730. 

' chloroplasts, tRNA Phe/tRNA Leu, nucleotide sequence, 
comparison-Phaseolus vulgaris 3382. 

chloroplasts, RNA polymerase, characterization 3768. 

chloroplasts, tRNA Thr, nucleotide sequence 703. 

chloroplasts, tRNA Trp, nucleotide sequence ed PAs), 

chloroplasts, tRNA Val, nucleotide sequence 5450. 

chloroplasts, rRNA 5S, nucleotide sequence 5986. 

Spirodela oligorrhiza, 

chloroplasts DNA, isolation/characterization 3070. 

Spiroplasma, 

plasmids, closed circular DNA, detection/characterization 
856. 

Spleen focus-forming virus, 

cloning-plasmid pBR322 1113. 


DNA fragments, role-polycythaemia induction 4821. 

RNA, translation products, characterization 4078. 

Spleen necrosis virus, 

proviruses, DNA, mapping 6503. 

Spodoptera frugiperda, 

cell lines, transfection-Autographa californica nuclear 
polyhedrosis virus DNA 3753. 

nuclear polyhedrosis virus, DNA heterogeneity, restriction 
endonuclease analysis 6499. 

nuclear polyhedrosis virus RNA biosynthesis, a-amanitin, 
effects on 5521. 

polyribosomes, isolation/characterization 116. 

Spring viraemia of carp virus, 

RNA biosynthesis, stimulation-S-adenosyl-L-methionine/S- 
adenosyl-L-homocysteine 4595. 

Staphylococcus aureus, 

aminoglycoside phosphotransferase/aminoglycoside- 
aminocyclitol adenylyltransferase genes, expression- 
Escherichia coli 1729. 

DNA biosynthesis, thymidine auxotrophy/starvation/ 
nalidixic acid inhibition, effects on 3721. 

DNA biosynthesis/RNA biosynthesis, dioxidine, effects on 
6204. 

DNA methylation, restriction endonuclease analysis, 
comparison-Escherichia coli 6589. 

exfoliation toxins plasmids, nucleotide sequence homology 
2221. 

phage K DNA biosynthesis 5268. 

plasmid pCW7/plasmid pC221, characterization/restriction 
endonuclease analysis/cloning 6477. 

plasmid pRW001, restriction endonuclease mapping 6479. 

plasmids, replication-Escherichia coli 3734. 

transposon Tn551, termini nucleotide sequence homology- 
transposon Tn3 959. 

transposon Tn554, plasmids insertion, isolation/ 
characterization 6090. 

Stellin A, 

Acipenser stellatus , complex-DNA, c.d. 4251. 

Stellin B, 

Acipenser stellatus , complex-DNA, c.d. 4251. 

Stenella plagiocodon, 

kidney cells, transformation-SV40 DNA 3148. 

Steroid hormones, 

regulation-ovalbumin genes transcription, mRNA 
accumulation, chickens 4049. 

Steroids, 

see also specific compounds 

effects on DNA biosynthesis, matrix, thymocytes, rats 6216. 

effects on RNA biosynthesis, lymphocytes T/lymphocytes B, 
chronic lymphatic leukaemia, man 5133. 

Stigmatella aurantiaca, 

DNA, genomes size 5212. 

Streptococcus, 

plasmid pAMf1, deletion mutant, characterization 320. 

Streptococcus cremoris, 

plasmids, detection 1476. 

Streptococcus faecalis, 

chromosomes, radiation (X), mesosomes formation 5818. 

recombination deficient mutant, characterization 521. 

Streptococcus lactis, 

plasmids, detection 1476. 

Streptococcus pneumoniae, 

infection, effects on RNA biosynthesis/distribution, liver, rats 
2866. 

infection-liver, rats, effects on mRNA production 4069. 

membranes, nuclease, structure, electrophoresis 532. 

mismatched DNA repair, bases specificity 5277. 
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Streptococcus pneumoniae, (continued) 

phage Dp-4 DNA replication 1022. 

transformation-heterologous antibiotic resistance plasmids 
1691. 

transformation-plasmid pMV 158 6227. 

transformation-plasmid pMV158 DNA, mechanisms 5729. 

Streptococcus sanguis, 

cloning vectors, use-Streptococcus chimaeras plasmids 1079. 

DNA biosynthesis/RNA biosynthesis/protein biosynthesis 
during transformation competence induction 1663. 

transformation-plasmid pVA736 DNA 5730. 

Streptolydigin, 

analogues, inhibition-DNA nucleotidylexotransferase 3223. 

inhibition-DNA replication, Bacillus brevis 4809. 

Streptolysin O, 

effects on sister chromatid exchange, human lymphocytes 
594. 

Streptolysin S, 

production/activity, polynucleotides, effects on 1328. 

Streptomyces, 

amastatin/bestatin/leupeptin/antipain/chymostatin, 
inhibition-N-methyl-N’-nitro-N-nitrosoguanidine-induced 
sister chromatid exchange, humanlymphocytes 592. 

cloning vectors, plasmid SCP2/plasmid SCP2*, 
characterization 922. 

endodeoxyribonuclease, purification/characterization 3765. 

phage C31, cloning-plasmid pBR322 499. 

Streptomyces albus, 

DNA polymerase/RNA polymerase, isolation 5338. 

Streptomyces ambofaciens, 

plasmids DNA, detection 263. 

Streptomyces aureofaciens, 

endodeoxyribonuclease Saul, purification/characterization 
4361. 

ribonuclease, properties 6257. 

ribosomes, binding-tetracycline, thermodynamics 3417. 

Streptomyces azureus, 

antibiotic resistance genes, cloning-Streptomyces lividans 
5228 

Streptomyces coelicolor, 

phage gC62/phage C43/phage C31, DNA, denaturation 
mapping 926. 

phage gC62/phage pC43/phage C31, DNA, restriction 
endonuclease mapping 925. 

Streptomyces fradiae, 

antibiotic resistance genes, cloning-Streptomyces lividans 
S22: 

Streptomyces galilaeus, 

guanosine-5’-diphosphate-3'-diphosphate/adenosine-5’- 
triphosphate-3’-diphosphate, occurrence/role-anthracycline 
antibiotics production 676. 

Streptomyces griseochromogenes, 

use-cytosine nucleosides synthesis 4985. 

Streptomyces griseus, 

DNA polymerase/RNA polymerase, isolation 5338. 

TRNA 5S, nucleotide sequence determination, use-RNA 3’- 
terminus labelling-pyrophosphate 145, 163. 

Streptomyces hygroscopicus, 

DNA, nucleoids, structure 2997. 

Streptomyces kasugaensis, 

arginine auxotrophy, role-plasmids 1076. 

plasmids, DNA, characterization 6079. 

Streptomyces lividans, 

cloning-Streptomyces fradiae / Streptomyces azureus 
antibiotic resistance genes 522. 

DNA, transduction-phage C43 6230. 


Streptomyces phaeochromogenes, nue 

endodeoxyribonuclease Sph I, purification/characterization 
2471. 

Streptomyces tubercidicus, ; 

endodeoxyribonuclease Stul, nucleotide sequence specificity 
6639. 

Streptomycin, 

binding-ribosomal subunit 30S, hypothesis 3409. 

Strongylocentrotus drobachiensis, 

DNA, nucleotide sequence 5638. 

Strongylocentrotus fraciscanus, 

DNA, nucleotide sequence 5638. 

Strongylocentrotus intermedius, 

chromatin organization, role-histone H2b 3255. 

embryos, deoxyribonuclease, substrate specificity 5329. 

embryos, DNA polymerase, purification/characterization 
1168. 

embryos, mRNA, isolation/characterization 2805. 

Strongylocentrotus purpuratus, 

actin genes, characterization 3010. 

actin genes, organization 1557. 

actin genes, organization/expression 6520. 

DNA, nucleotide sequence 5638. 

eggs, histones genes RNA transcripts, accumulation 5511. 

eggs, mRNA, repetitive sequence distribution 168. 

embryogenesis, chromatin structure 6667. 

embryos, DNA replication complex, isolation/ 
characterization 3300. 

embryos, poly (A)-containing mRNA, frequency distribution 
during development 809. 

embryos, polyribosomes/free ribonucleoproteins, MRNA 
distribution/actin mRNA biosynthesis 2887. 

embryos, protein-biosynthesis/polyribosomes, development, 
effects on 5068. 

embryos/eggs, detection-poly (A)-containing RNA, 
methodology 5953. 

histone H4 genes/mRNA, nucleotide sequence comparison 
4204. 

histones gene expression, embryogenesis, role-transcription 
6436. 

histones genes clusters, fragments, cloning, use-SV40 vectors 
4342. 

sperm, chromatin cores particles, structure 1815. 

transcription during development, electron microscopy 189. 

Styela plicata, 

eggs, membranes, mRNA biosynthesis/protein biosynthesis 
5126. 

Stylonychia mytilus, 

DNA aggregation, in vitro 420. 

macronuclei, DNA termini, inverted repeat, sensitivity- 
deoxyribonuclease I 5630. 

Stylonychia pustulata, 

DNA, termini, inverted repeat, nucleotide sequences 5629. 

macronuclei, DNA, termini inverted repeat 5214. 

Styrene, 

effects on chromosome aberrations, review 1261. 

induced, sister chromatid exchange, macrophages/bone 
marrow/regenerating liver cells, mice 1215. 

Styrene oxide, 

alkylation-DNA, fluorescence assays 903. 

Sucrose, 

+ ethanol intake, mice, effects on poly (A)-containing 

mRNA metabolism, polyribosomes, liver 3504. 

Sucrose synthase, 

mRNA, Zea mays , complementary DNA, cloning 3169. 

mRNA, Zea mays , translation-cell-free system, products 
characterization 4092. 
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Sulfolobus acidocaldarius, 

elongation factor 2, binding-ADP-ribose, catalysis-diphtheria 
toxin 1380. 

4-Sulphidocyclophosphamide, 

cross-linking-DNA, leukaemia cells, mice 1505. 

Sulpiride, 

effects on DNA polymerase, pituitary, rats 1785. 

Sunlight, 

induced, DNA repair, human cell culture 2940. 

Superoxide dismutase, 


effects on calf thymus DNA radiation strands breakage 6064. 


mRNA, human placenta, translation-cell-free system 2896. 
Suppressors, 
tRNA Gly, codons recognition, Escherichia coli trpA gene 
mutants 5942. 
Saccharomyces cerevisiae ribosomes, insertion-serine 5061. 
Saccharomyces cerevisiae ribosomes, misreading, role- 
ribosomal subunit 40S 5062. 
Saccharomyces cerevisiae ribosomes, misreading, role- 
ribosomal protein $11 5063. 
SV40, 
+ adenovirus (human) 5, infected cells, heterologous DNA- 
proteins interaction 6685. 
+ B-globin, mice, genes chimaeras, cloning/transcription 
3754. 
A gene, induction-DNA replication, G-phase, BHK cells 
temperature-sensitive mutant 6235. 
A gene proteins, role-adenovirus DNA replication 5392. 
abortive infection, kidney cells, mice, late mRNA, translation 
5546. 
antigen T, DNA binding affinity 4444. 
antigen T, interaction-homologous/heterologous DNA 6686. 
antigen T-associated DNA-unwinding protein 1832. 
antigen T-like proteins, binding-regulatory mutant DNA 
4443. 
antigen T oligomers, binding-DNA 6687. 
antigen T-related proteins, binding-DNA 5394. 
chromatin, DNA replication, digitonin-permeabilized cells 
6171. 
chromatin, histones modification patterns 2553. 
chromatin, occurrence-high mobility group nonhistone 
proteins 3259. 
chromatin, radiation (u.v.)-induced pyrimidines dimers 
formation, efficiency 3269. 
chromatin, structure 4426. 
chromatin, structure, electron microscopy 5806. 
chromatin, transformation, role-histones acetylation 4427. 
chromatin replication, role-associated DNA polymerase a 
1174. 
chromosomes, digestion-micrococcal endonuclease, 
nucleosomes structure 4919. 
chromosomes, DNA, interaction-N-acetoxy-2- 
acetylaminofluorene 5559. 
. chromosomes, nucleosomes organization 4405. 
chromosomes, poly (ADP-ribose) polymerase, activation- 
radiation (u.v.) + endonuclease 4363. 
chromosomes, transcription complex, quantitation 5384. 
cloning vectors, construction 6236. 
closed circular DNA, purification, methodology 3525. 
defective mutant, DNA, characterization 3598. 
defective mutant, monkeys DNA-containing, 
characterization 3599. 
deletion mutant, antigen T expression 515. 
deletion mutant, introns-containing mRNA 19S, 
characterization 4552. 
deletion mutant, nucleotide sequence 4186. 
DNA, arrangement, transformed cells, mice 5618. 


DNA, binding-histones cores complex, acetylation, effects on’ 
573. 

DNA, carcinogens/mutagens-treated, apurinic sites/ 
apyrimidinic sites 1491. 

DNA, cytosine (5-methyl) content, determination, 
methodology 264. 

DNA, detection, methodology 2161. 

DNA, early regions, role-transcription initiation 4704. 

DNA, encapsulation-liposomes, effects on infectivity 1689. 

DNA, Escherichia coli RNA polymerase transcription 
termination sites 4683. 

DNA, heat dissociation, analysis 6557. 

DNA, helix structure, DNA binding protein, liver, rats, 
effects on 6315. 

DNA, integration-cell lines mice, effects on genomes 
arrangement 4234. 

DNA, integration sites, transformed cells, rats 4158. 

DNA, integration sites, transformed cells, nucleotide 
sequence 5205. 

DNA, integration-transformed cells 3579. 

DNA, integration-transformed cells, mice, structure 3595. 

DNA, interaction-hosts cells chromatin 3597. 

DNA, recombination, infected BSC-1 cells 1114. 

DNA, recombination, joints, nucleotide sequence 5206, 5207. 

DNA, replication forks, nucleosomes location 3805. 

DNA, substitution-uridine (5-iododeoxy), biological 
properties, effects on 6345. 

DNA, topology, nucleosomes, histone H1 + histone HS, 
effects on 1213. 

DNA, transformation-Erignathus barbatus /Callorhinus 
ursinus /iZalophus californianus /Ovis aries fibroblasts/ 
Delphinus baird/Stenella plagiocodon kidney cells 3148. 

DNA, transformed cells, assays, methodology 5157. 

DNA, transformed cells, mice, heterogeneity 4701. 

DNA, transformed human cell lines, localization/ 
organization 344. 

DNA, variants, monkeys DNA-containing, structure 950. 

DNA fragments, expression-transformed cells, monkeys 
4336. 

DNA fragments, rRNA gene reactivation, identification 
4323. 

DNA oligomers, recombination, mechanisms 514. 

DNA-proteins complex, isolation/characterization, infected 
cells 1244. 

DNA replication 2330. 

DNA replication, inhibition-novobiocin 457. 

DNA replication, regulation, Xenopus laevis eggs 1621. 

DNA replication/maturation 6569. 

DNA replicative intermediates, characterization 342. 

DNA/mRNA, relationship, review 5875. 

early genes, transcription initiation, sequence requirements 
4703. 

early mRNA, 5/-terminus caps structure, characterization 
769. 

early mRNA 5/-terminus promoters, identification 4702. 

early transcription, in vitro, regulation-antigen T 1428. 

effects on DNA repair, radiation (u.v.)/radiation (X)-induced 
damage, Chinese hamster cells 3708. 

gene A, regulation-DNA biosynthesis, hosts 4267. 

gene expression, regulation, role-antigen T 4032. 

gene expression, transformed cells 4035. 

gene regulation, role-mRNA splicing 4079. 

genes, localization-DNA, infected 3T3 cells 2255. 

genes, self-complementary regions, characterization 4188. 

genomes segments, recombination, role-mammalian cells 
2432. 

in vitro transcription initiation/eapping 5101. 
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S$V40,(continued) 

infected cells, RNA levels 791. 

initiator RNA, biosynthesis/degradation, characterization 
5522. 

late regions, genes, products, identification- DNA-binding 
protein 6674. 

late mRNA, polyadenylation recognition sites, 
characterization 5087. 

mutants, insertion-introns, #-globin genes, mice 1734. 

mutants, monkeys DNA insertion-carrying, isolation/ 
characterization 949. 

nucleoproteins, characterization 4901. 

nucleoproteins, cleavage-deoxyribonuclease I 4395. 

nucleoproteins complex, characterization 3242. 

nucleoproteins complex formation, role-assembly 1188. 

origin-defective mutants, nucleotide sequence/expression- 
transformed cells 343. 

recombinants, a-globin genes, mice, carrying, construction 
1714. 

recombinants-adenovirus, construction 5310. 

replication, Chinese hamster kidney cells, enhancement- 
uridine (S-iodo-2'-deoxy) + mitomycin C 1311. 

replication origin, homology-monkeys genomes 4700. 

RNA, mapping, RNA biosynthesis characterization 2987. 

RNA (small nuclear), complementary-introns 6398. 

mRNA, structure/function 3987. 

mRNA, 5/-terminus caps, structure 3447, 

mRNA, transcription/characterization, transformed cells 
4046. 

RNA biosynthesis/characterization, transformed cells 3988. 

RNA metabolism, association-cytoskeleton, BSC-1 cells 
6423. 

mRNA methylation, interferon, effects on 6431. 

mRNA splicing sites, models 157. 

mRNA 16S/mRNA 19S biosynthesis, precursors, 
identification 789. 

RNA 19S, splicing 2023. 

structural proteins mutants, transcription complex 4597. 

tandem repetitive sequence, role-early promoters activity 
4822. 

temperature-sensitive mutant, amplification/rearrangement, 
integration, cell lines, mice 3066. 

transcription, embryo cells, mice, uridine (5-iodo-2'-deoxy), 
effects on 3499. 

transcription, HeLa cells extracts 5523. 

transcription complex, mercury-containing nucleotides 
incorporation-RNA 3498. 

transformation-fibroblasts, man, role-DNA repair, radiation 
(u.v.) 4289. 

transformed, cells, mice, DNA structure/expression 3596. 

transformed, fibroblasts cell lines, rats, DNA, nucleotide 
sequence organization 2986. 

transformed, human xeroderma pigmentosum cells, ethyl 
methanesulphonate-induced sister chromatid exchange 597. 

transformed cells, Chinese hamster embryos, DNA 
biosynthesis induction-carcinogens 6472. 

transformed cells, mRNA, characterization 3989, 5491. 

vectors, use-hepatitis B surface antigen expression, cell 
culture 5311. 

SV40-adeno-hybrid virus, 

RNA, splicing patterns 4033. 

SV40 DNA, 


integration/organization-transformed cell lines, monkeys 
4187. 


Tabamovirus, 

strains, RNA, nucleotide sequence homology 2792. 

Talisomycin, 

analogues, damage-phage PM2 DNA 2176. 

Tamoxifen, 

effects on high molecular weight RNA biosynthesis, uterus, 
rats, comparison-oestrogen 6428. 

effects on RNA polymerase I/RNA polymerase II, uterus, 
rats 1165. 

Tedania digitata, 

guanosine (1-methy]), isolation/structure 2652. 

Temperature, 

effects on phytochrome regulation-Lemna gibba RNA 
biosynthesis 821. 

effects on ribonuclease (pancreatic) hydrolysis-CDP, cattle 
540. 

effects on RNA transport kinetics, nuclear membranes 
removal, myeloma 5142. 

effects on sister chromatid exchange, Xenopus laevis / 
Chinese hamster cell lines 1818. 

Terbium, 

complex-DNA/RNA, fluorescence 2170. 

Terminal uridylyl transferase, 

Vigna unguiculata , purification/characterization 5787. 

Termination factor rho, 

dependent, RNA release-transcription complex, phage T7 
796. 

Escherichia coli, RNA secondary structure, effects on 4061. 


mutants, adenosinetriphosphatase, Escherichia coli , 
interaction-RNA 6291. 


role-phage 9X 174 mRNA biosynthesis 4587. 

Testosterone, 

control-RNA polymerase, bone marrow cells, rats 5120. 

effects on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, thymus/spleen/bursa, embryos, chickens 474. 

effects on seminal vesicle secretion proteins mRNA, rats 
3491. 

regulation-mRNA, epididymis, rats 845. 

stimulation-RNA polymerase activity, bone marrow, rats 
202. 

Tetracycline, 

binding-Streptomyces aureofaciens ribosomes, 
thermodynamics 3417. 

incorporation-ribosomes, Escherichia coli , ribosomal 
proteins labelling/effects on function 113. 

resistance, genes, phage A, mapping 1520. 

12-O-Tetradecanoylphorbol-13-acetate, 

effects on DNA biosynthesis, lymphocytes, cattle 1048. 

effects on globin mRNA biosynthesis/stability, Friend 
erythroleukaemia cells 4617. 

effects on sister chromatid exchange, Chinese hamster V79 
cells 596. 

stimulation-DNA biosynthesis, 3T3 cells, mechanisms, 
comparison-vasopressin 1656. 


stimulation-DNA biosynthesis, liver cells, rats 3122. 


12-O-Tetradecanyol-phorbol-13-acetate, 

inhibition-DNA biosynthesis, Burkitt's lymphoma cell lines 
3717. 

A°-Tetrahydrocannabinol, 

effects on DNA metabolism, Volvox carteri 1059. 
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A°-Tetrahydrocannabinol,(continued) 

effects on RNA biosynthesis/DNA biosynthesis, HeLa cells 
1679. 

Tetrahydrofolate dehydrogenase, 

complementary DNA, lung fibroblasts, Chinese hamster, 
cloning 5321. 

genes, hamsters, transfer-cells, mice 523. 

genes, phage T4, containing, DNA fragments, isolation/ 
characterization 2235. ‘ 

genes, R factor R 388, nucleotide sequence 6087. 

genes, R factor R388, nucleotide sequence 2964. 

mRNA, cells, mice, 3’-terminus size heterogeneity 2074. 

mRNA, metabolism, regulation, 3T6 cells derivatives 1450. 

7,8,9,10-Tetrahydroxytetrahydrobenzo(a)pyrene, 

binding-DNA, characterization 2935. 

Tetrahymena, 

DNA, palindromes characterization 961. 

macronuclei, DNA/RNA/proteins content, cell cycle, effects 
on 6562. 

poly (A)-containing/lacking RNA biosynthesis 2084. 

rRNA gene, gene amplification 4195. 

Tetrahymena pyriformis, 

cell-free system, protein biosynthesis initiation 5066. 

chromatin, digestion-deoxyribonuclease, selective release- 
high mobility group nonhistone proteins 2544. 

DNA biosynthesis, relationship-calcium influx 3117. 

nucleoli, DNA replication, electron microscopy + 
autoradiography 469. 

peptides factors, inhibition-RNA biosynthesis, 
Schizosaccharomyces pombe protoplasts 5532. 

polynucleotide adenylyltransferase, association-nucleosomes 
+ RNA polymerase II complex 2487. 

protein biosynthesis cell-free system, preparation/ 
characterization 5039. 


ribosomal proteins, identification/homology-HeLa cells 6371. 


RNA biosynthesis, hormones, effects on 51 18. 

RNA biosynthesis, regulation-peptides 2830. 

rRNA gene, mapping 3614. 

RNA polymerase, function, culture growth, effects on 5341. 

RNA/ribonucleoproteins transport, nuclear size, effects on 
O31 

Tetrahymena thermophila, 

DNA methylation, relationship-chromatin structure 6590. 

DNA polymerase, purification/characterization 3783. 

macronuclei, rRNA gene termini, tandem repetitive DNA, 
packaging 5802. 

nucleoli, rRNA precursors, in vitro splicing 2082. 

rRNA gene, transcription mapping 1542. 

rRNA gene-containing plasmids, replication-Saccharomyces 
cerevisiae 6248. 

rRNA precursors, introns, closed circular RNA 3999. 

rRNA 5S, nucleotide sequence 3459. 

_ Tetramethylammonium ions, 

effects on poly d(A-T) helix-coil transitions, n.m.r./ 
spectroscopy (u.v.)/calorimetry 5017. 

Thalassaemia, 

man, a-globin genes arrangement 401. 

man, a-globin genes deletion, characterization 1590. 

man, f-globin genes variants, introns, nucleotide sequence 
4750. 

man, f-globin mRNA precursors processing 221. 

Theophylline, 

effects on DNA replication/chromatin structure/histones 
phosphorylation, HeLa cells 5719. 

Thermoactinomyces vulgaris, 

transfection-phage Tal/phage TaZ 3147. 


Thermobia domestica, 

DNA, nucleotide sequence organization 1569. 

Thermoplasma acidophilum, 

elongation factor 2, binding-ADP-ribose, catalysis-diphtheria 
toxin 1380. 

nucleoproteins, subunit structure 1189. 

RNA polymerase, purification/characterization 1158. 

rRNA 5S, nucleotide sequence 3454. 

Thermus aquaticus, 

endodeoxyribonuclease TaqXI, characterization 5335. 

Thermus flavus, 

tRNA methyltransferase, methylation-tRNA, kinetics 707. 

Thermus thermophilus, 

DNA methyltransferase, purification/characterization 253. 

elongation factor Tu, binding-GDP/GTP, n.m.r. 134. 

endodeoxyribonuclease Tth111II, purification/ 
characterization 1763. 

3-isopropylmalate dehydrogenase genes, cloning 5316. 

leucine genes, cloning/expression-Escherichia coli 5743. 

nuclease, substrate specificity/mechanisms 1131. 

nuclease TT 1, endonuclease activity 2453. 

tRNA, thymidine (2-thioribo)/uridine (4-thio) reaction- 
hydrogen peroxide, c.d. 1895. 

RNA polymerase, interaction-phage fd replicative form 
DNA promoters, c.d. 2472. 

Thioacetamide, 

effects on chromatin viscosity, hepatocytes, rats 4915. 

induced, DNA repair, hepatocytes culture, rats 1043. 

Thioacetamide-S-oxide, 

metabolites, binding-calf thymus DNA/RNA/poly (G)/poly 
(A) 6464. 

5-Thio-D-glucose, 

effects on radiation (X)-induced DNA repair, Chinese 
hamster cells 3100. 

Thiotriphosphates, 

use-transcription initiation products analysis, adenovirus 
(human)-infected cells 2855. 

Thuringiensin, 

inhibition-calf thymus RNA polymerase 6267. 

uracil analogues, inhibition-RNA polymerase, Escherichia 
coli 5004. 

Thymidine, 

+ uracil (5-fluoro), antitumour activity 4996. 

analogues, synthesis 6339. 

antitumour activity, acute myeloid leukaemia models, rats 
3909. 

auxotrophy/starvation, effects on DNA biosynthesis, 
Staphylococcus aureus 3721. 

N-carbamoy] pyrimidines derivatives, synthesis/properties 
2642. 

derivatives, chromatography (gas) 1290. 

derivatives, synthesis 3892. 

dimers, chromatography (high-performance liquid)/ 
chromatography (thin-layer) 1281. 

effects on cell lines, human/mice 671. 

immunosuppression, mice 4994. 

incorporation, DNA biosynthesis, Daucus carota cell culture 
432. 

incorporation-DNA, HeLa cells, radiation (y), effects on 
1050. 

inhibition-growth, normal/leukaemia cell lines, man 5897. 

metabolites, separation-chromatography (thin-layer) 647. 

methylation 45. 

nucleotides, separation-chromatography (thin-layer) 70. 

photoaddition-lysine 5886. 

radioactive labelling-lymphoid tissue, mice 1062. 

radiolysis, radiation (y) 6338. 
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Thymidine,(continued) 

radiolysis-air/nitrogen 2637. 

O-tetrahydrofuranyl derivatives, synthesis 653. 

toxicity, mice 3356. 

toxicity-embryo fibroblasts cell lines, mice, relationship- 
tumorigenicity 65. 

Thymidine (5’-acetamido-3'-acetyl-5’-deoxy), 

structure, X-ray diffraction 2680. 

Thymidine (5'-amino-5'-deoxy), 

synthesis/phosphorylation-thymidine kinase, herpes simplex 
virus 1, derivatives pH stability 654. 

Thymidine (deoxy), 

incorporation, lectins-induced DNA biosynthesis, 
lymphocytes, comparison-DNA content 1680. 

Thymidine (3'-deoxy-3'-iodo), 

radiolysis 4988. 

Thymidine (deoxy-4-Thio), 

substituted, DNA, enzymatic synthesis/ligation/restriction 
3373. 

Thymidine (O*-ethyl), 

formation/persistence, diethylnitrosamine interaction-DNA, 
liver, rats 290. 

Thymidine (O*-methyl), 

incorporation, DNA biosynthesis, Chinese hamster cell 
culture 1676. 

Thymidine (2-thioribo), 

tRNA, Thermus thermophilus /Escherichia coli , reaction- 
hydrogen peroxide, c.d. 1895. 

Thymidine (trifluoro), 

treatment-herpes simplex virus keratitis 5882. 

Thymidine kinase, 

deficient, cells, mice, transformation-herpes simplex virus | 
DNA restriction endonuclease fragments 2427. 

deficient, myoblasts, mice, differentiation, uridine (5’- 
bromodeoxy), effects on 2686. 

genes, chickens, DNA methylation patterns, replication 5294. 

genes, hamsters, transfer-cells, mice 523. 

genes, herpes simplex virus, DNA, transformation efficiency, 
mammalian cells 2428. 

genes, herpes simplex virus, expression-Xenopus laevis 
oocytes 2429. 

genes, herpes simplex virus, nucleotide sequence/transcripts 
mapping 2249. 

genes, herpes simplex virus, packaging-nucleosomes, cells, 
mice 1808. 

genes, herpes simplex virus, transfer-cells, mice, 
transformants, characterization 4835. 

genes, herpes simplex virus 1, cloning-plasmid pBR322 1707. 

genes, herpes simplex virus 1, expression-Escherichia coli 
4590. 

genes, herpes simplex virus 1, nucleotide sequence 4695. 

genes, herpes simplex virus 1, replication/expression- 
fibroblasts, mice 1740. 

genes, herpes simplex virus 1/HeLa cells/CHO cells, DNA- 
mediated transfer-L cells 1708. 

genes, herpes simplex virus 1/herpes simplex virus 2, 
mapping 942. 

herpes simplex virus 1, phosphorylation-thymidine (5'-amino- 
5'-deoxy), derivatives pH stability 654. 

mRNA, herpes simplex virus 1, biosynthesis, mechanisms 
2090. 

mRNA, herpes simplex virus 1, mapping 5081. 

Thymidine phosphorylase, 

cleavage-uridine (5-fluoro-2'-deoxy), inhibition-uracil 
derivatives 645. 

Thymidylate synthase, 

activity, fibroblasts, mice, cell cycle, effects on 558. 


genes, Escherichia coli , cloning/expression-Bacillus subtilis 
6242. 

Thymine, 

complex-tryptophan, conductivity 5878. 

complex-tyrosine, X-ray diffraction 3879. 

deprivation, effects on DNA repair, radiation (u.v.)-treated 
Escherichia coli 3694. 

dimers, chromatography (high-performance liquid)/ 
chromatography (thin-layer) 1281. 

free radicals, e.s.r. 3881. 

interaction-8-alkoxypsoralen, DNA intercalation models 
4452. 

mass spectroscopy 640. 

photoactivation-carboxylic acid, DNA-proteins cross-linking, 
models 3337. 

radiolysis-air/nitrogen 2637. 

substitution-adenine, conalbumin genes, effects on 
transcription 4725. 

Thymine (5,6-dihydroxydihydro), 

excision, DNA, Micrococcus radiodurans 235}. 

Thymine (N,N’-dimethy)l), 

photoinduced physical properties 3340. 

Thymine (1,3-dimethy]), 

photochemical-induced reaction-ethanol 2636. 

Thymine (1-methyl), 

+ adenine (9-methyl), complementary base pairs, 
spectroscopy (Raman) 54. 


hydrogen bonds 5877. 

Thymine (ribosyl), 

deficient mutant, Escherichia coli ,tRNA Phe/tRNA Lys 
function 3934. 

Thymine(1-8-3’-deoxyribofuranosyl), 

analogues, synthesis 6339. 

Thymine(1-£-Ribofuranosy)), 

analogues, synthesis 6339. 

Thymosin, 

precursors, mRNA, calf thymus, purification/translation-cell- 
free system 4634. 

a1-Thymosin, 

synthetic genes, expression-Escherichia coli 3151. 

Thymus factors, 

effects on DNA biosynthesis, lymphocytes, normal/cancer 
patients 1684. 

Thyroglobulin, 

cattle, complementary DNA, cloning/characterization 3646. 

mRNA, defective processing, goitre, man 2875. 

mRNA, deficiency, goitre, goats 6449. 

mRNA, thyroid, rats, complementary DNA, 
endodeoxyribunuclease PstI fragments, cloning 2443. 


synthetic genes, cattle, restriction endonuclease mapping 
2299. 


Thyroid hormones, 

receptors, binding-DNA, liver, rats 3301. 

receptors, containing, chromatin fragments, liver, rats, 
release-micrococcal endonuclease/deoxyribonuclease I 1204. 

receptors complex, effects on chromatin templates activity, 
liver, rats 3814. 

Thyrotropin, 

effects on RNA biosynthesis, thyroid cell culture, sheep 1425. 

effects on mRNA poly (A) content/templates activity, human 
thyroid cells 2897. 

a-subunit, genes, man, characterization 6547. 

Thyroxine, 

receptors, fibroblasts/HeLa cells, interaction-DNA, 
specificity 4945. 
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Tiamulin, 

affinity labelling-Escherichia coli ribosomes 3401. 

Tick-borne encephalitis virus, 

DNA, integration-hosts cells 6621. 

RNA, translation-cell-free system 4518. 

Tilorone, 

intercalation-polynucleotides/DNA 4484. 

Tingenone, 

interaction-DNA, calf thymus/Clostridium perfringens / 
Micrococcus lysodeikticus , c.d. 3552. 

TMP, 

radiolysis-air/nitrogen 2637. 

dTMP, 

mutagenesis, Saccharomyces cerevisiae 5900. 

Tobacco etch virus, 

RNA, translation-cell-free system 833. 

Tobacco mosaic virus, 

coat protein, melting-RNA 3451. 

coat protein mRNA, translation initiation sites 2794. 

disassembly-dimethyl sulphoxide 5833. 

infected, Nicotiana tabacum leaves, RNA biosynthesis, 
stimulation-abscisic acid 4050. 

like, ribonucleoproteins complex, pH stability 1796. 

RNA + proteins assembly, mechanisms 4940. 

RNA, assembly, polarity 2593. 

RNA, interaction-proteins, during assembly, review 1860. 

RNA, 5!-terminus fragments, nucleotide sequence/binding- 
ribosomes 3996. 

RNA, translation, protein biosynthesis fidelity, effects on 
5035. 

mRNA, translation-Pisum cell-free system 1981. 

RNA methylation, in vitro 798. 

temperature-sensitive mutant, assembly, RNA interaction- 
coat protein 2594. 

Tobacco necrosis virus, 

effects on RNA/proteins metabolism, Vigna sinensis leaves 
6427. 

RNA, 5’-terminus, binding-initiation factor 2 4536. 

Tobacco rattle virus, 

infected, Nicotiana tabacum , RNA, characterization 2059. 

Tobacco ringspot virus, 

RNA, translation, in vitro, role-genomes protein 4519. 

Tobacco vein mottling virus, 

RNA, translation-cell-free system 2134. 

Togavirus, 

mRNA, templates, complementary DNA biosynthesis 6444. 

rubella, defective interfering particles, RNA 6397. 

Toluene diamine, 

isomers, effects on DNA biosynthesis, testis, mice 4302. 

o-Toluidine, 

DNA damage, mice 5177. 

p-Toluidine, 

DNA damage, mice 5177. 

‘ Tomato aspermy virus, 

RNA, 3/-terminus nucleotide sequence 6402. 

Tomato black ring virus, 

RNA replication 4019. 

RNA 3, characterization 6401. 

RNA 3, characterization/role 5495. 

Tomato bushy stunt virus, 

RNA, mobility, n.m.r. 160. 

Tomaymycin, 

adducts-DNA, structure 301. 

adducts-DNA, structure/characterization 4125. 

Torpedo californica, 

acetylcholine receptors subunits mRNA, translation-cell-free 
system, products characterization 838. 


Torula, 

RNA, methylation, n.m.r. 4561. 

Torulopsis glabrata, 

mitochondria, rRNA gene/tRNA genes, restriction 
endonuclease mapping 369. 

Torulopsis utilis, 

tRNA 5S genes, adjacent regions nucleotide sequence, 
comparison-Saccharomyces cerevisiae 2278. 

Toxins, 

genes containing, transposon Tn 1681, Escherichia coli , 
nucleotide sequence 353. 

Shigella dysenteriae , inhibition-protein biosynthesis 
elongation, cell-free system 137. 

Tradescantia paludosa, 

nuclease, purification/characterization 1129. 

pollen, mRNA, isolation/translation-wheat germ cell-free 
system 258. 

Transcription, 

see also RNA biosynthesis 

bases specificity 183, 184. 

calf thymus chromatin low molecular weight RNA, effects on 
1446. 

carA gene + carB gene clusters, Escherichia coli , direction 
207. 

cauliflower mosaic virus DNA, RNA polymerase, 
Escherichia coli 206. 

chromatin, embryos, rabbits, electron microscopy 215. 

complex, phage T7, termination factor rho-dependent RNA 
release 796. 

control-chromatin low molecular weight peptides, normal/ 
tumours cells 1811. 

control-nafenopin induced, ornithine decarboxylase activity, 
liver, rats 217. 

DNA tumour virus, review 1273. 

Drosophila cells, novobiocin, effects on 1046. 

early, phage SPO1, novobiocin, effects on 203. 

Escherichia coli RNA polymerase, oestrogen/progesterone, 
effects on 2105. 

exogenous/endogenous DNA templates, Bacillus subtilis , 
cold shock, effects on 799. 

factors, rRNA 5S-bound, Xenopus oocytes 212. 

heterochromatin, polytene chromosomes, Drosophila 
melanogaster cell culture 2086. 

initiation, in vitro, promoters sequence, localization 1574. 

nuclei, liver, rats, inhibition-cytosol 1441. 

phage A, anti-termination-N gene products 2098. 

products, Pisum sativum chloroplasts membranes- 
associated, during development 224. 

relationship-DNA inverted repeat methylation, mastocytoma 
cells, mice 1598. 

tRNA genes, phage T4, control 204. 

RNA polymerase binding-DNA, prokaryotes 1159. 

timing, models 3476. 

unit, globin genes, avian erythroblasts, size determination 
2; 

Translation, 

see also Protein biosynthesis 

control-nafenopin-induced ornithine decarboxylase activity, 
liver, rats 217. 

Escherichia coli , role-ribosomal protein L7/L12 726. 

human fibroblasts cell-free system, accuracy 1361. 

regulation, review 18. 

RNA 1/RNA 2, brome mosaic virus, inhibition-wheat germ 
protein kinase 2012. 

systems, models 5455. 

termination, mechanisms, review 5873. 

theories 5038. 
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Transmissible gastroenteritis virus, 

RNA, characterization/replication 1399. 

Transposon Tn3, 

cloning-lactose operon, effects on transposition 1081. 

Transposon Tn9, 

insertion sites, lacZ gene, nucleotide sequence analysis 2996. 

Transposon Tn903, 

kanamycin resistance, nucleotide sequence 5586. 

Transposons, 

antibiotic resistance, expression-Saccharomyces cerevisiae 
SST 

copia, RNA, Drosophila melanogaster , translation/ 
regulation 3518. 

Drosophila , foldback sequence, structure 6527. 

Drosophila melanogaster , isolation/characterization 3162. 

Drosophila melanogaster , termini repeated sequence 
organization 970. 

Drosophila melanogaster , transcription patterns 2070. 

effects on Saccharomyces cerevisiae alcohol dehydrogenase 
gene expression 4341. 

insertion sites, Drosophila melanogaster , characterization 
972. 

kanamycin resistance, R factor Ridrd19, isolation/ 
characterization 3564. 

mechanisms, review 3319. 

Saccharomyces cerevisiae , his4C gene-carrying 5744. 

transposition, mechanisms 4675. 

transposon y6/transposon Tn3 integration, recombination 
sites determination 6601. 

transposon Tn1, cloning-F factors transfer regions 1086. 

transposon Tn1, transposition-Rhizobium meliloti 3157. 

transposon Tn10, effects on phage A gene expression 3744. 

transposon Tn10, excision, relationship-transposition 3568. 

transposon Tn10, hybrids-phage fd, construction, use-cloning 
vectors 1100. 

transposon Tn 10, insertions, effects on Escherichia coli 
tRNA operons transcription 208. 

transposon Tn10, inverted repeat, organization 3567. 

transposon Tn1681, Escherichia coli , toxins genes, 
containing, nucleotide sequence 353. 

transposon Tn1721/transposon Tn1771, DNA nucleotide 
sequence homology 6091. 

transposon Tn2601/transposon Tn2602, DNA, restriction 
endonuclease mapping 5592. 

transposon Tn2601/transposon Tn2602, Escherichia coli , 
gene expression/transcription 1725. 

transposon Tn3, RNA polymerase binding sites, 
determination, use-plasmids ColE1 x transposon Tn3 
hybrids 917. 


transposon Tn5, Escherichia coli , excision mechanisms 4841. 


transposon Tn5S, Escherichia coli , insertion-malK gene 519. 

transposon TnS, inverted repeat, characterization 3566. 

transposon Tn5, mutagenesis, Escherichia coli ent gene 
clusters, gene mapping 6510. 

transposon Tn5, promoters, localization 4707. 

transposon Tn5, transposition regulation, Salmonella 
typhimurium 1728. 

transposon Tn5-112, control-gene expression 1097. 

transposon Tn551, Staphylococcus aureus , termini 
nucleotide sequence homology-transposon Tn3 959. 

transposon Tn554, Staphylococcus aureus , plasmids 
insertion, isolation/characterization 6090. 

transposon Tn7, insertion-Ti plasmid, Agrobacterium 
tumefaciens 1724. 

transposon Tn804, Escherichia coli , isolation/ 
characterization 2257. 

transposon Tn903, insertion-Escherichia coli 1117. 


transposon Tn903, nucleotide sequence analysis 3561. 

transposon Tn951, insertion sequence 1-induced deletion/ 
inversion 321. 

transposon Ty 1, yeasts, termini, nucleotide sequence 363. 

Treponema pallidum, . 

DNA biosynthesis/RNA biosynthesis, adenine incorporation 
1056. 

Triacetoneamide-N-oxyl, 

effects on DNA lesions, radiation (y)-treated mammalian 
cells 1510. 

Triamcinolon, 

effects on tRNA Ser, guinea-pigs epidermis 3377. 

Trichloropropylene oxide, 

alkylation-DNA, fluorescence assays 903. 

Trichodermin, 

resistance, + ribosomal protein L3, genes, Saccharomyces 
cerevisiae , cloning/characterization 4845. 

Trichoplusia ni, 

cell lines, transfection-Autographa californica nuclear 
polyhedrosis virus DNA 3753. 


N-Trifluoroacetyladriamycin- 14-valerate, 

DNA damage, human lymphoblastoid cell lines 4101. 

effects on-RNA biosynthesis, L1210 cells 3508. 

inhibition-RNA polymerase II, leukaemia cells, chickens 551. 

Triiodothyronine, 

binding-receptors, nuclei, liver, rats, DNA, effects on 4944. 

effects on RNA content, liver, rats 2096. 

effects on RNA polymerase, nuclei, liver, rats 4364. 

effects on RNA polymerase I, nucleoli, liver, rats 4871. 

induction-malic enzyme mRNA, liver, rats 6007. 

induction-pre-somatotropin mRNA, pituitary cells, rats 5524. 

Trillium camschatcense, 

DNA content, low temperature, effects on 2913. 

Trimethylenediamine platinum II, 

complex-GMP, c.d. 68. 

complex-GMP, preparation/structure 69. 

N-5-Trimethyllysine, 

binding-DNA/histones/nonhistone proteins, ascites tumour 
cells 3273. 

4,5',8-Trimethylpsoralen, 

+ radiation (u.v.), cross-linking-DNA, leukaemia cells, mice 

2179. 

adducts, inactivation-Bacillus subtilis transforming DNA 
4106. 

cross-linking-phage A/phage 9X174 DNA, electrophoresis 
5166. 

induced cross-linking, DNA, effects on transformation/ 
transfection-Bacillus subtilis 877. 

photoinduced DNA cross-links, Escherichia coli, DNA 
repair, models 3535. 

Trimethylsulphonium hydroxide, 

methylation-nucleosides, transition metals, effects on 2655. 


Trinucleoside diphosphates, 

purification, chromatography (high-performance liquid) 690. 
stacking, n.m.r./c.d. 1937. > 
thermal perturbation 684. 
Triostin A, 

analogues, interaction-DNA/polynucleotides 2918. 
ee X-ray diffraction, intercalation-DNA, models 
Tripelennamine, 
induced, DNA repair, hepatocytes, rats 1035. 
Triphenyiphosphine, 

+ diethyl azodicarboxylate, reaction-nucleosides 3889. 
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Trisodium phosphonoformate, 

inhibition-herpes simplex virus DNA biosynthesis 4594. 

inhibition-woodchuck hepatitis virus DNA polymerase 2494. 

Triticum, 

see also Wheat germ 

chloroplasts, ribulosebisphosphate carboxylase subunits 
genes, expression-Escherichia coli 5324. 

chromosomes, rRNA gene content 999. 

DNA biosynthesis, inhibition-difenzoquat 6596. ‘ 

embryos, rRNA 5S/rRNA 5.88, nucleotide sequence 3474. 

grain/endosperm, RNA/rRNA biosynthesis/content, during 
development/ripening 195. 

nucleolus organizer region, rRNA gene content 3829. 

rRNA gene/seeds proteins content, relationship 870. 

satellite DNA, physical properties, comparison-Hordeum 
425. 

seedlings, DNA methylation, plants hormones, effects on 
3130. 

wheat germ, RNA biosynthesis, during germination 226. 

Triticum aestivum, 

chloroplasts, rRNA 4.5S, nucleotide sequence 2077. 

DNA, rRNA 5S genes-containing, sequence organization 
1603. 

embryos, RNA biosynthesis, inhibition-a-amanitin 822. 

embryos, RNA biosynthesis/protein biosynthesis, 
relationship-vigour 2878. 

seeds, protein biosynthesis initiation/mRNA degradation, 
ageing, effects on 6381. 

Triticum durum, 

embryos, DNA biosynthesis/DNA polymerase activity, 
during early embryos 2336. 

roots, histones-DNA ratio, age, effects on 571. 

Triticum vulgare, 

leaves, normal/Puccinia graminis -infected, mRNA, 
polyribosomes, translation-cell-free system, lincomycin/ 
chloramphenicol, effects on 2903. 

Tritium, 

decay, induction-DNA damage, Escherichia coli , secondary 
lethality 2207. 

Triturus, 

retina, RNA biosynthesis/protein biosynthesis, lens 
regeneration, effects on 3503. 

Triturus cristatus, 

lampbrush chromosomes, hybridization-Xenopus laevis 
rRNA gene, genes location 1558. 

tRNA/RNA 5S-containing ribonucleoproteins, 
characterization/reconstitution 3243. 

satellite DNA, transcription-lampbrush chromosomes 1434. 

Triturus vulgaris, 

DNA, physical properties, changes during early 
embryogenesis 1612. 

Tropomyosin, 

gene expression, regulation, myogenesis, embryo cells, 
chickens 5533. 

a-Tropomyosin, 

mRNA. chickens, complementary DNA, containing, 
plasmids, construction 6249. 

Trypanosoma brucei, 

antigens, complementary DNA, cloning/nucleotide sequence 


6517. 
antigens, complementary DNA, nucleotide sequence 2999. 


antigens genes, analysis, use-complementary DNA 3615. 

antigens genes, rearrangement 3616. 

antigens genes, structure, analysis 3617. 

antigens mRNA, complementary DNA, cloning/ 
characterization 2266. 

antigens mRNA, complementary DNA cloning/ 


characterization 5631. 
cell surface glycoproteins genes, characterization 6516. 


DNA, restriction endonuclease analysis 1543. 
kinetoplasts, DNA, structure/transcription/mutants 6110. 
kinetoplasts DNA, arrangement 6519. 

kinetoplasts DNA, networks, segregation 360. 


kinetoplasts DNA, nucleotide sequence organization/ 
transcription/mutants 3619. 


kinetoplasts DNA, nucleotide sequence organization/ 
transcription activity 3613. 

kinetoplasts DNA, restriction endonuclease analysis 3000. 

kinetoplasts DNA transcription 6012. 

polyribosomes, isolation/characterization 3951. 

ribonuclease, isolation/characterization 5325. 

tRNA 6.5S, characterization 164. 

surface antigen mRNA, isolation/characterization 835. 

variable surface antigen mRNA, purification 6382. 

variant surface antigen mRNA, purification/translation-cell- 
free system 237. 


Trypanosoma cruzi, 

chromatin, subunit structure 3820. 

infection, etfects on RNA biosynthesis, human fibroblasts 
1447. 

kinetoplasts DNA, restriction endonuclease analysis 3618. 

kinetoplasts DNA, tertiary structure, ethidium bromide/9- 
hydroxyellipticine/berenil, effects on 361. 

ribosomes, antigens, roleeRNA 4391. 

Trypanosoma equiperdum, 

antigens variants, absence-kinetoplasts DNA 865. 

kinetoplasts, DNA, ellipticine, effects on 6457. 

kinetoplasts DNA, loss, induction-berenil 2417. 

kinetoplasts DNA, nucleotide sequence 65 18. 

Trypanosoma evansi, 

kinetoplasts DNA, arrangement 6519. 

Trypanosoma lewisi, 

kinetoplasts DNA, cloning/characterization 5215. 

Tryptamine, 

complex-dinucleoside phosphates, n.m.r. 3370. 

Tryptophan, 

complex-thymine/uracil, conductivity 5878. 

containing peptides, complex-nucleotides/polynucleotides/ 
DNA, spectroscopy (u.v.) 2710. 

effects on polyribosomes/protein biosynthesis, liver, rats 
2748. 

interaction-polynucleotides, photochemistry 1322. 

interaction-pyrimidines, photochemistry 1279. 

photooxidation products, + radiation (u.v.) exposure-DNA, 
free radicals production 300. 

pyrolysis products, binding-DNA 2194. 

reaction-uridine (5-bromo), photoinduction 3348. 


TTP, 

interaction-avian myeloblastosis virus DNA polymerase 
(RNA-dependent) 3791. 

TTP (3’-fluoro), 

inhibition-phage T4 DNA polymerase 4473. 

TTP (trifluoro), 

incorporation-calf thymus DNA, cell-free system, effects on 
chains termination 1675. 
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TTP(2',3'-dideoxy), 

inhibition-DNA polymerase a/DNA polymerase f, 
leucocytes, leukaemia, man 1792. 

Tuberactinomycin, 

binding-RNA, ribosomal subunits, effects on ribosomal 
subunit 50S assembly 2003. 


induction-misreading, Escherichia coli , in vitro 3411. 

Tubercidin, 

adenosine (7-deaza), inhibition-RNA methylation, leukaemia 
cells 58. 

containing, polynucleotides, synthesis/properties, mRNA 
function 5439. 

Tubercidin (5-bromo), 

synthesis 2631. 

Tubulin, 

genes, Drosophila melanogaster , organization 3015. 

mRNA, biosynthesis, Chlamydomonas reinhardtii , tubulin 
induction 5510. 

a-Tubulin, 

genes, Drosophila melanogaster , characterization 5644. 

genes, localization-chromosomes, chickens 6135. 

genes, multiple forms, Chlamydomonas , occurrence, gene 
expression regulation 5627. 


mRNA, brain, embryos, chickens, nucleotide sequence 3463. 


mRNA, brain, rats, purification/characterization 3423. 

mRNA, rats, complementary DNA clones, nucleotide 
sequence 6139. 

B-Tubulin, 

genes, localization-chromosomes, chickens 6135. 

genes, multiple forms, Chlamydomonas , occurrence, gene 
expression regulation 5627. 


mRNA, brain, embryos, chickens, nucleotide sequence 3463. 


mRNA, brain, rats, purification/characterization 3423. 

Turnip crinkle virus, 

satellite RNA, characterization/function 6403. 

Turnip yellow mosaic virus, 

infected, Brassica chinensis , RNA polymerase (RNA- 
dependent) 2486. 

nucleoproteins, biosynthesis/assembly, Brassica pekinensis 
6661. 

RNA, characterization 2795, 3997. 

RNA, reverse transcription 2331. 

RNA-proteins binding sites, identification, use-cross-linking 
621. 

Tyrosine, 

complex-thymine, X-ray diffraction 3879. 

Tyrosine aminotransferase, 

biosynthesis, hepatoma cells, post-transcription regulation- 
AMP (cyclic) 3948. 

production, poly (A)-containing RNA, liver, rats, translation 
in vitro 846. 

mRNA, liver/rats, regulation-hydrocortisone/N®,O?'- 
dibutyryladenosine3’,5'-phosphate 247. 

Tyrosine hydroxylase, 

mRNA, pheochromocytoma, rats, translation-cell-free 
system, products characterization 6049. 

Tyrosine 3-Monooxygenase, 

mRNA, pheochromocytoma cells, translation, 
dexamethasone, effects on 4636. 

3T3 cells, 

DNA biosynthesis, stimulation-melittin/vasopressin, 
mechanisms 3128. 

protein biosynthesis control during adipose conversion 724. 

transfection-Harvey sarcoma virus DNA, proviruses, 
characterization 5202. 


3T6 cells, . ; 
serum stimulation, protein biosynthesis regulation, poly (A)- 
containing mRNA, content 253. 


Ubiquitin, 

modification-histone H2b 1199. 

Ultrasonics, 

effects on-DNA 5580. 

UMP, 

conformation, n.m.r. 5002. 

crystals, radiation damage, e.s.r. 1915. 

radiation (y) radicals, e.s.r. 1319. 

reaction-methylmercury perchlorate/cis-dimethylgold 
perchlorate/dichloroethylenediamine palladium II/trans- 
dichlorodiammine palladium II/ci-dichlorodiammine 
platinum II/trans-dichlorodiammine platinum II/tetray- 
acetato-dirhodium II, spectroscopy (Raman) 674. 

sodium salts, structure, X-ray crystallography 677. 

dUMP (5- ethyl), 

effects on herpes simplex virus 1/herpes simplex virus 2 
deoxythymidine kinase deficient mutant replication 2701. 

UMP (5-fluoro-2'-deoxy), 

chromatography (reversed-phase) 643. 

dUMP (5-Propyl), 

effects on herpes simplex virus 1/herpes simplex virus 2 
deoxythymidine kinase deficient mutant replication 2701. 

dUMP, 

disodium, structure 2699. 

Uracil, 

analogues, thuringiensin, inhibition-RNA polymerase, 
Escherichia coli 5004. 

N-carbamoy] pyrimidines derivatives, synthesis/properties 
2642. 

complex-cadmium, structure 2639. 

complex-nickel, structure 2638. 

complex-tryptophan, conductivity 5878. 

conformation, spectroscopy (i.r.) 1282. 

containing, DNA biosynthesis/metabolism, Escherichia coli , 
mutants 4309. 

derivatives, inhibition-uridine phosphorylase/deoxyuridine 
phosphorylase/thymidine phosphorylase cleavage-uridine (5- 
fluoro-2’-deoxy) 645. 

derivatives, synthesis/antiviral activity 1283. 

free radicals, e.s.r. 3881. 

halogens derivatives, characterization 1885. 

mass spectroscopy 640. 

photoinduced hydration, effects on dinucleoside 
monophosphates conformation 1933. 

radiolysis, radicals identification 4975. 

ultrasound lysis, products 1884. 

Uracil (5-alkyl), 

+ purines, chromatography (high-performance liquid) 5414. 

containing, DNA, synthetic phages models, degradation- 
nuclease 545. 

dinucleotides, synthesis 5907. 

Uracil (6-amino-3-methyl-5-(N-formylmethylam, 

human urine, isolation/characterization 32. 

Uracil (1-aryl-6-aza), 

synthesis 2645. 

Uracil (5-[4-(6-Azauracil-1-yl)benzy ]-6-aza), 

derivatives, synthesis 3880. 

Uracil (5-bromo), 

+ Hoechst 33258 + light, breakage-DNA, Mycoplasma / 

Acholeplasma 272. 

induction-phage 4 prophages, Escherichia coli , relationship- 
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Uracil (5-bromo),(continued) 
DNA repair 3343. 


photochemistry reduction 4973. 

Uracil (5-bromo-6-aza), 

effects on Saccharomyces cerevisiae growth/cell division 
3886. 

Uracil (2-bromoviny]) arabinoside, 

inhibition-DNA biosynthesis, herpes simplex virus 1 6347. 

Uracil (5-chloro), 

incorporation-DNA, liver/testes, mice 5883. 

Uracil (2-chlorovinyl) arabinoside, 

inhibition-DNA biosynthesis, herpes simplex virus 1 6347. 

Uracil (1-(6-deoxy-a-L-talofuranosyl)), 

reaction-1,3-dichloro-1,1,3,3-tetraisopropyldisiloxane 48. 

Uracil (5,6-dihydro)-6-sulphonate, 

complex-sodium, structure, X-ray diffraction 2640. 

Uracil (N,N’-dimethyl), 

photoinduced physical properties 3340. 

Uracil (1,3-dimethyl-4-thio), 

photochemical reaction-lysine 3338. 

Uracil (fluoro), 

treatment-melanocytes lesions, man 5416. 

Uracil (5-fluoro) nucleoside, 

synthesis/enzymes degradation/antibacterial activity 3894. 

Uracil (5-fluoro), 

+ thymidine, antitumour activity 4996. 

analogues, effects on hypersensitivity (delayed), mice 4978. 

antitumour activity, improvements, methodology 37. 

antitumour activity, mechanisms 34. 

antitumour activity/toxicity, mice/rats, allopurinol, effects on 
31. 

chromatography (reversed-phase) 643. 

derivatives, mass spectroscopy 3882. 

derivatives, synthesis 3339. 

derivatives, synthesis/antitumour activity 3349. 

effects on guinea-pigs heart 4456. 

effects on limbs development, mice 4455. 

effects on megakaryocytes, spleen, mice 1887. 

effects on mRNA biosynthesis/translation, Ehrlich ascites 
tumour cells 4616. 

effects on rRNA biosynthesis, chloroplasts/cytoplasm, 
Nicotiana rustica 2125. 


effects on thymidine kinase release, Morris hepatoma cells, in 
vitro 2650. 

human plasma, chromatography (high-pressure liquid) 1883. 

incorporation-RNA, lymphoblasts, man 4454. 

inhibition-growth, human/mice cell lines 1286. 

modification-Bacillus subtilis tRNA nucleosides 3342. 


pharmacokinetics, man 1285. 


prevention-mammary gland/pituitary tumours, rats 646. 
radioactive labelling, use-human tumours scanning 33. 

' N-substituted derivatives, mass spectroscopy 5880. 
treatment-human vulva carcinoma 35. 


Uracil (5-fluoro-6-alkoxy-5,6-dihydro), 

synthesis 2641. 

Uracil (2'-methylthio) arabinoside, 

synthesis 49. 

Uracil (1-pheny!-6-aza), 

synthesis/antiprotozoal activity 1288. 

Uracil (1-(tetrahydro-2-furany!)-5-fluoro), 

effects on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, human fibroblasts 36. 


Uracil (1-(2-tetrahydrofuryl)-5-fluoro), 
interaction-poly(glutamate) 4974. 

Uracil (2-thio), 

crystals, e.s.r. 1886. 

derivatives, structure, X-ray crystallography 642. 
hydrogen bonds formation, spectroscopy 26. 
Uracil (4-thio), 

derivatives, synthesis 2643. 

Uracil arabinoside, 

chromatography (high-performance liquid) 4980. 
Uracil(5-carboxy-6-methyl), 

synthesis 5881. 

Uracil-DNA glycosylase, 

HeLa cells, purification/characterization 5788. 


Urea, 

derivatives, effects on deoxyribonuclease activity 3762. 

Urechis caupo, 

ribosomal subunits, rRNA, processing 5998. 

Urethan, 

induced, DNA repair, hepatocytes culture, rats 1043. 

Urethane, 

effects on DNA biosynthesis, regenerating liver, rats 4804. 

Uridine, 

complex formation-poly (U), spin labelling 1941. 

conformation, nuclear Overhauser effect 56. 

conjugate-albumin, serum, man/y-globulin, cattle 5887. 

copolymers-uridine (-4-thio), inhibition-avian myeloblastosis 
virus DNA polymerase (RNA-dependent) 1178. 

derivatives, chromatography (gas) 1290. 

derivatives, hydrogen bonds, n.m.r./c.d./spectroscopy (i.r.) 
3352. 

derivatives, synthesis 3892. 

methylation 45. 

self-association/base pairs formation-adenine/guanine/ 
cytidine, n.m.r. 1277. 

spectroscopy (i.r.) 659. 

starvation, effects on RNA biosynthesis regulation, 
Escherichia coli 1430. 

5-substituted derivatives, conformation 57. 

uptake, 3T3 cells, relationship-DNA biosynthesis stimulation 
81276 

Uridine (2-alkoxy), 

reaction-ammonia 2646. 

Uridine (4-alkoxy), 

reaction-ammonia 2646. 

Uridine (5-(aminomethyl)-2-deoxy), 

analogues, synthesis/antitumour activity/antiviral activity 
1297. 

Uridine (3-aza), 

treatment-leukaemia, human/mice, effects on cytidine (5-aza) 
metabolism 1910. 

Uridine (6-aza), 

combination-adenine (9-(2,3-dihydroxypropyl)), antiviral 
activity 28. 

inhibition-inosinate dehydrogenase, Ehrlich ascites tumour 
cells/CHO cells 3358. 

Uridine (5-(azidomethy!)-2-deoxy), 

analogues, synthesis/antitumour activity/antiviral activity 
1297. 

Uridine (5-bromo), 

reaction-tryptophan, photoinduction 3348. 

Uridine (bromodeoxy), 

effects on retrovirus like particles production, prostate cells, 
man 2687. 
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Uridine (bromodeoxy),(continued) 

effects on sister chromatid exchange/chromosome 
aberrations, mice 3359. 

substitution-mammalian DNA, effects on 
endodeoxyribonuclease MbolI cleavage 2296. 

Uridine (2'-bromo-2'-deoxy), 

radiolysis 4988. 

Uridine (5-bromodeoxy), 

containing, Chinese hamster cells, DNA repair, radiation 
(u.v.) 6583. 

containing, DNA, embryo cells, rats, restriction 
endonuclease digestion/chromtography (affinity) 4739. 

effects on cell lines, human/mice 671. 


effects on differentiation, thymidine kinase-deficient 
myoblasts, mice 2686. 


effects on phage fd promoters activity in vitro 2685. 
incorporation-DNA, tissues, neonatal rats 476. 


induction-baboon endogenous virus, Papio cynocephalus cell 
lines 4997. 


induction-retrovirus, aphidicolin, effects on 1911. 

induction-sister chromatid exchange/chromosome 
aberrations, CHO cells 1309. 

inhibition-lymphocytes T differentiation 5429. 

mutagenesis, mammalian cells, relationship-nucleotide 
(deoxy) pools 4466. 

Uridine (5-bromo-2’-deoxy), 

inhibition-oestrogen induction-proteins, mammary gland 
tumours cell lines, man 5898. 


inhibition-RNA biosynthesis, polyoma virus 4056. 

Uridine (5-(2-bromovinyl)-2'-deoxy), 

inhibition-DNA biosynthesis, herpes simplex virus 1 5893. 

inhibition-DNA polymerase, herpes simplex virus 1/Epstein- 
Barr virus, mechanisms 5431. 

Uridine (5-carbamoylmethyl), 

conformation, n.m.r. 4987. 

Uridine (5-carboxymethy]l), 

conformation, n.m.r. 4987. 

Uridine (5-(Carboxymethylaminomethy!)-2-thio), 

Bacillus subtilis tRNA Lys, structure 4464. 

Uridine (5'-chloro-5'-deoxy-2’,3'-sulphinyl), 

n.m.r. 5421. 

Uridine (3-deaza), 

treatment-tumours, man 4999. 

Uridine (deoxy), 

effects on cell lines, human/mice 671. 

effects on phage fd promoters activity in vitro 2685. 

nucleotides, separation-chromatography (thin-layer) 70. 

Uridine (2'-deoxy), 

derivatives, antiviral activity/antitumour activity/inhibition- 
thymidylate synthase 4998. 


5'-substituted, antiviral activity/antitumour activity, review 
33iL3: 


5-substituted derivatives, inhibition-L1210 cells growth, role- 
thymidylate synthetase 5427. 


derivatives, chromatography (gas) 1290. 
Uridine (5'-deoxy-5-fluoro), 
antitumour activity 66. 


Uridine (5'-deoxy-5'-iodo), 

radiolysis 4988. 

Uridine (a-D-fluoro), 

derivatives, synthesis 1298. 

Uridine (5-fluoro), 

chromatography (reversed-phase) 643. 

Uridine (fluorodeoxy), 

effects on DNA content, Pisum sativum , during elongation 
growth 1660. 

Uridine (5-fluorodeoxy), 

effects on cell lines, human/mice 671. 

effects on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, Ehrlich ascites tumour cells 1072. 

effects on methotrexate inhibition-RNA biosynthesis/protein 
biosynthesis, Ehrlich ascites tumour cells 2123. 


induced, sister chromatid exchange/chromosome aberrations, 
Chinese hamster cells, distribution 1219. 

modification-radiation (y)-induced DNA damage, human 
lymphocytes 894. 

Uridine (5-fluoro-2'-deoxy), 

chromatography (reversed-phase) 643. 

cleavage-uridine phosphorylase/deoxyuridine phosphorylase/ 
thymidine phosphorylase, inhibition-uracil derivatives 645. 

effects on nucleotide (deoxyribo) pools, human 
neuroblastoma cells/embryos, rats 672. 


effects on radiation (y)-induced chromosome aberrations, 
human lymphocytes 2577. 


human plasma, chromatography (high-pressure liquid) 1883. 

Uridine (5-formyl!-2'-deoxy), 

derivatives, antiviral activity, herpes simplex virus 1/herpes 
simplex virus 2 3357. 


Uridine (5-(hydroxymethyl)-2-deoxy), 
analogues, synthesis/antitumour activity/antiviral activity 
1297. 


conformation, n.m.r./X-ray diffraction 658. 

Uridine (5-iodo), 

reaction-alkynes 2668. 

Uridine (5-iodo-5'-amino-2',5'-dideoxy), 

immunosuppression, mice 1312. 

Uridine (5-iododeoxy), 

induction-retrovirus, aphidicolin, effects on 1911. 

substitution-SV40 DNA, biological properties, effects on 
6345. 

Uridine (5'-iodo-2'-deoxy), 

effects on immune response (cell-mediated), in vitro, man 
1304. 


+ mitomycin C, enhancement-SV40 replication, Chinese 
hamster kidney cells 1311. 


effects on SV40 transcription, embryo cells, mice 3499. 


enhancement-Newcastle disease virus replication/cytopathic 
effects, cells, chick embryo/mice 1909. 


hydrolysis, chromatography (high-performance liquid) 3345. 


immunosuppression, mice 1312. 
incorporation, bone marrow cells, mice, radiation (ionizing), 
effects on 5709. 


radioactive labelling decay, induced, damage, DNA repair, 
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Uridine (5-Iodo-2'-deoxy),(continued) 
Escherichia coli , mediation-recA gene 439. 

Uridine (5-Mercapto-2'-deoxy), 

derivatives, synthesis/antiviral activity 1896. 

Uridine (5-methoxycarbonylmethyl), 

conformation, n.m.r. 4987. 

Uridine (5'-methoxymethyI-2'-deoxy), 

pharmacology 5430. 

Uridine (5-methyi), 

analogues, synthesis 3893. 

Uridine (5-methylaminomethyl-2-thio), 

synthesis 1893. 

Uridine (6-methyl-2'-deoxy), 

conformation, X-ray diffraction 1902. 

Uridine (5-i-propyl-2'-deoxy), 

synthesis 2667. 

Uridine (pseudo), 

halogenation 50. 

residues, uridine-rich RNA 5’-terminus 4565. 

synthesis 4460. 


Uridine (2-thio), 

mass spectroscopy 1903. 

reaction-N-(4-dimethylamino-2-naphthy!)bromoacetamide/N- 
(4-anilino-1-naphthyl)bromoacetamide, fluorescence 1894. 

Uridine (4-thio), 

copolymers-uridine, inhibition-avian myeloblastosis virus 
DNA polymerase (RNA-dependent) 1178. 

incorporation-RNA, Raphanus sativus seeds, during 
germination 1452. 

reaction-N-(4-dimethylamino-2-naphthy!)bromoacetamide/ N- 
(4-anilino-1-naphthyl)bromoacetamide, fluorescence 1894. 

tRNA, Thermus thermophilus /Escherichia coli , reaction- 
hydrogen peroxide, c.d. 1895. 

Uridine (4-thiopseudo), 

structure 2678. 

Uridine (5-trifluoro), 

synthesis 2664. 

Uridine (5 -trifluorodeoxy), 

synthesis 2664. 

Uridine (5-trifluoromethyl-2'-deoxy), 

inhibition-replication, cell lines, mice 5899. 

Uridine (5'-chloro-5'-deoxy-2’ ,3’-sulphinyl-6-aza), 

n.m.r. 5421. 

Uridine dinucleotide, 

synthesis 2708. 

Uridine phosphorylase, 

cleavage-uridine (5-fluoro-2'-deoxy), inhibition-uracil 
derivatives 645. 

Uridylyl-(5'>N)-amino acids, 

hydrolysis, mechanisms 3362. 

Urokinase, 

messenger activity, poly (A)-containing RNA, kidney/kidney 

_ embryo cells, man 2142. 
mRNA, complementary DNA, man, expression-Escherichia 

coli 6633. 


Ustilago cynodontis, 

mitochondria, DNA, physical properties 4776. 

Ustilago maydis, 

deoxyribonuclease f, purification/characterization 2464. 

DNA repair, double-stranded breakage, radiation (ionizing)- 
induced 442. 

viruses, double-stranded RNA, restriction-modification 4621. 


Uteroglobin, 

genes, rabbits, cloning-plasmid pBR322, recombinants 
characterization 525. 

genes, transcription, endometrium, rabbits, hormones 
regulation 2848. 

precursors, mRNA content, endometrium, rabbits, oestradiol/ 
progesterone, effects on 6005. 

mRNA, endometrium, rabbits, induction-progesterone, 
mechanisms 6006. 

mRNA, rabbits, complementary DNA synthesis/purification/ 
characterization 3644. ; 

mRNA, rabbits, relationship-progesterone receptors 4067. 

UTP, 

pools, activity, assays 2715. 

UTP (bromodeoxy), 

substrates-DNA polymerase y 6284. 

UTP (deaza), 

leukaemia cells, man, chromatography (high-performance 
liquid) 3914. 

UTP (3'-deoxy), 

inhibition-Dictyostelium discoideum RNA polymerase 1/ 
RNA polymerase II 6342. 

UTP (iododeoxy), 

substrates-DNA polymerase y 6284. 

Uukuniemi virus, 

RNA, translation, in vitro, products characterization 3513. 


Vaccinia virus, 

adenosine (3'-deoxy)/adenosine (5'-deoxy), antiviral activity 
1306. 

cell-free system, translation-Drosophila melanogaster cell- 
free system 4076. 

cores, inhbition-initiation complex formation, reticulocyte 
lysate 5951. 

cytoplasm, RNA transcripts, characterization 4553. 

DNA, termini, tandem repeated sequences 345. 

DNA-binding protein, isolation/poxvirus 6675. 

DNA biosynthesis/replication, comparison-reovirus RNA 
biosynthesis, review 633. 

DNA polymerase, inhibition-aphidicolin, mechanisms 2495. 

DNA replication, initiation/termination 3673. 

DNA replication-chick embryos fibroblasts 4786. 

DNA terminal repeat, transcripts characterization 3449. 

effects on DNA repair, 4-nitroquinoline-1-oxide-induced 
damage, mice/embryos, chickens 3703. 

genomes, terminal repeats, instability 4705. 

GTP pyrophosphates exchange enzymes, association-mRNA 
guanyltransferase RNA (guanine-7-)-methyltransferase 
complex 2514. 

inhibition-initiation complex formation, Ehrlich ascites 
tumour cells 1382. 

inhibition protein biosynthesis, hosts cells, radiation (u.v.), 
effects on 6364. 

inhibition-protein biosynthesis, hosts cells, radiation (u.v.), 
effects on 6365. 

keratitis, rabbits, treatment-adenine arabinoside/ 
hypoxanthine arabinoside 60. 

late proteins, mapping 1534. 

modification-DNA repair, cells, eukaryotes 4274. 

mutagenesis, cell lines, mice, relationship-DNA repair 1623. 

nucleoproteins complex, characterization 4396. 

replication, inhibition-adenine (9-(2,3-dihydroxypropyl)) 
4453. 

mRNA, analysis/mapping 770. 

mRNA, 5’-terminus, nucleotide sequence heterogeneity 2054. 
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Vaccinia virus,(continued) 

mRNA, 5'-terminus caps formation 3500. 

mRNA, translation-cell-free system, early genes mapping 
3514. 

RNA guanylyltransferase, mRNA capping, mechanisms 
4890. 

mRNA methylation, inhibition-2',5’-oligo (A) 5’-phosphates 
5019. 

mRNA transcripts, mapping 6504. 

variants, DNA, characterization 4189. 

Valinomycin, 

inhibition-protein biosynthesis elongation, reticulocytes, 
rabbits 3967. 

Vanadates, 

effects on insulin stimulation-DNA biosynthesis, mammary 
gland, mice 3121. 

Vasopressin, 

stimulation-DNA biosynthesis, 3T3 cells, mechanisms, 
comparison-12-O-tetradecanoylphorbol-3-acetate 1656. 

stimulation-DNA biosynthesis, 3T3 cells, mechanisms 3128. 

Velvet tobacco mottle virus, 


RNA, biological properties/physicochemical properties 5544. 


RNA, isolation/characterization 3452. 

viroids-like RNA, characterization, comparison-Solanum 
nodiflorum mottle virus 3992. 

viroids-like RNA, purification/characterization 3453. 

Venezuelan equine encephalitis virus, 

experimental infection, mice, double-stranded RNA/ 
interferon, effects on 4620. 

Verticillium dahliae, 

infection-Gossypium seeds, DNA structure/organization 
5248. 


Vesicular stomatitis virus, 

cell-free system, translation-Drosophila melanogaster cell- 
free system 4076. 

defective-interfering particles, production-A edes albopictus 
cell lines 2842. 

defective-interfering particles, RNA, characterization/in vitro 
transcription 5492. 

defective interfering particles, RNA, structure 3991. 

defective-interfering particles, RNA 5’-terminus, L gene 
location/role-polyadenylation 159. 

defective-interfering particles RNA biosynthesis in vitro 187. 

infected cells, RNA, defective-interfering particles, effects on 
198. 

inhibition-DNA biosynthesis, hosts, cells 5273. 

inhibition-mRNA translation, hosts cells 6029. 

leaders RNA, interaction-nucleocapsids proteins, role- 
replication 5395. 

nucleocapsids, replication/assembly 567. 

protein kinase, role-transcription 2101. 

replication, Aedes albopictus , methionine deprivation, effects 
on 6424. ’ 

mRNA, separation-electrophoresis 752. 

mRNA, 5’-terminus caps, cycloleucine, effects on 6432. 

mRNA, translocation, infected CHO cells 3515. 

RNA biosynthesis, infected BHK cells 2843. 

RNA biosynthsis, inhibition-ATP arabinoside/trisodium 
phosphonoformate 2682. 

RNA polymerase, inhibition-protamine 4374. 

RNA polymerase (RNA-dependent), transcription, 
mechanisms 5102. 


RNA S’-terminus, transcription 4574. 

RNA transcripts, characterization 771. 

mRNA translation, infected BHK cells, regulation 2884. 
mRNA, transcription in vitro 186. 


mRNA 14.58, poly (A) adjacent nucleotide sequence 158. 

transcription, attenuation 4057. 

transcription, products identification 6425. 

Vespa orientalis, t ty 

venom, deoxyribonuclease, purification/characterization 
5330. 

Vibrio cholerae, 

DNA, nucleotide sequence homology-Escherichia coli 
enterotoxins genes 953. 

free polyribosomes, biosynthesis-cholera toxin precursors 
1355- 

R factors, stability 4831. 

Vibrio parahaemolyticus, 

plasmids content 6629. 

Vicia faba, 

chloroplasts, rRNA gene structure/organization, 
denaturation mapping/R-loops analysis 408. 

chloroplasts, RNA 4.5S genes, occurrence 864. 

embryos, chromatin replication 3264. 

maleic hydrazide-induced chromosomes damage, caffeine/ 
hydroxyurea, effects on 1829. 

nucleolus organizer region, characterization 3280. 

rRNA gene, nucleotide sequence homology-Escherichia coli 
chloropiasts 3049. 

Vicilin, 

mRNA, Pisum sativum , complementary DNA, synthesis/ 
characterization 3047. 

Vigna radiata, 

embryos, maturation-specific mRNA, characterization 2078. 

genomes, repetitive sequence 5666. 

leaves, RNA biosynthesis, inhibition-heat, products 
characterization 6022. 

Vigna sinensis, 

leaves, RNA/proteins metabolism, tobacco necrosis virus, 
effects on 6427. 

Vigna unguiculata, 

protoplasts, cowpea mosaic virus RNA expression 2093. 

terminal uridylyl transferase, purification/characterization 
5787. 

Vimentin, 

mRNA, skeletal muscle/smooth muscle, chickens, 
translation-reticulocyte lysate, products characterization 
5548. 

Violamycins, 

inhibition-phage T3 DNA transcription 3495. 

Viomycin, 

stabilization-tRNA, ribosomes acceptors site 2004. 

Virginiamycin M, 

damage-Escherichia coli /Bacillus subtilis ribosomes 2002. 

Viroids, 

characterization, review 3315. 

DNA, lymphoma, hamsters, isolation/characterization 5159. 

infectious RNA, characterization, review 1266. 

review 3861. 

RNA, transcription-Lycopersicon peruvianum RNA 
polymerase II 5773. 

Viruses, 

see also specific viruses 

DNA, cloning/expression 4326. 

DNA, restriction endonuclease analysis, review 634. 

Drosophila melanogaster , heat shock proteins mRNA, 
characterization 2883. 

Ustilago maydis , double-stranded RNA, restriction- 
modification 4621. 

Visna virus, 

gene expression, sheep 6426. 

RNA, antigens variants, nucleotide sequence analysis 772. 
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Vitamin A, 

effects on tRNA (aminoacyl) synthetase 709. 

inhibition-7,12-dimethylbenz(a)anthracene binding-DNA, 
cells, epidermis, mice 6061. 

Vitamin B12, 

deficiency, effects on DNA biosynthesis/RNA biosynthesis, 
human bone marrow cells 483. 

Vitamin C, 

inhibition-7,12-dimethylbenz(a)anthracene binding-DNA, 
cells, epidermis, mice 6061. 

Vitamin D, 

dependent, calcium-binding protein biosynthesis, 
polyribosomes, kidney/duodenum, chickens 1975. 

Vitamin E, 

effects on RNA biosynthesis/protein biosynthesis, liver, rats 
4070. 

effects on rod outer segments inhibition-DNA biosynthesis/ 
RNA biosynthesis, lymphocytes 1682. 

Vitamin K, 

dependent, carboxylation-Escherichia coli ribosomes 738. 

Vitellogenin, 

genes, Drosophila melanogaster , structure 5222. 

genes, Xenopus laevis , repetitive DNA, characterization/ 
expression 6132. 

precursors, mRNA, Drosophila melanogaster fat body, 
translation-reticulocyte lysate, products analysis 3517. 

mRNA, Ameiurus nebulosus liver, translation-cell-free 
system, products, characterization 2888. 

mRNA, chickens, cloned complementary DNA, 
characterization 3019. 

mRNA, liver, chickens, translation efficiency 4627. 

mRNA, Locusta migratoria , preparation/characterization, 
synthesis-complementary DNA 4084. 

mRNA, Xenopus laevis , translation-cell-free system 840. 

Volvox carteri, 

DNA metabolism, A®-tetrahydrocannabinol/ethidium 
bromide, effects on 1059. 

poly (A)-containing RNA, isolation/characterization 4004. 


Wheat germ, 

see also Triticum 

chloroplasts, tRNA (methionyl) synthetase, purification/ 
characterization 3939. 

DNA nucleotidylexotransferase, characterization 1794. 

informosomes, characterization, in vitro 3851. 

initiation factor 3, characterization 5952. 

lysates, mRNA poly (A) turnover 2879. 

mitochondria, DNA polymerase, purification/ 
characterization 6282. 

oligo (U)/poly (U)-containing RNA 2079. 

poly (A)-containing mRNA biosynthesis, gibberellic acid, 
effects on 1426. 


ribosomes, dissociation factors, characterization 3962. 


RNA polymerase II, inhibition-pyran copolymers 1781. 

RNA polymerase II, phosphorylation, in vitro/in vivo 2485. 

Woodchuck hepatitis virus, 

DNA polymerase, inhibition-trisodium phosphonoformate 
2494. 


X chromosome, 

Drosophila hydei , chromatin templates activity 6309. 
X-ray crystallography, 

adenine complex-methylmercury perchlorate 637. 


cytidylyl-(3’,5’-)-adenosine interaction-proflavine, structure 
1326. 

UMP sodium salts structure 677. 

uracil (2-thio) derivatives structure 642. 

X-ray diffraction, 

adenine arabinoside structure 1899. 

adenosine (8,5'-cyclo) 5418. 

adenosine (8-morpholino arabinoside structure 655. 

adenosine (8-thioxo) structure 656. 

ADP dihydrate potassium salts, structure 2694, 2695. 

chromatin 581. 

cytosine complex-calcium chloride, structure 2635. 

cytosine complex-N,N-phthaloyl-DL-glutamic acid, structure 
3341. 

DNA complex-daunomycin, structure 3547. 

DNA double helix polymorphism 2214. 

DNA fibres conformation, media, effects on 1522. 

DNA films 3058. 

endodeoxyribonuclease EcoRI complex-DNA 4357. 

Escherichia coli elongation factor Tu GDP binding sites, 
structure 6380. 

Escherichia coli ribosomal protein L7/L12 C-terminus 
fragments, structure 111. 

IMP calcium salts, structure 2698. 

inosine (2'-deoxy-2'-fluoro) structure 2677. 

nucleosomes cores crystals 4435. 

phage fd DNA structure 4147. 

poly (A) + poly (dT) hybrids 4485. 

reovirus 3 RNA structure 6395. 

RNA oligonucleotides fragments 5959. 

thymidine (5’-acetamido-3’-acetyl-5'-deoxy) structure 2680. 

thymine complex-tyrosine 3879. 

triostin A analogues, intercalation-DNA, models 4244. 

uracil (5,6-dihydro)-6-sulphonate complex-sodium, structure 
2640. 

uridine (5-hydroxymethyl-2'-deoxy) conformation 658. 

uridine (6-methyl-2'-deoxy) conformation 1902. 

X-ray scattering, 

chromosomes, erythrocytes, chickens, structure 3279. 

Escherichia coli RNA polymerase a-subunit 2476. 

Escherichia coli rRNA 16S fragments conformation 2797. 

nucleosomes 4421. 

Xanthine phosphoribosyltransferase, 

genes, Escherichia coli , expression-kidney cells, monkeys 
1737. 

Xanthobin, 

effects on radiation (y)-induced DNA damage 2198. 

Xanthomonas manihotis, 

endodeoxyribonuclease Xmnl, purification/characterization 
3187. 

Xanthomonas oryzae, 

exodeoxyribonuclease, purification/characterization 2463. 

Xenopus, 

a-globin/f-globin mRNA, nucleotide sequence homology, 
use-recombinant plasmids 778. 

histones biosynthesis, review 1875. 

immunoglobulins heavy chains DNA-containing 
recombinant plasmids, construction/characterization 4664. 

oocytes, nuclei, localization-tRNA splicing enzymes 3795. 

oocytes, rRNA 5S-bound transcription factors 22: 

oocytes, RNA 5S genes transcription factors, association- 
RNA 5S, differentiation, effects on 2597. 

RNA 5S genes, structure/transcription, review 3328. 

rRNA 5S genes, transcription, in vitro 6417. 

RNA 5S genes, transcription-oocytes, mice 4063. 

rRNA 5S genes deletion mutant, binding-transcription 
factors 4578. 


IRL©1981 


205 


Subject Index 


Subject lade ou! E206 COr eee 


Xenopus, (continued) 

somatic cells nuclei, rRNA 5S genes, reactivation-oocytes 
3164. 

tissue culture/oocytes, rRNA 5S genes transcription factors 
4605. 

Xenopus laevis, 

blastulae, nucleoli, localization-RNA polymerase I 3201. 

chromatin, f-globin/albumin/vitellogenin genes-containing, 
conformation 5820. 

chromatin, vitellogenin genes-containing, conformation, 
oestrogen, effects on 5821. 

DNA, histones genes, organization 5226. 

DNA replication origin, cloning 1125. 

DNA-unwinding protein, purification/characterization 6314. 

eggs, nucleoplasmin-mediated nucleosomes assembly 1203. 

eggs, polyoma virus/SV40 DNA replication, regulation 1621. 

eggs/oocytes, poly (A)-containing mRNA, human chorionic 
gonadotropin stimulation 5119. 

embryos, development, DNA nucleotidylexotransferase 
identification/characterization 6285. 

embryos, mRNA, analysis during development, use- 
recombinant plasmids 755. 

embryos, MRNA genes, containing, recombinant plasmid 
pBR322, construction/characterization 1088. 

a-globin genes, isolation/characterization 3638. 

a-globin/B-globin genes, linkage/duplication 976. 

a-globin/B-globin genes, organization 975. 

B-globin mRNA, nucleotide sequence 171. 

histones genes, cloning/restriction endonuclease analysis 
5225. 

lampbrush chromosomes transcription units, 
characterization 3284. 

mitochondria, DNA, replication origin, role-transformation, 
yeasts 5749. 

nuclei/polyribosomes, poly (A)-containing mRNA, 
nucleotide sequence complexity during development 1407. 

oocytes, chromatin structure, rRNA gene transcription, 
effects on 5801. 

oocytes, DNA assembly-nucleosomes 2560. 

oocytes, localization-DNA polymerase a/DNA polymerase 
B/DNA polymerase y 3218. 

oocytes, nucleoprotein 42S, characterization 1192. 

oocytes, processing-yeasts tRNA Tyr genes 3376. 

oocytes, replication-adenovirus (human) 6/adenovirus 
(simian) 7/calf thymus/plasmid pBR322 DNA 4264. 

oocytes, replication-adenovirus/thymus DNA/plasmid 
pBR322 6586. 

oocytes, ribonucleoprotein (messenger), identification 5794. 

oocytes, tRNA (aminoacyl) synthetase interaction-tRNA 
103. 

oocytes, rRNA biosynthesis initiation 192. 

oocytes, tRNA methyltransferase, spermine, effects on 5030. 

oocytes, rRNA SS genes, transcription 6418. 

oocytes, translation inhibitors, interferon specificity, 
biosynthesis-cell-free system 4522. 

oocytes, translation-interferon mRNA, leukocytes, man 6046. 

oocytes, use-assays systems, Saccharomyces cerevisiae 
tRNA suppressors 1963. 

poly (A)-containing mRNA content, changes during early 
development 811. 

ribonuclease, excision-introns, tRNA precursors, yeasts 5755. 

ribosomal proteins genes, characterization 4209. 

rRNA biosynthesis initiation, relationship-cell division 5513. 

tRNA gene, hybridization-Triturus cristatus lampbrush 
chromosomes, genes location 1558. 

tRNA gene, transcription in vitro, electron microscopy 191. 

tRNA genes, gene manipulation 5320. 


tRNA Met genes, promoters mapping 5229. 

mRNA metabolism, during oogenesis 2860. 

rRNA 18S/rRNA 23S, methylation, mapping 2808. 

rRNA 288, 5’-terminus homology-Escherichia coli rRNA 
238 4558. 

tRNA 5S genes, nucleosomes arrangement 1570. 

rRNA 5S genes, nucleotide sequence, role-transcription 
termination 5097. 

rRNA 5S genes, recombination-phage A 4848. 

rRNA 5S genes sequence, role-transcription termination 
6438. 

transcription unit, rRNA 18S-rRNA 28S genes regions, 
nucleotide sequence 2285. 

vitellogenin genes, repetitive DNA, characterization/ 
expression 6132. 

vitellogenin mRNA, translation-cell-free system 840. 


Y base, 

tRNA Phe, cytokinins activity 4509. 

tRNA Phe, yeasts, luminescence, temperature, effects on 
4508. 

Yeasts, 

see also specific species 

acetylphenylalanyl-tRNA hydrolase, substrate specificity 
3384. 

argF gene, cloning/expression-Saccharomyces cerevisiae / 
Escherichia coli 2439. 

bleomycin-induced DNA damage, pH/incubation, effects.on 
2946. 

deoxyribonuclease, relationship-DNA yield 5762. 

deoxyribopyrimidine photolyase-pyrimidines dimers complex 
formation, kinetics 4790. 

DNA content, flow cytometry 265. 

DNA determination 3529. 

DNA fragments, tRNA Glu genes-containing, nucleotide 
sequence 6112. 

enolase/glyceraldehydephosphate dehydrogenase genes, 
nucleotide sequence homology 6111. 

excision defective mutant, radiation (u.v.), DNA biosynthesis 
6191. 

genomes, organization/replication, review 6326. 

glycine/proline codons, nucleotide sequence 5632. 

histones mRNA, post-transcription control 5509. 

histones mRNA levels, regulation-cell cycle 5529. 

his4 gene, insertion-transposons, DNA sequence 
rearrangement 364. 

leaky mutant, mitochondria, genes, mutation sites 1547. 

mitochondria, COB gene expression, mutation, effects on 
6013. 

mitochondria, cytochrome c oxidase mRNA, translation- 
wheat germ cell-free system, termination codons suppression 
1462. 

mitochondria, cytochrome c oxidase subunits biosynthesis 
104. 

mitochondria, DNA, introns/deletions, review 4952. 

mitochondria, DNA, plasmids-linked, transformation- 
Saccharomyces cerevisiae 2438. 

mitochondria, DNA, radiation (u.v.), effects on 2941. 

mitochondria, DNA, tRNA genes, characterization 1546. 

mitochondria, rRNA 15S genes, nucleotide sequence 3622. 

mitochondria, varl gene, mapping 1545. 

mitochondria/cytoplasm, tRNA (valyl) synthetase, 
purification/characterization 3942. 


Grats complementary cloned Drosophila genes, isolation 
163. 
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Yeasts,(continued) 


novobiocin/nalidixic acid, inhibition-DNA polymerase/DNA- 
unwinding protein 2496. 

nuclei, transcription, initiation-nucleoside triphosphates 5528. 

orotidine-5'-phosphate decarboxylase genes, transcription- 
yeasts/Escherichia coli 2858. 

phosphoglycerate kinase genes, isolation/characterization, 
methodology 2440. 

plasmids, replication/recombination activity, characterization 
1083. 

radiation (u.v.), DNA damage 6056. 

radiation-induced DNA repair, double-stranded breakage, 
during non-growth 440. 

repeated DNA sequence, recombination, review 1870. 

ribosomal subunit 40S, ribonuclease, induction-glucose 
starvation 3758. 

tRNA, electrophoresis, methodology 89. 

RNA, extraction, methodology 1383. 

tRNA (glycyl) synthetase, multiple forms 2734. 

tRNA (methionyl) synthetase genes, cloning 6630. 

tRNA (phenylalanyl) synthetase, ATP-pyrophosphates 
exchange, tRNA Phe, effects on 5928. 

tRNA (phenylalanyl) synthetase, catalysis sites conformation 
activation-tRNA Phe 4515. 

tRNA (phenylalanyl) synthetase, metals-nucleotides 
complex, structure 2736. 

tRNA (seryl) synthetase, tRNA Ser aminoacylation, kinetics 
102. 

tRNA Ala, joining-phage T4 polyribonucleotide synthetase 
(ATP) 2719. 

tRNA Ala 3’-terminus oligonucleotides, synthesis 2705. 

tRNA Arg, binding properties, threonylcarbamoyl 
modification, effects on 6352. 

tRNA Arg, nucleosides modification, effects on 5447. 

tRNA Asp, structure, X-ray crystallography 1954. 

tRNA Glu genes, nucleotide sequence 6113. 

tRNA Leu. interaction-calf thymus DNA-unwinding protein 
1240. 

tRNA Phe, aminoacylation, kinetics 6361. 

tRNA Phe, analysis, chromatography (high-performance 
liquid) 5445. 

tRNA Phe, binding-ethidium bromide, pressure, effects on 95. 


tRNA Phe, codons-anticodons interaction, n.m.r. 1955, 1956. 

tRNA Phe, conformation, complex formation-tRNA 
(phenylalanyl) synthetase/t RNA (seryl) synthetase, effects 
on 3381. 

tRNA Phe, conformation, n.m.r. 5443. 

tRNA Phe, electric potential 3379. 

tRNA Phe, ethylnitrosourea-modified, tertiary structure 
1953. 

tRNA Phe, interaction-tRNA (phenylalany!) synthetase, 
radiation (u.v.) 5454. 

tRNA Phe, n.m.r. 3378, 4510. 

tRNA Phe, n.m.r./nuclear Overhauser effect 3935. 

tRNA Phe, structure, aminoacylation, effects on 4507. 

tRNA Phe, structure, comparison-free/Escherichia coli 
ribosomes-bound 1952. 

tRNA Phe, 5’-terminus phosphates, role-protein biosynthesis 
elongation 746. 

tRNA Phe/tRNA Tyr, modification-pyridoxal-5’-phosphate 
85. 

RNA polymerase, complex-cofactor P37, DNA transcription 
5993. 

RNA polymerase I, interaction-Cibacron blue 6275. 

RNA polymerase I/RNA polymerase II, inhibition-tR NA/a- 
amanitin 4369. 


tRNA precursors, identification 3380. 

tRNA precursors, introns, excision-Xenopus laevis 
ribonuclease 5755. 

tRNA Ser genes, organization/DNA sequence 3621. 

tRNA Tyr, anticodon loop conformation 5448. 

tRNA Tyr, conformation 5446. 

tRNA Tyr genes, processing-Xenopus laevis oocytes 3376. 

tRNA Val, anticodon loop fragments analogues, synthesis 
4477. 

rRNA 5S, conformation, magnesium, effects on 776. 

translation, frameshift mutant suppression, review 6328. 

transposon Ty], termini, nucleotide sequence 363. 

virions-associated RNA polymerase, characterization 4366. 

Yellow fever virus, 

experimental infection, mice, double-stranded RNA/ 
interferon, effects on 4620. 


Zalophus californianus, 

fibroblasts, transformation-SV40 DNA 3148. 

Zea mays, 

alcohol dehydrogenase mRNA, translation in vitro 2904. 

chloroplasts, genes, organization 6552. 

chloroplasts, ribulosebisphosphate carboxylase subunits 
genes, nucleotide sequence 2311. 

chloroplasts, ribulosebisphosphate carboxylase subunits 
genes, expression-Escherichia coli 5324. 

chloroplasts, tRNA, homology-Phaseolus /Spinacia / 
Euglena 1340. 

chloroplasts, rRNA 23S genes, nucleotide sequence 6159. 

DNA, zein-specific sequence, restriction endonuclease 
analysis 409. 

DNA segments, replication autonomy-Saccharomyces 
cerevisiae , isolation 1058. 

embryos, protein biosynthesis, germination, effects on 5462. 

embryos, mRNA, templates activity during germination 259. 

embryos, mRNA translation products, analysis 260. 

endosperm, genotypes, ribonuclease T2 activity, changes 
during development 1144. 

genomes DNA, organization 410. 

high molecular weight DNA, isolation/characterization, 
ethidium bromide 3531. 

hybrids, protein biosynthesis/RNA biosynthesis, 
germination, effects on 2880. 

low molecular weight RNA, characterization 3475. 

mitochondria, DNA transposition, relationship-cytoplasmic 
male sterility reversion 1741. 

mitochondria, recombinant DNA, restriction endonuclease 
analysis 4761. 

polyribosomes, isolation/characterization 122. 

protein biosynthesis, germination, temperature, effects on 
3395, 

RNA, poly (A) tracts, occurrence-modified nucleotides 2824. 

roots, cells, chromatin, organization 5810. 

roots, RNA biosynthesis, temperature, effects on 5140. 

sucrose synthase mRNA, complementary DNA, cloning 
3169. 

sucrose synthase mRNA, translation-cell-free system, 
products characterization 4092. 

zein mRNA, heterogeneity 854. 

Zein, 

mRNA, Zea mays , heterogeneity 854. 

specific, sequence, DNA, Zea mays , restriction 
endonuclease analysis 409. 

Zinc, 

catalysis-guanosine 5'-phosphorimidazolide oligomerization, 
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Zinc,(continued) 
poly (C) templates 3374. 
effects on DNA biosynthesis, foetuses, rats 6207. 
induction-metallothionein mRNA, HeLa cells 251. 
Zinc chloride, 
complex-adenine, synthesis/spectroscopy (i.r.)/n.m.r. 1275. 
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